Supplementary Data

for
Quantitative Changes in the Mitochondrial Proteome from Subjects with Mild Cognitive

Impairment, Early Stage and Late Stage Alzheimer’s disease

Table 1 - 112 unique, non-redundant proteins identified and quantified in at least two of
the three analytical replicates for all three disease stages.

Table 2 - MCI mitochondrial samples, Protein Summary

Table 3 - MCI mitochondrial samples, Experiment 1

Table 4 - MCI mitochondrial samples, Experiment 2

Table 5 - MCI mitochondrial samples, Experiment 3

Table 6 - EAD Mitochondrial Study, Protein Summary

Table 7 - EAD Mitochondrial Study, Experiment 1

Table 8 - EAD Mitochondrial Study, Experiment 2

Table 9 - EAD Mitochondrial Study, Experiment 3

Table 10 - LAD Mitochondrial Study, Protein Summary

Table 11 - LAD Mitochondrial Study, Experiment 1

Table 12 - LAD Mitochondrial Study, Experiment 2

Table 13 - LAD Mitochondrial Study, Experiment 3



Supplemental Table 1. 112 unique, non-redundant proteins identified and quantified in at least two of the

three analytical replicates for all three disease stages.

Description Data MCI EAD LAD
AATM_HUMAN (P00505) Aspartate aminotransferase, mitochondrial precursor (EC Mean 1.43 170 131
2.6.1.1) (Transaminase A) (Glutamate oxaloacetate transaminase 2) [MASS=47475] ' ’ '
SEM 0.07 0.09 0.09
Count 3.00 3.00 3.00
ACON_HUMAN (Q99798) Aconitate hydratase, mitochondrial precursor (EC 4.2.1.3) Mean 1.24 161 119
(Citrate hydro-lyase) (Aconitase) [MASS=85425] ' ’ '
SEM 0.05 0.17 0.18
Count 3.00 2.00 3.00
ACPM_HUMAN (014561) Acyl carrier protein, mitochondrial precursor (ACP) (NADH- Mean 164 150 135
ubiquinone oxidoreductase 9.6 kDa subunit) (CI-SDAP) [MASS=17417] ' ’ '
SEM 0.41 0.11 0.10
Count 2.00 2.00 3.00
ADT1_HUMAN (P12235) ADP/ATP translocase 1 (Adenine nucleotide translocator 1)
(ANT 1) (ADP,ATP carrier protein 1) (Solute carrier family 25 member 4) (ADP,ATP carrier |Mean 1.22 1.79 1.35
protein, heart/skeletal muscle isoform T1) [MASS=32933]
SEM 0.10 0.05 0.13
Count 3.00 3.00 3.00
ALBU_HUMAN (P02768) Serum albumin precursor [MASS=69366] Mean 0.65 0.70 1.01
SEM 0.02 0.03 0.02
Count 3.00 2.00 2.00
ALDH2_HUMAN (P05091) Aldehyde dehydrogenase, mitochondrial precursor (EC 1.2.1.3) Mean 211 154 117
(ALDH class 2) (ALDHI) (ALDH-E2) [MASS=56381] ' ’ '
SEM 0.36 0.15 0.06
Count 3.00 3.00 3.00
ALDOA_HUMAN (P04075) Fructose-bisphosphate aldolase A (EC 4.1.2.13) (Muscle-type
aldolase) (Lung cancer antigen NY-LU-1) [MASS=39289] Mean 0.56 0.74 1.09
SEM 0.05 0.06 0.10
Count 2.00 2.00 3.00
ANXA2_HUMAN (P07355) Annexin A2 (Annexin Il) (Lipocortin Il) (Calpactin | heavy chain)
(Chromobindin-8) (p36) (Protein 1) (Placental anticoagulant protein 1V) (PAP-IV) Mean 1.40 1.64 1.28

[MASS=38473]




SEM 0.14 0.01 0.27
Count 3.00 2.00 2.00
AT1A1_HUMAN (P05023) Sodium/potassium-transporting ATPase alpha-1 chain Mean 0.44 0.67 0.96
precursor (EC 3.6.3.9) (Sodium pump 1) (Na+/K+ ATPase 1) [MASS=112895] ' ’ '
SEM 0.02 0.13 0.05
Count 3.00 2.00 3.00
AT1A3_HUMAN (P13637) Sodium/potassium-transporting ATPase alpha-3 chain (EC Mean 0.49 055 0.99
3.6.3.9) (Sodium pump 3) (Na+/K+ ATPase 3) (Alpha(lll)) [MASS=111734] ' ’ '
SEM 0.02 0.02 0.04
Count 3.00 3.00 3.00
AT1B1_HUMAN (P05026) Sodium/potassium-transporting ATPase subunit beta-1 Mean 0.46 053 1.04
(Sodium/potassium-dependent ATPase beta-1 subunit) [MASS=35061] ' ’ '
SEM 0.01 0.00 0.11
Count 3.00 3.00 3.00
AT2A2_HUMAN (P16615) Sarcoplasmic/endoplasmic reticulum calcium ATPase 2 (EC
3.6.3.8) (Calcium pump 2) (SERCAZ2) (SR Ca(2+)-ATPase 2) (Calcium-transporting
. . . ) . Mean 0.97 0.98 0.99
ATPase sarcoplasmic reticulum type, slow twitch skeletal muscle isoform) (Endoplasmic
reticulum cla
SEM 0.04 0.07 0.02
Count 3.00 2.00 2.00
?J:gél:;)gl\gg}N (P03928) ATP synthase protein 8 (EC 3.6.3.14) (ATPase subunit 8) (A6L) Mean 123 188 196
SEM 0.15 0.06 0.08
Count 3.00 2.00 3.00
ATPG_HUMAN (P36542) ATP synthase gamma chain, mitochondrial precursor (EC
3.6.3.14) [MASS=32996] Mean 1.33 1.95 1.25
SEM 0.07 0.07 0.13
Count 3.00 3.00 3.00
C1QBP_HUMAN (Q07021) Complement component 1 Q subcomponent-binding protein, Mean 220 156 159
mitochondrial precursor (Glycoprotein gC1gBP) (C1gBP) (GC1g-R protein) (Hyaluronan- ' ’ '
binding protein 1) (Mitochondrial matrix protein p32) (p33) [MASS=31362]
SEM 0.93 0.09 0.05
Count 3.00 2.00 3.00




C560_HUMAN (Q99643) Succinate dehydrogenase cytochrome b560 subunit,
mitochondrial precursor (Integral membrane protein ClI-3) (QPs1) (QPs-1) (Succinate

dehydrogenase complex subunit C) (Succinate-ubiquinone oxidoreductase cytochrome B Mean 1.02 1.45 1.68
large subunit) (CY
SEM 0.06 0.08 0.13
Count 3.00 3.00 3.00
CD59 HUMAN (P13987) CD59 glycoprotein precursor (Membrane attack complex
inhibition factor) (MACIF) (MAC-inhibitory protein) (MAC-IP) (Protectin) (MEM43 antigen) Mean 0.49 0,59 0.83
(Membrane inhibitor of reactive lysis) (MIRL) (20 kDa homologous restriction factor) (HRF- ' ’ '
20
SEM 0.06 0.02 0.06
Count 3.00 2.00 3.00
CD9 _HUMAN (P21926) CD9 antigen (p24) (Leukocyte antigen MIC3) (Motility-related Mean 0.95 0.94 0.16
protein) (MRP-1) (Tetraspanin-29) (Tspan-29) [MASS=25285] ' ’ '
SEM 0.04 0.02 0.01
Count 2.00 2.00 2.00
CH60_HUMAN (P10809) 60 kDa heat shock protein, mitochondrial precursor (Hsp60) (60 Mean 1.29 167 123
kDa chaperonin) (CPN60) (Heat shock protein 60) (HSP-60) (Mitochondrial matrix protein ' ’ '
P1) (P60 lymphocyte protein) (HUCHAB0) [MASS=61054]
SEM 0.05 0.10 0.02
Count 3.00 3.00 3.00
[C|:\/|HACS|;3=_2F(|5L1J2A£N (QINX63) Coiled-coil-helix-coiled-coil-helix domain-containing protein 3 Mean 197 1.41 110
SEM 0.10 0.09 0.13
Count 3.00 2.00 3.00
[CII\/IIi\é_SI-:ILSJ:\A?ﬁI;](O75390) Citrate synthase, mitochondrial precursor (EC 2.3.3.1) Mean 1.46 169 130
SEM 0.07 0.19 0.05
Count 3.00 3.00 3.00
CJ070_HUMAN (Q9NZ45) Protein C100rf70 [MASS=12199] Mean 1.16 1.61 1.24
SEM 0.08 0.12 0.04
Count 3.00 3.00 3.00
CLH1_HUMAN (Q00610) Clathrin heavy chain 1 (CLH-17) [MASS=191482] Mean 0.61 0.55 1.25
SEM 0.08 0.02 0.13
Count 3.00 2.00 2.00




CMC1_HUMAN (075746) Calcium-binding mitochondrial carrier protein Aralar1

(Mitochondrial aspartate glutamate carrier 1) (Solute carrier family 25 member 12) Mean 1.07 1.43 1.05

[MASS=74755]
SEM 0.08 0.15 0.07
Count 3.00 3.00 3.00

CN37_HUMAN (P09543) 2',3'-cyclic-nucleotide 3'-phosphodiesterase (EC 3.1.4.37) (CNP)

(CNPase) [MASS=47578] Mean 1.01 0.97 0.96
SEM 0.05 0.03 0.05
Count 3.00 3.00 3.00

COX5B_HUMAN (P10606) Cytochrome ¢ oxidase polypeptide Vb, mitochondrial precursor

(EC 1.9.3.1) [MASS=13696] Mean 1.44 1.87 1.35
SEM 0.10 0.41 0.03
Count 3.00 2.00 3.00

COX7C_HUMAN (P15954) Cytochrome c oxidase polypeptide Vllc, mitochondrial

precursor (EC 1.9.3.1) [MASS=7245] Mean 1.02 1.49 1.4
SEM 0.02 0.23 0.06
Count 3.00 2.00 3.00

CRTC_HUMAN (P27797) Calreticulin precursor (CRP55) (Calregulin) (HACBP) (ERp60)

(grp60) [MASS=48141] Mean 1.86 1.41 1.21
SEM 0.09 0.21 0.15
Count 3.00 3.00 2.00

CSPG2_HUMAN (P13611) Versican core protein precursor (Large fibroblast proteoglycan)

(Chondroitin sulfate proteoglycan core protein 2) (PG-M) (Glial hyaluronate-binding protein)|Mean 0.52 0.44 0.78

(GHAP) [MASS=372817]
SEM 0.05 0.04 0.06
Count 3.00 2.00 2.00

CY1_HUMAN (P08574) Cytochrome c1, heme protein, mitochondrial precursor

(Cytochrome c-1) [MASS=35390] Mean 1.18 1.81 1.26
SEM 0.10 0.18 0.05
Count 3.00 3.00 3.00

DHE3_HUMAN (P00367) Glutamate dehydrogenase 1, mitochondrial precursor (EC

1.4.1.3) (GDH) [MASS=61397] Mean 240 161 1.25
SEM 0.14 0.09 0.04
Count 3.00 3.00 3.00

DHSA HUMAN (P31040) Succinate dehydrogenase [ubiquinone] flavoprotein subunit,

mitochondrial precursor (EC 1.3.5.1) (Fp) (Flavoprotein subunit of complex Il) Mean 1.33 1.37 1.26

[MASS=72691]




SEM 0.13 0.1 0.14
Count 3.00 3.00 3.00
DHSB_HUMAN (P21912) Succinate dehydrogenase [ubiquinone] iron-sulfur protein, Mean 1.68 1.79 1.28
mitochondrial precursor (EC 1.3.5.1) (Ip) (Iron-sulfur subunit of complex II) [MASS=31630]
SEM 0.31 0.07 0.10
Count 3.00 3.00 3.00
DLDH_HUMAN (P09622) Dihydrolipoyl dehydrogenase, mitochondrial precursor (EC
1.8.1.4) (Dihydrolipoamide dehydrogenase) (Glycine cleavage system L protein) Mean 1.36 1.49 1.14
[MASS=54150]
SEM 0.07 0.18 0.15
Count 3.00 3.00 3.00
DPYL2_HUMAN (Q16555) Dihydropyrimidinase-related protein 2 (DRP-2) (Collapsin Mean 0.56 061 0.98
response mediator protein 2) (CRMP-2) (N2A3) [MASS=62293] ' ’ '
SEM 0.04 0.02 0.09
Count 3.00 3.00 3.00
DYN1_HUMAN (Q05193) Dynamin-1 (EC 3.6.5.5) [MASS=97407] Mean 0.70 0.73 1.11
SEM 0.16 0.12 0.15
Count 3.00 2.00 2.00
EAA2_HUMAN (P43004) Excitatory amino acid transporter 2 (Sodium-dependent
glutamate/aspartate transporter 2) [MASS=62104] Mean 0.44 0.50 0.83
SEM 0.05 0.05 0.05
Count 3.00 2.00 3.00
ECHA_HUMAN (P40939) Trifunctional enzyme subunit alpha, mitochondrial precursor (TP- Mean 137 137 1.20
alpha) (78 kDa gastrin-binding protein) [Includes: Long-chain enoyl-CoA hydratase (EC ' ’ '
4.2.1.17); Long chain 3-hydroxyacyl-CoA dehydrogenase (EC 1.1.1.211)] [MASS=82999]
SEM 0.07 0.06 0.15
Count 3.00 2.00 3.00
ECHM_HUMAN (P30084) Enoyl-CoA hydratase, mitochondrial precursor (EC 4.2.1.17) Mean 1.31 1.95 1.31
(Short chain enoyl-CoA hydratase) (SCEH) (Enoyl-CoA hydratase 1) [MASS=31387]
SEM 0.23 0.14 0.23
Count 2.00 3.00 2.00
EF1A1_HUMAN (P68104) Elongation factor 1-alpha 1 (EF-1-alpha-1) (Elongation factor 1 Mean 111 1.40 108
A-1) (eEF1A-1) (Elongation factor Tu) (EF-Tu) [MASS=50141] ' ’ '
SEM 0.27 0.56 0.11




Count 2.00 3.00 2.00
I{i;;gg:%l\élﬂ\]l (P49411) Elongation factor Tu, mitochondrial precursor (EF-Tu) (P43) Mean 136 157 119
SEM 0.06 0.22 0.03
Count 3.00 2.00 3.00
ETFD_HUMAN (Q16134) Electron transfer flavoprotein-ubiquinone oxidoreductase, Mean 1.91 196 192
mitochondrial precursor (EC 1.5.5.1) (ETF-QO) (ETF-ubiquinone oxidoreductase) (ETF ' ’ '
dehydrogenase) (Electron-transferring-flavoprotein dehydrogenase) [MASS=68507]
SEM 0.08 0.18 0.22
Count 3.00 3.00 3.00
G3P_HUMAN (P04406) Glyceraldehyde-3-phosphate dehydrogenase (EC 1.2.1.12)
(GAPDH) [MASS=35922] Mean 0.70 0.75 0.89
SEM 0.07 0.05 0.03
Count 3.00 3.00 3.00
GABT_HUMAN (P80404) 4-aminobutyrate aminotransferase, mitochondrial precursor (EC
2.6.1.19) ((S)-3-amino-2-methylpropionate transaminase) (EC 2.6.1.22) (Gamma-amino-N- Mean 118 197 120
butyrate transaminase) (GABA transaminase) (GABA aminotransferase) (GABA-AT) ' ’ '
(GABA-T) (
SEM 0.07 0.21 0.03
Count 3.00 3.00 3.00
GBB1_HUMAN (P62873) Guanine nucleotide-binding protein G(1)/G(S)/G(T) subunit beta
1 (Transducin beta chain 1) [MASS=37246] Mean 0.55 0.58 0.99
SEM 0.01 0.01 0.01
Count 3.00 3.00 3.00
GBG2_HUMAN (P59768) Guanine nucleotide-binding protein G(I)/G(S)/G(O) gamma-2
subunit precursor (G gamma-l) [MASS=7719] Mean 0.54 0.58 0.95
SEM 0.04 0.04 0.14
Count 3.00 2.00 2.00
GHC1_HUMAN (Q9H936) Mitochondrial glutamate carrier 1 (GC-1) (Glutamate/H(+) Mean 0.93 195 113
symporter 1) (Solute carrier family 25 member 22) [MASS=34470] ' ’ '
SEM 0.15 0.02 0.11
Count 3.00 3.00 3.00
GLSK_HUMAN (094925) Glutaminase kidney isoform, mitochondrial precursor (EC Mean 130 161 1.44
3.5.1.2) (GLS) (L-glutamine amidohydrolase) (K-glutaminase) [MASS=73461] ' ’ '
SEM 0.09 0.1 0.08
Count 3.00 3.00 3.00




GNAO1_HUMAN (P09471) Guanine nucleotide-binding protein G(o) subunit alpha 1

[MASS=39919] Mean 0.68 0.54 1.04
SEM 0.19 0.05 0.18
Count 3.00 2.00 2.00
GPDM_HUMAN (P43304) Glycerol-3-phosphate dehydrogenase, mitochondrial precursor Mean 131 139 156
(EC 1.1.99.5) (GPD-M) (GPDH-M) (mtGPD) [MASS=80833] ' ’ '
SEM 0.25 0.11 0.51
Count 2.00 2.00 2.00
GPM6A_HUMAN (P51674) Neuronal membrane glycoprotein M6-a (M6a) [MASS=31209] |M€a" 0.51 0.73 0.82
SEM 0.08 0.25 0.07
Count 3.00 2.00 2.00
EI\ABES_QEI!IQ;](PGSBN) Hemoglobin subunit beta (Hemoglobin beta chain) (Beta-globin) Mean 055 0.84 1.03
SEM 0.02 0.01 0.12
Count 3.00 2.00 3.00
HXK1_HUMAN (P19367) Hexokinase-1 (EC 2.7.1.1) (Hexokinase type |) (HK I) (Brain form
hexokinase) [MASS=102484] Mean 1.24 161 1.33
SEM 0.04 0.11 0.09
Count 3.00 3.00 3.00
IDH3A_HUMAN (P50213) Isocitrate dehydrogenase [NAD] subunit alpha, mitochondrial Mean 1.27 1.26 1.37
precursor (EC 1.1.1.41) (Isocitric dehydrogenase) (NAD(+)-specific ICDH) [MASS=39591]
SEM 0.13 0.18 0.02
Count 3.00 3.00 3.00
IDH3G_HUMAN (P51553) Isocitrate dehydrogenase [NAD] subunit gamma, mitochondrial [Mean 1.40 1.52 0.96
precursor (EC 1.1.1.41) (Isocitric dehydrogenase) (NAD(+)-specific ICDH) [MASS=42794]
SEM 0.08 0.01 0.02
Count 3.00 2.00 2.00
IDHP_HUMAN (P48735) Isocitrate dehydrogenase [NADP], mitochondrial precursor (EC
1.1.1.42) (Oxalosuccinate decarboxylase) (IDH) (NADP(+)-specific ICDH) (IDP) (ICD-M)  |Mean 1.22 1.44 1.08
[MASS=50909]
SEM 0.06 0.07 0.11
Count 3.00 3.00 3.00




KCC2A_HUMAN (Q9UQM7) Calcium/calmodulin-dependent protein kinase type Il alpha

chain (EC 2.7.11.17) (CaM-kinase Il alpha chain) (CaM kinase Il alpha subunit) (CaMK-Il |Mean 0.67 0.86 1.15
subunit alpha) [MASS=54029]
SEM 0.02 0.04 0.09
Count 3.00 2.00 3.00
KCC2B_HUMAN (Q13554) Calcium/calmodulin-dependent protein kinase type Il beta
chain (EC 2.7.11.17) (CaM-kinase Il beta chain) (CaM kinase Il subunit beta) (CaMK-II Mean 0.81 0.91 1.15
subunit beta) [MASS=72726]
SEM 0.05 0.06 0.16
Count 3.00 3.00 3.00
KCRB_HUMAN (P12277) Creatine kinase B-type (EC 2.7.3.2) (Creatine kinase B chain) (B{
CK) [MASS=42644] Mean 0.73 0.75 1.36
SEM 0.01 0.01 0.10
Count 3.00 3.00 3.00
KCRU_HUMAN (P12532) Creatine kinase, ubiquitous mitochondrial precursor (EC 2.7.3.2) |Mean 1.20 1.51 1.27
(U-MtCK) (Mia-CK) (Acidic-type mitochondrial creatine kinase) [MASS=47036]
SEM 0.01 0.20 0.05
Count 3.00 3.00 3.00
KPYM_HUMAN (P14618) Pyruvate kinase isozymes M1/M2 (EC 2.7.1.40) (Pyruvate
kinase muscle isozyme) (Cytosolic thyroid hormone-binding protein) (CTHBP) (THBP1) Mean 0.78 0.67 0.95
[MASS=57805]
SEM 0.19 0.05 0.03
Count 3.00 3.00 3.00
LETM1_HUMAN (095202) Leucine zipper-EF-hand-containing transmembrane protein 1,
mitochondrial precursor [MASS=83354] Mean 0.94 1.37 1.30
SEM 0.11 0.04 0.14
Count 2.00 2.00 2.00
MAON_HUMAN (Q16798) NADP-dependent malic enzyme, mitochondrial precursor (EC Mean 170 152 1.06
1.1.1.40) (NADP-ME) (Malic enzyme 3) [MASS=67054] ' ’ '
SEM 0.50 0.19 0.09
Count 3.00 2.00 3.00
I{\:ﬂ—él\g;;gug\g%N (P40926) Malate dehydrogenase, mitochondrial precursor (EC 1.1.1.37) Mean 195 179 135
SEM 0.08 0.09 0.02
Count 3.00 3.00 3.00




MGST3_HUMAN (014880) Microsomal glutathione S-transferase 3 (EC 2.5.1.18)

(Microsomal GST-3) (Microsomal GST-II) [MASS=16516] Mean 1.07 1.7 1.32
SEM 0.10 0.08 0.08
Count 3.00 3.00 3.00

MMSA_HUMAN (Q02252) Methylmalonate-semialdehyde dehydrogenase [acylating],

mitochondrial precursor (EC 1.2.1.27) (MMSDH) (Malonate-semialdehyde dehydrogenase |Mean 1.25 1.41 1.58

[acylating]) (EC 1.2.1.18) [MASS=57839]
SEM 0.27 0.15 0.18
Count 2.00 2.00 2.00

MOG_HUMAN (Q16653) Myelin-oligodendrocyte glycoprotein precursor [MASS=28179] Mean 1.38 0.89 1.22
SEM 0.55 0.05 0.30
Count 2.00 2.00 2.00

MTCH2_HUMAN (Q9Y6C9) Mitochondrial carrier homolog 2 (Met-induced mitochondrial

protein) [MASS=33331] Mean 1.03 1.43 0.98
SEM 0.23 0.15 0.06
Count 2.00 2.00 3.00

MYPR_HUMAN (P60201) Myelin proteolipid protein (PLP) (Lipophilin) [MASS=20946]  |Ma" 1.42 149 1.06
SEM 0.08 0.14 0.10
Count 3.00 3.00 3.00

NCA11_HUMAN (P13591) Neural cell adhesion molecule 1, 140 kDa isoform precursor (N- Mean 041 045 1.01

CAM 140) (NCAM-140) (CD56 antigen) [MASS=93360] ' ’ '
SEM 0.05 0.02 0.08
Count 3.00 2.00 3.00

NDUA5_HUMAN (Q16718) NADH dehydrogenase [ubiquinone] 1 alpha subcomplex

subunit 5 (EC 1.6.5.3) (EC 1.6.99.3) (NADH-ubiquinone oxidoreductase 13 kDa-B subunit) |Mean 1.80 1.47 1.05

(Complex I-13Kd-B) (CI-13Kd-B) (Complex | subunit B13) [MASS=13327]
SEM 0.05 0.16 0.20
Count 2.00 2.00 3.00

NDUAA_ HUMAN (095299) NADH dehydrogenase [ubiquinone] 1 alpha subcomplex

subunit 10, mitochondrial precursor (EC 1.6.5.3) (EC 1.6.99.3) (NADH-ubiquinone Mean 1.37 1.40 1.27

oxidoreductase 42 kDa subunit) (Complex I-42KD) (CI-42KD) [MASS=40750]
SEM 0.10 0.15 0.21
Count 3.00 3.00 3.00




NDUB7_HUMAN (P17568) NADH dehydrogenase [ubiquinone] 1 beta subcomplex subunit

7 (EC 1.6.5.3) (EC 1.6.99.3) (NADH-ubiquinone oxidoreductase B18 subunit) (Complex |- |Mean 1.09 1.64 1.25
B18) (CI-B18) (Cell adhesion protein SQM1) [MASS=16271]
SEM 0.08 0.08 0.06
Count 3.00 2.00 3.00
NNTM_HUMAN (Q13423) NAD(P) transhydrogenase, mitochondrial precursor (EC 1.6.1.2)
(Pyridine nucleotide transhydrogenase) (Nicotinamide nucleotide transhydrogenase) Mean 1.02 1.20 0.98
[MASS=113895]
SEM 0.10 0.22 0.07
Count 3.00 2.00 3.00
NSF_HUMAN (P46459) Vesicle-fusing ATPase (EC 3.6.4.6) (Vesicular-fusion protein NSF)|Mean 0.54 0.88 1.09
(N-ethylmaleimide sensitive fusion protein) (NEM-sensitive fusion protein) [MASS=82654]
SEM 0.09 0.02 0.04
Count 3.00 2.00 3.00
NUAM_HUMAN (P28331) NADH-ubiquinone oxidoreductase 75 kDa subunit,
mitochondrial precursor (EC 1.6.5.3) (EC 1.6.99.3) (Complex I-75Kd) (CI-75Kd) Mean 1.30 1.45 1.25
[MASS=79467]
SEM 0.08 0.15 0.05
Count 3.00 3.00 3.00
NUBM_HUMAN (P49821) NADH-ubiquinone oxidoreductase 51 kDa subunit,
mitochondrial precursor (EC 1.6.5.3) (EC 1.6.99.3) (Complex I-51KD) (CI-51KD) (NADH  |Mean 1.23 1.45 1.33
dehydrogenase flavoprotein 1) [MASS=50817]
SEM 0.27 0.14 0.23
Count 3.00 3.00 3.00
NUIM_HUMAN (000217) NADH-ubiquinone oxidoreductase 23 kDa subunit, mitochondrial
precursor (EC 1.6.5.3) (EC 1.6.99.3) (Complex I-23KD) (CI-23KD) (TYKY subunit) Mean 1.49 2.39 1.19
[MASS=23705]
SEM 0.22 0.34 0.26
Count 2.00 2.00 2.00
NUMM_HUMAN (O75380) NADH-ubiquinone oxidoreductase 13 kDa-A subunit,
mitochondrial precursor (EC 1.6.5.3) (EC 1.6.99.3) (Complex I-13KD-A) (CI-13KD-A) Mean 1.14 1.45 1.25
[MASS=13712]
SEM 0.17 0.08 0.15
Count 3.00 3.00 3.00




ODP2_HUMAN (P10515) Dihydrolipoyllysine-residue acetyltransferase component of
pyruvate dehydrogenase complex, mitochondrial precursor (EC 2.3.1.12) (Pyruvate

dehydrogenase complex E2 subunit) (PDCEZ2) (E2) (Dihydrolipoamide S-acetyltransferase Mean 1.37 1.33 1.04
component
SEM 0.19 0.14 0.07
Count 3.00 3.00 3.00
ODPA_HUMAN (P08559) Pyruvate dehydrogenase E1 component alpha subunit, somatic Mean 136 159 0.88
form, mitochondrial precursor (EC 1.2.4.1) (PDHE1-A type |) [MASS=43295] ' ’ '
SEM 0.25 0.10 0.00
Count 2.00 3.00 2.00
OPA1_HUMAN (060313) Dynamin-like 120 kDa protein, mitochondrial precursor (Optic
atrophy 1 gene protein) [MASS=111657] Mean 1.4 1.35 1.21
SEM 0.09 0.18 0.01
Count 3.00 3.00 2.00
PARK7_HUMAN (Q99497) Protein DJ-1 (Oncogene DJ1) [MASS=19891] Mean 0.70 0.94 0.99
SEM 0.05 0.02 0.06
Count 3.00 2.00 3.00
PPIA_HUMAN (P62937) Peptidyl-prolyl cis-trans isomerase A (EC 5.2.1.8) (PPlase A) Mean 0.83 0.87 119
(Rotamase A) (Cyclophilin A) (Cyclosporin A-binding protein) [MASS=17881] ' ’ '
SEM 0.14 0.15 0.19
Count 2.00 2.00 3.00
RHOA_HUMAN (P61586) Transforming protein RhoA precursor (H12) [MASS=21768] | Man 1.09 0.77 1.04
SEM 0.38 0.02 0.09
Count 3.00 2.00 3.00
[RMHAOSBS_=I-2IL212\/I2A3;\J (P62745) Rho-related GTP-binding protein RhoB precursor (H6) Mean 0.49 065 0.99
SEM 0.22 0.03 0.03
Count 2.00 3.00 3.00
[SI\,:\:/ISSSO;;%ZIQN (Q9Y512) Sorting and assembly machinery component 50 homolog Mean 0.97 177 192
SEM 0.10 0.22 0.04
Count 2.00 2.00 3.00
SAP_HUMAN (P07602) Proactivator polypeptide precursor [Contains: Saposin A (Protein Mean 236 167 110

A); Saposin B-Val; Saposin B (Sphingolipid activator protein 1) (SAP-1) (Cerebroside
sulfate activator) (CSAct) (Dispersin) (Sulfatide/GM1 activator); Saposin C (Co-beta-




SEM 0.07 0.36 0.02
Count 3.00 3.00 3.00
SCOT_HUMAN (P55809) Succinyl-CoA:3-ketoacid-coenzyme A transferase 1,
mitochondrial precursor (EC 2.8.3.5) (Somatic-type succinyl CoA:3-oxoacid CoA- Mean 1.28 1.66 1.36
transferase) (Scot-S) [MASS=56157]
SEM 0.10 0.20 0.19
Count 3.00 3.00 3.00
SEPT7_HUMAN (Q16181) Septin-7 (CDC10 protein homolog) [MASS=50680] Mean 0.71 1.00 0.94
SEM 0.04 0.06 0.00
Count 3.00 2.00 2.00
SHPS1_HUMAN (P78324) Tyrosine-protein phosphatase non-receptor type substrate 1 Mean 0.36 0.44 1.01
precursor (SHP substrate 1) (SHPS-1) (Inhibitory receptor SHPS-1) (Signal-regulatory ' ’ '
protein alpha-1) (Sirp-alpha-1) (Sirp-alpha-2) (Sirp-alpha-3) (MyD-1 antigen) (Brain Ig-|
SEM 0.05 0.05 0.10
Count 3.00 3.00 3.00
SIRB1_HUMAN (000241) Signal-regulatory protein beta-1 precursor (SIRP-beta-1)
(CD172b antigen) [MASS=43255] Mean 0.29 0.42 1.16
SEM 0.04 0.08 0.08
Count 3.00 2.00 2.00
SIRT2_HUMAN (Q81XJ6) NAD-dependent deacetylase sirtuin-2 (EC 3.5.1.-) (SIR2-like)
(SIR2-like protein 2) [MASS=43182] Mean 0.84 1.26 0.97
SEM 0.34 0.41 0.04
Count 2.00 2.00 2.00
SSDH_HUMAN (P51649) Succinate semialdehyde dehydrogenase, mitochondrial
precursor (EC 1.2.1.24) (NAD(+)-dependent succinic semialdehyde dehydrogenase) Mean 1.74 1.55 1.30
[MASS=57214]
SEM 0.28 0.05 0.20
Count 2.00 2.00 3.00
STXB1_HUMAN (P61764) Syntaxin-binding protein 1 (Unc-18 homolog) (Unc-18A) (Unc-
18-1) (N-Sec1) (p67) [MASS=67568] Mean 0.58 0.63 1.08
SEM 0.04 0.02 0.12
Count 3.00 3.00 3.00
SUCB1_HUMAN (Q9P2R7) Succinyl-CoA ligase [ADP-forming] beta-chain, mitochondrial Mean 436 151 117

precursor (EC 6.2.1.5) (Succinyl-CoA synthetase, betaA chain) (SCS-betaA) (ATP-specific
succinyl-CoA synthetase subunit beta) (NY-REN-39 antigen) [MASS=50317]




SEM 1.24 0.07 0.14
Count 2.00 2.00 2.00

SYIM_HUMAN (Q9NSE4) Isoleucyl-tRNA synthetase, mitochondrial precursor (EC 6.1.1.5)

(Isoleucine—-tRNA ligase) (IleRS) [MASS=113791] Mean 1.63 236 1.08
SEM 0.23 0.96 0.33
Count 2.00 2.00 3.00

[SJ::s_:;L:J;\sﬂfg (P08247) Synaptophysin (Major synaptic vesicle protein p38) Mean 0.50 0.62 0.94
SEM 0.04 0.04 0.09
Count 3.00 3.00 3.00

TBA1_HUMAN (P68366) Tubulin alpha-1 chain (Alpha-tubulin 1) (Testis-specific alpha-

tubulin) (Tubulin H2-alpha) [MASS=49924] Mean 0.75 0.94 1.07
SEM 0.04 0.01 0.03
Count 3.00 3.00 3.00

TBB2_HUMAN (P07437) Tubulin beta-2 chain [MASS=49671] Mean 0.77 0.93 1.10
SEM 0.07 0.07 0.11
Count 3.00 3.00 3.00

THIL_HUMAN (P24752) Acetyl-CoA acetyltransferase, mitochondrial precursor (EC Mean 1.44 167 331

2.3.1.9) (Acetoacetyl-CoA thiolase) (T2) [MASS=45199] ' ’ '
SEM 0.14 0.27 1.1
Count 3.00 3.00 3.00

THY1_HUMAN (P04216) Thy-1 membrane glycoprotein precursor (Thy-1 antigen) (CD90

antigen) (CDW90 antigen) [MASS=17935] Mean 0.45 0.55 0.88
SEM 0.03 0.00 0.16
Count 3.00 2.00 3.00

El'l\l/ll\ig_slilig/lsélgl](QQYSW) Mitochondrial import inner membrane translocase subunit Tim9 Mean 1.40 151 0.90
SEM 0.12 0.18 0.24
Count 3.00 2.00 3.00

TOM70_HUMAN (094826) Mitochondrial precursor proteins import receptor (Translocase

of outer membrane TOM70) [MASS=67454] Mean 0.81 1.39 0.97
SEM 0.12 0.16 0.22
Count 2.00 3.00 3.00

UCHL1_HUMAN (P09936) Ubiquitin carboxyl-terminal hydrolase isozyme L1 (EC

3.4.19.12) (EC 6.-.-.-) (UCH-L1) (Ubiquitin thioesterase L1) (Neuron cytoplasmic protein Mean 0.74 0.78 1.55

9.5) (PGP 9.5) (PGP9.5) [MASS=24824]
SEM 0.15 0.07 0.60




Count 3.00 2.00 3.00
UCRH_HUMAN (P07919) Ubiquinol-cytochrome ¢ reductase complex 11 kDa protein,
mitochondrial precursor (EC 1.10.2.2) (Mitochondrial hinge protein) (Cytochrome C1, Mean 1.29 1.69 1.09
nonheme 11 kDa protein) (Complex Il subunit VIII) [MASS=10739]
SEM 0.14 0.06 0.07
Count 3.00 2.00 3.00
UQCR1_HUMAN (P31930) Ubiquinol-cytochrome-c reductase complex core protein I, Mean 195 176 113
mitochondrial precursor (EC 1.10.2.2) [MASS=52645] ' ’ '
SEM 0.12 0.20 0.11
Count 3.00 3.00 3.00
UQCR2_HUMAN (P22695) Ubiquinol-cytochrome-c reductase complex core protein 2, Mean 192 143 1.07
mitochondrial precursor (EC 1.10.2.2) (Complex Ill subunit II) [MASS=48443] ' ’ '
SEM 0.06 0.31 0.12
Count 3.00 3.00 3.00
VDAC1_HUMAN (P21796) Voltage-dependent anion-selective channel protein 1 (VDAC-1)
(hVDAC1) (Outer mitochondrial membrane protein porin 1) (Plasmalemmal porin) (Porin Mean 1.12 1.87 1.43
31HL) (Porin 31HM) [MASS=30641]
SEM 0.07 0.19 0.37
Count 3.00 3.00 3.00
VDAC2_HUMAN (P45880) Voltage-dependent anion-selective channel protein 2 (VDAC-2) Mean 110 164 131
(hVDAC2) (Outer mitochondrial membrane protein porin 2) [MASS=38092] ' ’ '
SEM 0.04 0.14 0.19
Count 3.00 3.00 3.00
VDAC3_HUMAN (Q9Y277) Voltage-dependent anion-selective channel protein 3 (VDAC- Mean 119 160 238
3) (hVDAC3) (Outer mitochondrial membrane protein porin 3) [MASS=30658] ' ) '
SEM 0.07 0.09 1.1
Count 3.00 2.00 3.00
E/I\;Iigs_l—lzglglﬁl;l (P62760) Visinin-like protein 1 (VILIP) (Hippocalcin-like protein 3) (HLP3) Mean 0.77 1.09 113
SEM 0.03 0.04 0.01
Count 3.00 2.00 2.00




Table 2. MCI mitochondrial samples
Protein Summary

Experiment1

Experiment2

Experiment3

Description

Protein
Score

XPress
H2L Ratio

Protein
Score

XPress
H2L Ratio

Protein
Score

XPress
H2L Ratio

Count

Mean

SEM

1433F_HUMAN (Q04917) 14-3-3 protein eta (Protein AS1)
[MASS=28087]

0.61

0.85

0.80

0.91

1.00

0.91

0.89

0.02

1433G_HUMAN (P61981) 14-3-3 protein gamma (Protein kinase C
inhibitor protein 1) (KCIP-1) [MASS=28171]

1.00

0.76

1.00

0.90

0.95

1.24

0.97

0.14

1433Z_HUMAN (P63104) 14-3-3 protein zeta/delta (Protein kinase C
inhibitor protein 1) (KCIP-1) [MASS=27745]

1.00

0.75

1.00

0.61

1.00

0.69

0.68

0.04

2AAA_HUMAN (P30153) Serine/threonine-protein phosphatase 2A 65
kDa regulatory subunit A alpha isoform (PP2A, subunit A, PR65-alpha
isoform) (PP2A, subunit A, R1-alpha isoform) (Medium tumor antigen-
associated 61 kDa protein) [MASS=65092]

1.00

0.91

0.97

0.58

1.00

1.48

0.99

0.26

AATM_HUMAN (P00505) Aspartate aminotransferase, mitochondrial
precursor (EC 2.6.1.1) (Transaminase A) (Glutamate oxaloacetate
transaminase 2) [MASS=47475]

1.00

1.32

1.00

1.41

1.00

1.57

1.43

0.07

ACON_HUMAN (Q99798) Aconitate hydratase, mitochondrial
precursor (EC 4.2.1.3) (Citrate hydro-lyase) (Aconitase)
[MASS=85425]

1.00

1.28

1.00

1.29

1.00

1.24

0.05

ACOT9_HUMAN (Q9Y305) Acyl-coenzyme A thioesterase 9 (EC 3.1.2.
) (Acyl-CoA thioesterase 9) (Acyl-CoA thioester hydrolase 9)
[MASS=46354]

1.00

1.41

0.00

0.51

1.22

1.25

0.08

ACTB_HUMAN (P60709) Actin, cytoplasmic 1 (Beta-actin)
[MASS=41736]

1.00

0.57

1.00

0.55

1.00

0.73

0.62

0.06

ADT1_HUMAN (P12235) ADP/ATP translocase 1 (Adenine nucleotide
translocator 1) (ANT 1) (ADP,ATP carrier protein 1) (Solute carrier
family 25 member 4) (ADP,ATP carrier protein, heart/skeletal muscle
isoform T1) [MASS=32933]

1.00

1.04

1.00

1.21

1.00

1.40

1.22

0.10

ALBU_HUMAN (P02768) Serum albumin precursor [MASS=69366]

1.00

0.62

1.00

0.63

1.00

0.69

0.65

0.02

ALDH2_HUMAN (P05091) Aldehyde dehydrogenase, mitochondrial
precursor (EC 1.2.1.3) (ALDH class 2) (ALDHI) (ALDH-E2)
[MASS=56381]

1.00

1.74

1.00

2.83

1.00

1.77

2.1

0.36




ANK2_HUMAN (Q01484) Ankyrin-2 (Brain ankyrin) (Ankyrin-B)
(Ankyrin, nonerythroid) [MASS=430341]

0.99

0.94

1.00

0.90

0.71

0.92

0.11

ANXA2_HUMAN (P07355) Annexin A2 (Annexin II) (Lipocortin I1)
(Calpactin | heavy chain) (Chromobindin-8) (p36) (Protein I) (Placental
anticoagulant protein 1V) (PAP-1V) [MASS=38473]

0.92

1.68

0.98

1.26

1.00

1.25

1.40

0.14

ANXA6_HUMAN (P08133) Annexin A6 (Annexin VI) (Lipocortin VI)
(P68) (P70) (Protein Ill) (Chromobindin-20) (67 kDa calelectrin)
(Calphobindin-Il) (CPB-Il) [MASS=75742]

1.00

0.54

1.00

0.72

1.00

0.75

0.67

0.07

AT1A1_HUMAN (P05023) Sodium/potassium-transporting ATPase
alpha-1 chain precursor (EC 3.6.3.9) (Sodium pump 1) (Na+/K+
ATPase 1) [MASS=112895]

1.00

0.41

1.00

0.44

1.00

0.47

0.44

0.02

AT1A3_HUMAN (P13637) Sodium/potassium-transporting ATPase
alpha-3 chain (EC 3.6.3.9) (Sodium pump 3) (Na+/K+ ATPase 3)
(Alpha(lll)) [MASS=111734]

1.00

0.50

1.00

0.45

1.00

0.52

0.49

0.02

AT1B1_HUMAN (P05026) Sodium/potassium-transporting ATPase
subunit beta-1 (Sodium/potassium-dependent ATPase beta-1 subunit)
[MASS=35061]

1.00

0.47

1.00

0.47

1.00

0.43

0.46

0.01

AT2A2_HUMAN (P16615) Sarcoplasmic/endoplasmic reticulum
calcium ATPase 2 (EC 3.6.3.8) (Calcium pump 2) (SERCA2) (SR
Ca(2+)-ATPase 2) (Calcium-transporting ATPase sarcoplasmic
reticulum type, slow twitch skeletal muscle isoform) (Endoplasmic
reticulum cla [MASS=114756]

1.00

0.89

1.00

1.04

1.00

0.97

0.97

0.04

AT2B1_HUMAN (P20020) Plasma membrane calcium-transporting
ATPase 1 (EC 3.6.3.8) (PMCA1) (Plasma membrane calcium pump
isoform 1) (Plasma membrane calcium ATPase isoform 1)
[MASS=138754]

0.99

0.84

0.25

0.57

1.00

0.58

0.66

0.09

AT2B2_HUMAN (Q01814) Plasma membrane calcium-transporting
ATPase 2 (EC 3.6.3.8) (PMCA2) (Plasma membrane calcium pump
isoform 2) (Plasma membrane calcium ATPase isoform 2)
[MASS=136875]

1.00

0.66

1.00

0.55

1.00

1.08

0.76

0.16

AT2B4_HUMAN (P23634) Plasma membrane calcium-transporting
ATPase 4 (EC 3.6.3.8) (PMCA4) (Plasma membrane calcium pump
isoform 4) (Plasma membrane calcium ATPase isoform 4)
[MASS=137919]

0.99

0.55

1.00

0.46

1.00

0.64

0.55

0.05

ATP8 HUMAN (P03928) ATP synthase protein 8 (EC 3.6.3.14)
(ATPase subunit 8) (A6L) [MASS=7992]

0.89

1.02

1.00

0.59

1.51

1.23

0.15

ATPG_HUMAN (P36542) ATP synthase gamma chain, mitochondrial
precursor (EC 3.6.3.14) [MASS=32996]

1.00

1.00

1.38

1.00

1.43

1.33

0.07




C1QBP_HUMAN (Q07021) Complement component 1 Q
subcomponent-binding protein, mitochondrial precursor (Glycoprotein
gC1gBP) (C1qBP) (GC1g-R protein) (Hyaluronan-binding protein 1)
(Mitochondrial matrix protein p32) (p33) [MASS=31362]

0.99

1.00

1.44

1.00

4.06

2.20

0.93

C560_HUMAN (Q99643) Succinate dehydrogenase cytochrome b560
subunit, mitochondrial precursor (Integral membrane protein ClII-3)
(QPs1) (QPs-1) (Succinate dehydrogenase complex subunit C)
(Succinate-ubiquinone oxidoreductase cytochrome B large subunit)
(CY [MASS=18610]

1.00

1.03

1.00

1.00

0.91

1.02

0.06

CAC2D_HUMAN (P54289) Dihydropyridine-sensitive L-type calcium
channel subunits alpha-2/delta precursor [Contains: L-type calcium
channel subunit alpha-2; L-type calcium channel subunit delta]
[MASS=123183]

0.99

0.72

0.99

0.67

1.00

0.98

0.79

0.10

CD59_HUMAN (P13987) CD59 glycoprotein precursor (Membrane
attack complex inhibition factor) (MACIF) (MAC-inhibitory protein)
(MAC-IP) (Protectin) (MEM43 antigen) (Membrane inhibitor of reactive
lysis) (MIRL) (20 kDa homologous restriction factor) (HRF-20
[MASS=14177]

1.00

0.54

1.00

0.37

1.00

0.56

0.49

0.06

CD81_HUMAN (P60033) CD81 antigen (26 kDa cell surface protein
TAPA-1) (Target of the antiproliferative antibody 1) (Tetraspanin-28)
(Tspan-28) [MASS=25809]

1.00

0.48

1.00

0.53

0.98

0.71

0.57

0.07

CH60_HUMAN (P10809) 60 kDa heat shock protein, mitochondrial
precursor (Hsp60) (60 kDa chaperonin) (CPN60) (Heat shock protein
60) (HSP-60) (Mitochondrial matrix protein P1) (P60 lymphocyte
protein) (HUCHABO) [MASS=61054]

1.00

1.28

1.00

1.21

1.00

1.39

1.29

0.05

CHCH3_HUMAN (Q9NX63) Coiled-coil-helix-coiled-coil-helix domain-
containing protein 3 [MASS=26152]

1.00

1.00

1.00

1.48

1.27

0.10

CISY_HUMAN (075390) Citrate synthase, mitochondrial precursor (EC|
2.3.3.1) [MASS=51712]

0.79

1.32

1.00

1.54

1.00

1.51

1.46

0.07

€J070_HUMAN (QINZ45) Protein C100rf70 [MASS=12199]

1.00

1.12

1.00

1.05

1.00

1.31

1.16

0.08

CLH1_HUMAN (Q00610) Clathrin heavy chain 1 (CLH-17)
[MASS=191482]

1.00

0.51

1.00

0.56

1.00

0.76

0.61

0.08

CMC1_HUMAN (O75746) Calcium-binding mitochondrial carrier
protein Aralar1 (Mitochondrial aspartate glutamate carrier 1) (Solute
carrier family 25 member 12) [MASS=74755]

1.00

1.01

1.00

0.97

1.00

1.24

1.07

0.08




CN37_HUMAN (P09543) 2',3'-cyclic-nucleotide 3'-phosphodiesterase

(EC 3.1.4.37) (CNP) (CNPase) [MASS=47578] 1.00 0.95 1.00 0.97 1.00 112 1.01 0.05
CNTN1_HUMAN (Q12860) Contactin-1 precursor (Neural cell surface

protein F3) (Glycoprotein gp135) [MASS=113320] 1.00 0.53 1.00 0.48 0.98 0.42 0.48 0.03
CNTP1_HUMAN (P78357) Contactin-associated protein 1 precursor

(Caspr) (Caspr1) (Neurexin 4) (Neurexin 1V) (p190) [MASS=156266] 0.77 0.85 1.00 0.50 0.00 0.69 0.68 0.10
COF1_HUMAN (P23528) Cofilin-1 (Cofilin, non-muscle isoform) (18

kDa phosphoprotein) (p18) [MASS=18371] 1.00 0.51 1.00 0.56 1.00 0.75 0.61 0.07
COX5B_HUMAN (P10606) Cytochrome c oxidase polypeptide Vb,

mitochondrial precursor (EC 1.9.3.1) [MASS=13696] 1.00 1.25 0.97 1.56 1.00 1.51 144 0.10
COX7C_HUMAN (P15954) Cytochrome c oxidase polypeptide Vlic,

mitochondrial precursor (EC 1.9.3.1) [MASS=7245] 0.99 0.98 1.00 1.06 0.94 1.03 1.02 0.02
CRTC_HUMAN (P27797) Calreticulin precursor (CRP55) (Calregulin)

(HACBP) (ERp60) (grp60) [MASS=48141] 1.00 1.70 0.99 1.86 1.00 2.01 1.86 0.09
CRYM_HUMAN (Q14894) Mu-crystallin homolog (NADP-regulated

thyroid-hormone-binding protein) [MASS=33775] 0.98 0.61 0.00 0.75 1.00 0.60 0.65 0.05
CSPG2_HUMAN (P13611) Versican core protein precursor (Large

fibroblast proteoglycan) (Chondroitin sulfate proteoglycan core protein 1.00 0.48 1.00 0.62 1.00 0.45 0.52 0.05
2) (PG-M) (Glial hyaluronate-binding protein) (GHAP) [MASS=372817]

CSPG3_HUMAN (014594) Neurocan core protein precursor

(Chondroitin sulfate proteoglycan 3) [MASS=142972] 1.00 0.54 0.98 033 0.00 0.63 0.50 0.09
CY1_HUMAN (P08574) Cytochrome c1, heme protein, mitochondrial

precursor (Cytochrome c-1) [MASS=35390] 1.00 1.04 1.00 1.14 1.00 1.37 1.18 0.10
DHE3_HUMAN (P00367) Glutamate dehydrogenase 1, mitochondrial

precursor (EC 1.4.1.3) (GDH) [MASS=61397] 1.00 2.19 1.00 2.66 1.00 2.36 2.40 0.14
DHSA_HUMAN (P31040) Succinate dehydrogenase [ubiquinone]

flavoprotein subunit, mitochondrial precursor (EC 1.3.5.1) (Fp) 1.00 1.08 1.00 1.53 1.00 1.39 133 | 0.13
(Flavoprotein subunit of complex II) [MASS=72691]

DHSB_HUMAN (P21912) Succinate dehydrogenase [ubiquinone] iron-

sulfur protein, mitochondrial precursor (EC 1.3.5.1) (Ip) (Iron-sulfur 1.00 1.06 1.00 2.02 1.00 1.95 1.68 | 0.31
subunit of complex Il) [MASS=31630]

DLDH_HUMAN (P09622) Dihydrolipoyl dehydrogenase, mitochondrial

precursor (EC 1.8.1.4) (Dihydrolipoamide dehydrogenase) (Glycine 0.97 1.42 1.00 1.44 1.00 1.22 1.36 | 0.07

cleavage system L protein) [MASS=54150]




DNJA2_HUMAN (060884) DnaJ homolog subfamily A member 2
(HIRA-interacting protein 4) (Cell cycle progression restoration gene 3
protein) (Dnj3) (NY-REN-14 antigen) [MASS=45745]

0.00

1.61

0.00

1.40

0.93

1.95

1.65

0.16

DPYL2_HUMAN (Q16555) Dihydropyrimidinase-related protein 2 (DRP
2) (Collapsin response mediator protein 2) (CRMP-2) (N2A3)
[MASS=62293]

1.00

0.49

1.00

0.58

1.00

0.62

0.56

0.04

DYN1_HUMAN (Q05193) Dynamin-1 (EC 3.6.5.5) [MASS=97407]

1.00

0.51

1.00

1.01

0.65

0.59

0.70

0.16

EAA2_HUMAN (P43004) Excitatory amino acid transporter 2 (Sodium-
dependent glutamate/aspartate transporter 2) [MASS=62104]

1.00

0.36

1.00

0.43

1.00

0.53

0.44

0.05

ECHA_HUMAN (P40939) Trifunctional enzyme subunit alpha,
mitochondrial precursor (TP-alpha) (78 kDa gastrin-binding protein)
[Includes: Long-chain enoyl-CoA hydratase (EC 4.2.1.17); Long chain
3-hydroxyacyl-CoA dehydrogenase (EC 1.1.1.211)] [MASS=82999]

1.00

1.51

1.00

1.29

1.00

1.32

1.37

0.07

EFTU_HUMAN (P49411) Elongation factor Tu, mitochondrial precursor
(EF-Tu) (P43) [MASS=49541]

1.00

1.26

1.00

1.39

1.00

1.45

1.36

0.06

EPHA4_HUMAN (P54764) Ephrin type-A receptor 4 precursor (EC
2.7.10.1) (Tyrosine-protein kinase receptor SEK) (Receptor protein-
tyrosine kinase HEK8) [MASS=109859]

0.00

0.83

0.00

0.47

0.00

0.56

0.62

0.11

ETFD_HUMAN (Q16134) Electron transfer flavoprotein-ubiquinone
oxidoreductase, mitochondrial precursor (EC 1.5.5.1) (ETF-QO) (ETF-
ubiquinone oxidoreductase) (ETF dehydrogenase) (Electron-
transferring-flavoprotein dehydrogenase) [MASS=68507]

0.97

2.04

1.00

1.91

0.86

1.77

1.91

0.08

G3P_HUMAN (P04406) Glyceraldehyde-3-phosphate dehydrogenase
(EC 1.2.1.12) (GAPDH) [MASS=35922]

1.00

0.60

1.00

0.83

1.00

0.68

0.70

0.07

G6PI_HUMAN (P06744) Glucose-6-phosphate isomerase (EC 5.3.1.9)
(GPI) (Phosphoglucose isomerase) (PGI) (Phosphohexose isomerase)
(PHI) (Neuroleukin) (NLK) (Sperm antigen 36) (SA-36) [MASS=63015]

0.95

0.80

1.00

0.87

0.35

0.71

0.79

0.05

GABT_HUMAN (P80404) 4-aminobutyrate aminotransferase,
mitochondrial precursor (EC 2.6.1.19) ((S)-3-amino-2-methylpropionate
transaminase) (EC 2.6.1.22) (Gamma-amino-N-butyrate transaminase)
(GABA transaminase) (GABA aminotransferase) (GABA-AT) (GABA-T)
([MASS=56439]

1.00

1.03

1.00

1.25

1.00

1.25

1.18

0.07




GBB1_HUMAN (P62873) Guanine nucleotide-binding protein
G(1)/G(S)/G(T) subunit beta 1 (Transducin beta chain 1)
[MASS=37246]

1.00

0.56

1.00

0.55

1.00

0.53

0.55

0.01

GBB2_HUMAN (P62879) Guanine nucleotide-binding protein
G(1)/G(S)/G(T) subunit beta 2 (Transducin beta chain 2) (G protein
beta 2 subunit) [MASS=37200]

1.00

0.58

0.99

0.55

0.00

1.07

0.73

0.17

GBB3_HUMAN (P16520) Guanine nucleotide-binding protein
G(1)/G(S)/G(T) subunit beta 3 (Transducin beta chain 3)
[MASS=37221]

0.56

0.65

0.73

1.42

0.00

1.66

1.24

0.30

GBG12_HUMAN (Q9UBI6) Guanine nucleotide-binding protein
G(1)/G(S)/G(O) gamma-12 subunit precursor [MASS=7875]

0.99

0.73

0.99

0.73

0.94

0.77

0.74

0.01

GBG2_HUMAN (P59768) Guanine nucleotide-binding protein
G(1)/G(S)/G(0O) gamma-2 subunit precursor (G gamma-l)
[MASS=7719]

1.00

0.61

1.00

0.48

1.00

0.52

0.54

0.04

GBG3_HUMAN (P63215) Guanine nucleotide-binding protein
G(1)/G(S)/G(O) gamma-3 subunit precursor [MASS=8305]

0.00

1.09

0.80

0.57

0.99

0.95

0.19

GBG7_HUMAN (060262) Guanine nucleotide-binding protein
G(1)/G(S)/G(O) gamma-7 subunit precursor [MASS=7522]

1.00

0.72

0.98

0.38

0.97

0.77

0.62

0.12

GHC1_HUMAN (Q9H936) Mitochondrial glutamate carrier 1 (GC-1)
(Glutamate/H(+) symporter 1) (Solute carrier family 25 member 22)
[MASS=34470]

1.00

0.83

1.00

1.23

1.00

0.72

0.93

0.15

GLSK_HUMAN (094925) Glutaminase kidney isoform, mitochondrial
precursor (EC 3.5.1.2) (GLS) (L-glutamine amidohydrolase) (K-
glutaminase) [MASS=73461]

1.00

1.36

1.00

1.00

1.41

1.30

0.09

GNAO1_HUMAN (P09471) Guanine nucleotide-binding protein G(o)
subunit alpha 1 [MASS=39919]

1.00

0.46

1.00

1.06

1.00

0.52

0.68

0.19

GNAO2_HUMAN (P29777) Guanine nucleotide-binding protein G(o)
subunit alpha 2 [MASS=39955]

1.00

0.07

1.00

0.85

0.86

1.09

0.67

0.31

GPM6A_HUMAN (P51674) Neuronal membrane glycoprotein M6-a
(M6a) [MASS=31209]

1.00

0.36

1.00

0.56

1.00

0.62

0.51

0.08

GPVI_HUMAN (Q9HCNB) Platelet glycoprotein VI precursor
[MASS=36923]

0.30

1.69

0.00

1.50

0.00

1.75

1.65

0.08

GRP75_HUMAN (P38646) Stress-70 protein, mitochondrial precursor
(75 kDa glucose-regulated protein) (GRP 75) (Peptide-binding protein
74) (PBP74) (Mortalin) (MOT) [MASS=73680]

0.00

0.53

1.92

0.99

0.49

1.20

0.41

HBB_HUMAN (P68871) Hemoglobin subunit beta (Hemoglobin beta
chain) (Beta-globin) [MASS=15867]

1.00

0.52

1.00

0.59

0.94

0.53

0.55

0.02




HGF_HUMAN (P14210) Hepatocyte growth factor precursor (Scatter
factor) (SF) (Hepatopoeitin A) [Contains: Hepatocyte growth factor
alpha chain; Hepatocyte growth factor beta chain] [MASS=83133]

0.00

1.40

0.40

1.38

0.00

2.72

1.83

0.44

HPLN2_HUMAN (Q9GZV7) Hyaluronan and proteoglycan link protein
2 precursor (Brain link protein 1) [MASS=37775]

0.96

0.49

0.97

0.47

0.27

0.38

0.45

0.03

HXK1_HUMAN (P19367) Hexokinase-1 (EC 2.7.1.1) (Hexokinase type
1) (HK 1) (Brain form hexokinase) [MASS=102484]

1.00

1.00

1.25

1.00

1.31

1.24

0.04

ICAM5_HUMAN (Q9UMFO) Intercellular adhesion molecule 5
precursor (ICAM-5) (Telencephalin) [MASS=97330]

1.00

0.43

0.72

0.40

1.00

0.53

0.45

0.04

IDH3A_HUMAN (P50213) Isocitrate dehydrogenase [NAD] subunit
alpha, mitochondrial precursor (EC 1.1.1.41) (Isocitric dehydrogenase)
(NAD(+)-specific ICDH) [MASS=39591]

0.96

1.00

0.99

1.43

0.44

1.37

1.27

0.13

IDH3G_HUMAN (P51553) Isocitrate dehydrogenase [NAD] subunit
gamma, mitochondrial precursor (EC 1.1.1.41) (Isocitric
dehydrogenase) (NAD(+)-specific ICDH) [MASS=42794]

1.00

1.28

0.96

1.56

0.95

1.37

1.40

0.08

IDHP_HUMAN (P48735) Isocitrate dehydrogenase [NADP],
mitochondrial precursor (EC 1.1.1.42) (Oxalosuccinate decarboxylase)
(IDH) (NADP(+)-specific ICDH) (IDP) (ICD-M) [MASS=50909]

1.00

1.00

1.23

1.00

1.32

1.22

0.06

IGS4B_HUMAN (Q8N126) Immunoglobulin superfamily member 4B
precursor (Nectin-like protein 1) (TSLC1-like protein 1) (Synaptic cell
adhesion molecule 3) (Brain immunoglobulin receptor) [MASS=43300]

1.00

0.40

1.00

0.45

1.00

0.42

0.42

0.01

KCC2A_HUMAN (Q9UQM?7) Calcium/calmodulin-dependent protein
kinase type Il alpha chain (EC 2.7.11.17) (CaM-kinase Il alpha chain)
(CaM kinase Il alpha subunit) (CaMK-Il subunit alpha) [MASS=54029]

1.00

0.68

1.00

0.64

1.00

0.70

0.67

0.02

KCC2B_HUMAN (Q13554) Calcium/calmodulin-dependent protein
kinase type Il beta chain (EC 2.7.11.17) (CaM-kinase Il beta chain)
(CaM kinase Il subunit beta) (CaMK-Il subunit beta) [MASS=72726]

1.00

0.71

1.00

0.89

1.00

0.84

0.81

0.05

KCRB_HUMAN (P12277) Creatine kinase B-type (EC 2.7.3.2)
(Creatine kinase B chain) (B-CK) [MASS=42644]

1.00

0.72

1.00

0.75

1.00

0.71

0.73

0.01

KCRU_HUMAN (P12532) Creatine kinase, ubiquitous mitochondrial
precursor (EC 2.7.3.2) (U-MtCK) (Mia-CK) (Acidic-type mitochondrial
creatine kinase) [MASS=47036]

1.00

1.00

1.00

1.22

1.20

0.01




KPYM_HUMAN (P14618) Pyruvate kinase isozymes M1/M2 (EC
2.7.1.40) (Pyruvate kinase muscle isozyme) (Cytosolic thyroid hormone
binding protein) (CTHBP) (THBP1) [MASS=57805]

1.00

0.64

0.99

0.90

0.55

0.78

0.19

LANC2_HUMAN (Q9NS86) LanC-like protein 2 (Testis-specific
adriamycin sensitivity protein) [MASS=50854]

0.99

1.42

0.00

2.68

0.00

2.42

217

0.38

LDHB_HUMAN (P07195) L-lactate dehydrogenase B chain (EC
1.1.1.27) (LDH-B) (LDH heart subunit) (LDH-H) (NY-REN-46 antigen)
[MASS=36507]

1.00

0.51

1.00

0.65

1.00

0.57

0.58

0.04

LEG1_HUMAN (P09382) Galectin-1 (Lectin galactoside-binding
soluble 1) (Beta-galactoside-binding lectin L-14-1) (Lactose-binding
lectin 1) (S-Lac lectin 1) (Galaptin) (14 kDa lectin) (HPL) (HBL)
(Putative MAPK-activating protein MP12) [MASS=14584]

1.00

0.45

1.00

0.67

1.00

0.82

0.65

0.11

LRP1_HUMAN (Q07954) Low-density lipoprotein receptor-related
protein 1 precursor (LRP) (Alpha-2-macroglobulin receptor) (A2MR)
(Apolipoprotein E receptor) (APOER) (CD91 antigen) [MASS=504573]

0.25

1.99

0.99

0.69

0.00

0.52

1.07

0.46

LY6H_HUMAN (094772) Lymphocyte antigen Ly-6H precursor
[MASS=14669]

0.99

0.83

0.97

0.66

0.99

0.59

0.69

0.07

MAON_HUMAN (Q16798) NADP-dependent malic enzyme,
mitochondrial precursor (EC 1.1.1.40) (NADP-ME) (Malic enzyme 3)
[MASS=67054]

0.99

1.27

1.00

0.99

2.69

1.70

0.50

MDHC_HUMAN (P40925) Malate dehydrogenase, cytoplasmic (EC
1.1.1.37) (Cytosolic malate dehydrogenase) [MASS=36295]

0.99

0.40

0.86

0.47

0.48

0.48

0.05

MDHM_HUMAN (P40926) Malate dehydrogenase, mitochondrial
precursor (EC 1.1.1.37) [MASS=35531]

1.00

1.00

1.00

1.41

1.25

0.08

MGST3_HUMAN (O14880) Microsomal glutathione S-transferase 3
(EC 2.5.1.18) (Microsomal GST-3) (Microsomal GST-III)
[MASS=16516]

1.00

0.95

1.00

1.28

1.00

0.99

1.07

0.10

MYPR_HUMAN (P60201) Myelin proteolipid protein (PLP) (Lipophilin)
[MASS=29946]

1.00

1.26

1.00

1.48

1.00

1.51

1.42

0.08

NCA11_HUMAN (P13591) Neural cell adhesion molecule 1, 140 kDa
isoform precursor (N-CAM 140) (NCAM-140) (CD56 antigen)
[MASS=93360]

1.00

0.39

1.00

0.33

1.00

0.51

0.41

0.05

NDUA2_HUMAN (043678) NADH dehydrogenase [ubiquinone] 1
alpha subcomplex subunit 2 (EC 1.6.5.3) (EC 1.6.99.3) (NADH-
ubiquinone oxidoreductase B8 subunit) (Complex I-B8) (CI-B8)

[MASS=10790]

1.00

1.05

1.00

1.28

1.00

1.42

1.25

0.11




NDUAA_HUMAN (095299) NADH dehydrogenase [ubiquinone] 1
alpha subcomplex subunit 10, mitochondrial precursor (EC 1.6.5.3)
(EC 1.6.99.3) (NADH-ubiquinone oxidoreductase 42 kDa subunit)
(Complex 1-42KD) (CI-42KD) [MASS=40750]

1.00

1.56

1.00

1.27

1.00

1.27

1.37

0.10

NDUB7_HUMAN (P17568) NADH dehydrogenase [ubiquinone] 1 beta
subcomplex subunit 7 (EC 1.6.5.3) (EC 1.6.99.3) (NADH-ubiquinone
oxidoreductase B18 subunit) (Complex I-B18) (CI-B18) (Cell adhesion
protein SQM1) [MASS=16271]

1.00

1.20

1.00

0.94

1.00

1.09

0.08

NFASC_HUMAN (094856) Neurofascin precursor [MASS=150026]

1.00

0.82

0.99

0.57

1.00

0.61

0.67

0.08

NIPS2_HUMAN (075323) Protein NipSnap2 (Glioblastoma amplified
sequence) [MASS=33742]

1.00

1.00

1.00

1.08

0.96

1.21

1.10

0.06

NKTR_HUMAN (P30414) NK-tumor recognition protein (Natural-killer
cells cyclophilin-related protein) (NK-TR protein) [MASS=165675]

0.00

1.68

0.00

1.21

0.00

1.00

1.30

0.20

NNTM_HUMAN (Q13423) NAD(P) transhydrogenase, mitochondrial
precursor (EC 1.6.1.2) (Pyridine nucleotide transhydrogenase)
(Nicotinamide nucleotide transhydrogenase) [MASS=113895]

1.00

0.96

1.00

0.89

1.00

1.21

1.02

0.10

NPTN_HUMAN (Q9Y639) Neuroplastin precursor (Stromal cell-derived
receptor 1) (SDR-1) [MASS=31291]

1.00

0.38

1.00

0.46

1.00

0.52

0.45

0.04

NSF_HUMAN (P46459) Vesicle-fusing ATPase (EC 3.6.4.6) (Vesicular-
fusion protein NSF) (N-ethylmaleimide sensitive fusion protein) (NEM-
sensitive fusion protein) [MASS=82654]

1.00

0.61

1.00

0.65

0.97

0.37

0.54

0.09

NUAM_HUMAN (P28331) NADH-ubiquinone oxidoreductase 75 kDa
subunit, mitochondrial precursor (EC 1.6.5.3) (EC 1.6.99.3) (Complex I
75Kd) (CI-75Kd) [MASS=79467]

1.00

1.00

1.27

1.00

1.45

1.30

0.08

NUBM_HUMAN (P49821) NADH-ubiquinone oxidoreductase 51 kDa
subunit, mitochondrial precursor (EC 1.6.5.3) (EC 1.6.99.3) (Complex I
51KD) (CI-51KD) (NADH dehydrogenase flavoprotein 1)
[MASS=50817]

1.00

0.90

1.00

1.03

1.00

1.77

1.23

0.27

NUHM_HUMAN (P19404) NADH-ubiquinone oxidoreductase 24 kDa
subunit, mitochondrial precursor (EC 1.6.5.3) (EC 1.6.99.3)
[MASS=27391]

1.00

0.95

1.00

1.45

1.00

1.78

1.39

0.24




NUKM_HUMAN (O75251) NADH-ubiquinone oxidoreductase 20 kDa
subunit, mitochondrial precursor (EC 1.6.5.3) (EC 1.6.99.3) (Complex I
20KD) (CI-20KD) (PSST subunit) [MASS=23563]

0.71

0.45

1.60

0.94

1.26

1.33

0.14

NUMM_HUMAN (075380) NADH-ubiquinone oxidoreductase 13 kDa-
A subunit, mitochondrial precursor (EC 1.6.5.3) (EC 1.6.99.3)
(Complex I-13KD-A) (CI-13KD-A) [MASS=13712]

1.00

0.82

1.00

1.22

1.00

1.39

1.14

0.17

OBSCN_HUMAN (Q5VST9) Obscurin (Obscurin-myosin light chain
kinase) (Obscurin-MLCK) (Obscurin-RhoGEF) [MASS=868479]

0.00

0.36

0.00

0.00

0.61

0.70

0.22

ODP2_HUMAN (P10515) Dihydrolipoyllysine-residue acetyltransferase
component of pyruvate dehydrogenase complex, mitochondrial
precursor (EC 2.3.1.12) (Pyruvate dehydrogenase complex E2 subunit)
(PDCE2) (E2) (Dihydrolipoamide S-acetyltransferase component
[MASS=65781]

0.69

1.55

1.00

1.58

0.62

0.99

1.37

0.19

ODPB_HUMAN (P11177) Pyruvate dehydrogenase E1 component
subunit beta, mitochondrial precursor (EC 1.2.4.1) (PDHE1-B)
[MASS=39219]

1.00

0.99

0.76

0.99

0.00

1.05

1.01

0.02

OPA1_HUMAN (060313) Dynamin-like 120 kDa protein, mitochondrial
precursor (Optic atrophy 1 gene protein) [MASS=111657]

1.00

0.97

1.00

1.24

1.00

1.22

1.14

0.09

OPCM_HUMAN (Q14982) Opioid-binding protein/cell adhesion
molecule precursor (OBCAM) (Opioid-binding cell adhesion molecule)
(OPCML) [MASS=38007]

1.00

0.90

0.99

0.78

0.98

1.48

1.05

0.22

PARK7_HUMAN (Q99497) Protein DJ-1 (Oncogene DJ1)
[MASS=19891]

1.00

0.65

1.00

0.80

1.00

0.66

0.70

0.05

PGK1_HUMAN (P00558) Phosphoglycerate kinase 1 (EC 2.7.2.3)
(Primer recognition protein 2) (PRP 2) [MASS=44483]

1.00

0.65

1.00

0.91

1.00

1.08

0.88

0.13

PRDX3_HUMAN (P30048) Thioredoxin-dependent peroxide reductase,
mitochondrial precursor (EC 1.11.1.15) (Peroxiredoxin-3) (PRX 1lI)
(Antioxidant protein 1) (AOP-1) (Protein MERS homolog) (HBC189)
[MASS=27692]

0.99

1.08

1.00

1.75

0.99

1.64

1.49

0.21

RAC1_HUMAN (P63000) Ras-related C3 botulinum toxin substrate 1
precursor (p21-Rac1) (Ras-like protein TC25) [MASS=21450]

1.00

0.67

1.00

0.70

0.70

0.72

0.70

0.01




RAI14_HUMAN (Q9PO0K7) Ankycorbin (Ankyrin repeat and coiled-coil
structure-containing protein) (Retinoic acid-induced protein 14) (Novel
retinal pigment epithelial cell protein) [MASS=110041]

0.42

1.31

0.22

2.06

0.80

1.95

1.77

0.23

RHOA_HUMAN (P61586) Transforming protein RhoA precursor (H12)
[MASS=21768]

0.99

0.74

0.92

1.84

0.98

0.68

1.09

0.38

RINI_HUMAN (P13489) Ribonuclease inhibitor
(Ribonuclease/angiogenin inhibitor 1) (RAI) (Placental ribonuclease
inhibitor) (RNase inhibitor) (RI) [MASS=49842]

0.00

0.23

0.00

2.32

0.00

0.75

1.10

0.63

RL18A_HUMAN (Q02543) 60S ribosomal protein L18a [MASS=20762]

0.00

0.86

0.98

1.02

1.00

1.02

0.10

RS16_HUMAN (P62249) 40S ribosomal protein S16 [MASS=16314]

0.99

1.07

1.00

1.03

1.00

1.06

1.05

0.01

SAP_HUMAN (P07602) Proactivator polypeptide precursor [Contains:
Saposin A (Protein A); Saposin B-Val; Saposin B (Sphingolipid
activator protein 1) (SAP-1) (Cerebroside sulfate activator) (CSAct)
(Dispersin) (Sulfatide/GM1 activator); Saposin C (Co-beta-
[MASS=58112]

1.00

2.44

1.00

2.4

1.00

2.22

2.36

0.07

SATT_HUMAN (P43007) Neutral amino acid transporter A (SATT)
(Alanine/serine/cysteine/ threonine transporter) (ASCT1)
[MASS=55723]

1.00

0.40

1.00

0.37

1.00

0.42

0.40

0.01

SCOT_HUMAN (P55809) Succinyl-CoA:3-ketoacid-coenzyme A
transferase 1, mitochondrial precursor (EC 2.8.3.5) (Somatic-type
succinyl CoA:3-oxoacid CoA-transferase) (Scot-S) [MASS=56157]

1.00

1.09

1.00

1.33

1.00

1.42

1.28

0.10

SEPT5_HUMAN (Q99719) Septin-5 (Peanut-like protein 1) (Cell
division control-related protein 1) (CDCrel-1) [MASS=42777]

1.00

0.60

1.00

0.63

0.61

0.72

0.65

0.04

SEPT7_HUMAN (Q16181) Septin-7 (CDC10 protein homolog)
[MASS=50680]

1.00

0.67

1.00

0.67

1.00

0.79

0.71

0.04

SHPS1_HUMAN (P78324) Tyrosine-protein phosphatase non-receptor
type substrate 1 precursor (SHP substrate 1) (SHPS-1) (Inhibitory
receptor SHPS-1) (Signal-regulatory protein alpha-1) (Sirp-alpha-1)
(Sirp-alpha-2) (Sirp-alpha-3) (MyD-1 antigen) (Brain Ig-I
[MASS=54812]

1.00

0.34

1.00

0.29

1.00

0.45

0.36

0.05

SIRB1_HUMAN (000241) Signal-regulatory protein beta-1 precursor
(SIRP-beta-1) (CD172b antigen) [MASS=43255]

0.97

0.26

1.00

0.23

0.00

0.37

0.29

0.04




SMCE1_HUMAN (Q969G3) SWI/SNF-related matrix-associated actin-

dependent regulator of chromatin subfamily E member 1 (BRG1- 0.00 0.12 0.00 0.17 0.00 0.12 0.14 | 0.02
associated factor 57) [MASS=46649]

SNAB_HUMAN (Q9H115) Beta-soluble NSF attachment protein

(SNAP-beta) (N-ethylmaleimide-sensitive factor attachment protein, 1.00 0.88 1.00 0.90 1.00 1.03 0.94 | 0.05
beta) [MASS=33557]

SORCN_HUMAN (P30626) Sorcin (22 kDa protein) (CP-22) (V19)

[MASS=21676] 0.88 0.73 0.67 0.73 0.00 0.69 0.72 0.01
STXB1_HUMAN (P61764) Syntaxin-binding protein 1 (Unc-18

homolog) (Unc-18A) (Unc-18-1) (N-Sec1) (p67) [MASS=67568] 1.00 0.65 1.00 0.57 1.00 0.52 0.58 0.04
SYFB_HUMAN (Q9NSD9) Phenylalanyl-tRNA synthetase beta chain

(EC 6.1.1.20) (Phenylalanine--tRNA ligase beta chain) (PheRS) 0.83 0.96 1.00 1.81 1.00 1.19 1.32 | 0.25
[MASS=66129]

SYPH_HUMAN (P08247) Synaptophysin (Major synaptic vesicle

protein p38) [MASS=33845] 1.00 0.43 1.00 0.49 1.00 0.57 0.50 0.04
TBA1_HUMAN (P68366) Tubulin alpha-1 chain (Alpha-tubulin 1)

(Testis-specific alpha-tubulin) (Tubulin H2-alpha) [MASS=49924] 1.00 0.7 1.00 0.72 1.00 0.82 0.75 0.04
TBB2_HUMAN (P07437) Tubulin beta-2 chain [MASS=49671] 1.00 0.64 1.00 0.81 1.00 0.86 0.77 0.07
TENR_HUMAN (Q92752) Tenascin-R precursor (TN-R) (Restrictin)

(Janusin) [MASS=149547] 0.00 0.53 0.51 0.79 0.00 0.57 0.63 0.08
THIL_HUMAN (P24752) Acetyl-CoA acetyltransferase, mitochondrial

precursor (EC 2.3.1.9) (Acetoacetyl-CoA thiolase) (T2) [MASS=45199] 1.00 1.18 1.00 1.46 1.00 167 144 0.14
THY1_HUMAN (P04216) Thy-1 membrane glycoprotein precursor (Thy,

1 antigen) (CD90 antigen) (CDw90 antigen) [MASS=17935] 0.99 0.38 0.99 0.48 0.99 0.48 0.45 0.03
TIM10_HUMAN (P62072) Mitochondrial import inner membrane

translocase subunit Tim10 [MASS=10333] 1.00 1.61 0.39 1.54 0.50 1.13 1.43 0.15
TIM9_HUMAN (Q9Y5J7) Mitochondrial import inner membrane

translocase subunit Tim9 [MASS=10378] 0.75 1.15 1.00 1.53 0.00 1.51 1.40 0.12
UCHL1_HUMAN (P09936) Ubiquitin carboxyl-terminal hydrolase

isozyme L1 (EC 3.4.19.12) (EC 6.-.-.-) (UCH-L1) (Ubiquitin

thioesterase L1) (Neuron cytoplasmic protein 9.5) (PGP 9.5) (PGP9.5) 1.00 0.53 1.00 0.67 1.00 1.02 0.74 0.15
[MASS=24824]

UCP4_HUMAN (095847) Mitochondrial uncoupling protein 4 (UCP 4) 0.98 146 0.99 0.68 0.99 0.85 1.00 0.24

(Solute carrier family 25 member 27) [MASS=36064]




UCRH_HUMAN (P07919) Ubiquinol-cytochrome ¢ reductase complex
11 kDa protein, mitochondrial precursor (EC 1.10.2.2) (Mitochondrial
hinge protein) (Cytochrome C1, nonheme 11 kDa protein) (Complex IlI
subunit VIII) [MASS=10739]

1.00

1.19

1.00

1.10

1.00

1.57

1.29

0.14

UQCR1_HUMAN (P31930) Ubiquinol-cytochrome-c reductase complex
core protein |, mitochondrial precursor (EC 1.10.2.2) [MASS=52645]

1.00

1.05

1.00

1.24

1.00

1.45

1.25

0.12

UQCR2_HUMAN (P22695) Ubiquinol-cytochrome-c reductase complex|
core protein 2, mitochondrial precursor (EC 1.10.2.2) (Complex IlI
subunit 1) [MASS=48443]

1.00

0.99

1.31

1.00

1.24

1.22

0.06

VAOD_HUMAN (P61421) Vacuolar ATP synthase subunit d (EC
3.6.3.14) (V-ATPase d subunit) (Vacuolar proton pump d subunit) (V-
ATPase AC39 subunit) (V-ATPase 40 kDa accessory protein) (P39)
(32 kDa accessory protein) [MASS=40329]

1.00

0.81

0.76

0.48

0.69

0.71

0.67

0.10

VATA1_HUMAN (P38606) Vacuolar ATP synthase catalytic subunit A,
ubiquitous isoform (EC 3.6.3.14) (V-ATPase subunit A 1) (Vacuolar
proton pump alpha subunit 1) (V-ATPase 69 kDa subunit 1) (Isoform
VAB8) [MASS=68304]

1.00

0.24

0.00

3.07

0.00

4.71

2.67

1.31

VATB2_HUMAN (P21281) Vacuolar ATP synthase subunit B, brain
isoform (EC 3.6.3.14) (V-ATPase B2 subunit) (Vacuolar proton pump B
isoform 2) (Endomembrane proton pump 58 kDa subunit) (HO57)
[MASS=56500]

1.00

0.68

0.99

0.64

0.99

0.79

0.70

0.04

VDAC1_HUMAN (P21796) Voltage-dependent anion-selective channel
protein 1 (VDAC-1) (hVDAC1) (Outer mitochondrial membrane protein
porin 1) (Plasmalemmal porin) (Porin 31HL) (Porin 31HM)
[MASS=30641]

1.00

1.00

1.22

1.00

0.99

1.12

0.07

VDAC2_HUMAN (P45880) Voltage-dependent anion-selective channel
protein 2 (VDAC-2) (hVDACZ2) (Outer mitochondrial membrane protein
porin 2) [MASS=38092]

1.00

1.03

1.00

1.00

1.08

1.10

0.04

VDAC3_HUMAN (Q9Y277) Voltage-dependent anion-selective
channel protein 3 (VDAC-3) (hVDAC3) (Outer mitochondrial membrane
protein porin 3) [MASS=30658]

1.00

1.22

1.00

1.30

0.87

1.05

1.19

0.07

VISL1_HUMAN (P62760) Visinin-like protein 1 (VILIP) (Hippocalcin-like

protein 3) (HLP3) [MASS=22011]

0.68

0.75

1.00

0.74

0.00

0.82

0.77

0.03




VPP1_HUMAN (Q93050) Vacuolar proton translocating ATPase 116
kDa subunit a isoform 1 (V-ATPase 116 kDa isoform a1) (Clathrin-
coated vesicle/synaptic vesicle proton pump 116 kDa subunit)
(Vacuolar proton pump subunit 1) (Vacuolar adenosine triphosphatase
[MASS=96412]

1.00

0.79

0.94

0.53

1.00

1.06

0.79

0.15

ZN407_HUMAN (Q9C0GO) Zinc finger protein 407 (Fragment)
[MASS=126979]

0.00

0.73

0.00

10.47

0.00

3.18

4.79

2.93

ZNT3_HUMAN (Q99726) Zinc transporter 3 (ZnT-3) (Solute carrier
family 30 member 3) [MASS=41944]

0.66

0.92

0.00

1.38

1.00

0.69

1.00

0.20

1433B_HUMAN (P31946) 14-3-3 protein beta/alpha (Protein kinase C
inhibitor protein 1) (KCIP-1) (Protein 1054) [MASS=27951]

0.37

1.52

0.32

0.29

0.91

0.62

1433T_HUMAN (P27348) 14-3-3 protein theta (14-3-3 protein tau) (14-
3-3 protein T-cell) (HS1 protein) [MASS=27764]

0.96

0.98

1.00

0.79

0.89

0.09

ACPM_HUMAN (014561) Acyl carrier protein, mitochondrial precursor
(ACP) (NADH-ubiquinone oxidoreductase 9.6 kDa subunit) (CI-SDAP)
[MASS=17417]

0.99

1.23

1.00

1.64

0.41

ADAM2_HUMAN (Q99965) ADAM 2 precursor (A disintegrin and
metalloproteinase domain 2) (Fertilin subunit beta) (PH-30) (PH30)
[MASS=82457]

0.00

1.97

0.00

1.57

0.41

ADDA_HUMAN (P35611) Alpha-adducin (Erythrocyte adducin subunit
alpha) [MASS=80955]

1.00

1.65

0.00

2.48

2.07

0.42

ADT2_HUMAN (P05141) ADP/ATP translocase 2 (Adenine nucleotide
translocator 2) (ANT 2) (ADP,ATP carrier protein 2) (Solute carrier
family 25 member 5) (ADP,ATP carrier protein, fibroblast isoform)
[MASS=32764]

0.87

1.00

0.58

1.00

0.04

0.31

0.27

ALDOA_HUMAN (P04075) Fructose-bisphosphate aldolase A (EC
4.1.2.13) (Muscle-type aldolase) (Lung cancer antigen NY-LU-1)
[MASS=39289]

1.00

0.61

1.00

0.51

1.00

0.56

0.05

ALDOC_HUMAN (P09972) Fructose-bisphosphate aldolase C (EC
4.1.2.13) (Brain-type aldolase) [MASS=39324]

0.95

1.00

0.75

0.97

0.22

ANKR6_HUMAN (Q9Y2G4) Ankyrin repeat domain-containing protein
6 [MASS=75722]

0.00

0.22

0.00

2.09

1.16

0.94

AP2A1_HUMAN (095782) AP-2 complex subunit alpha-1 (Adapter-
related protein complex 2 alpha-1 subunit) (Alpha-adaptin A) (Adaptor
protein complex AP-2 alpha-1 subunit) (Clathrin assembly protein
complex 2 alpha-A large chain) (100 kDa coated vesicle prote
[MASS=107554]

0.00

1.00

0.80

1.00

0.40

0.60

0.20




AP2B1_HUMAN (P63010) AP-2 complex subunit beta-1 (Adapter-
related protein complex 2 beta-1 subunit) (Beta-adaptin) (Plasma
membrane adaptor HA2/AP2 adaptin beta subunit) (Clathrin assembly
protein complex 2 beta large chain) (AP105B) [MASS=104552]

1.00

0.74

1.00

0.90

0.82

0.08

APOD_HUMAN (P05090) Apolipoprotein D precursor (Apo-D) (ApoD)
[MASS=21275]

0.63

0.52

0.77

0.82

0.30

ARL3_HUMAN (P36405) ADP-ribosylation factor-like protein 3
[MASS=20455]

0.00

1.07

0.88

1.21

1.14

0.07

AT1A2_HUMAN (P50993) Sodium/potassium-transporting ATPase
alpha-2 chain precursor (EC 3.6.3.9) (Sodium pump 2) (Na+/K+
ATPase 2) [MASS=112265]

0.82

0.37

1.00

0.39

0.00

0.38

0.01

AT1B2_HUMAN (P14415) Sodium/potassium-transporting ATPase
subunit beta-2 (Sodium/potassium-dependent ATPase beta-2 subunit)
[MASS=33326]

0.00

1.23

0.94

0.95

0.29

ATPA_HUMAN (P25705) ATP synthase alpha chain, mitochondrial
precursor (EC 3.6.3.14) [MASS=59750]

1.00

1.30

1.00

1.47

0.99

1.39

0.09

BAP29_ HUMAN (Q9UHQ4) B-cell receptor-associated protein 29
(BCR-associated protein Bap29) [MASS=28320]

0.75

1.08

0.00

1.16

0.07

BKLH5_HUMAN (Q96NJ5) BTB and kelch domain-containing protein 5
[MASS=70352]

0.00

1.32

0.00

1.22

0.10

BRWD2_HUMAN (Q9BZH6) Bromodomain and WD repeat domain-
containing protein 2 (WD repeat protein 11) [MASS=136684]

0.00

0.89

0.00

0.55

0.72

0.17

C163B_HUMAN (Q9NR16) Scavenger receptor cysteine-rich type 1
protein M160 precursor (CD163 antigen-like 1) (CD163b antigen)
[MASS=159263]

0.20

1.26

0.00

8.78

5.02

3.76

CAC1E_HUMAN (Q15878) Voltage-dependent R-type calcium channel
subunit alpha-1E (Voltage-gated calcium channel subunit alpha
Cav2.3) (Calcium channel, L type, alpha-1 polypeptide, isoform 6)
(Brain calcium channel ) (BIl) [MASS=261728]

0.00

1.24

0.00

0.49

0.87

0.38

CAN9_HUMAN (014815) Calpain-9 (EC 3.4.22.-) (Digestive tract-
specific calpain) (nCL-4) (CG36 protein) [MASS=79096]

0.00

2.07

0.00

1.63

0.44

CD9_HUMAN (P21926) CD9 antigen (p24) (Leukocyte antigen MIC3)
(Motility-related protein) (MRP-1) (Tetraspanin-29) (Tspan-29)
[MASS=25285]

1.00

0.99

0.99

0.95

0.04

CENB2_HUMAN (Q15057) Centaurin-beta 2 (Cnt-b2) [MASS=88028]

0.00

0.46

0.00

0.24

0.35

0.11




CHCH6_HUMAN (Q9BRQ6) Coiled-coil-helix-coiled-coil-helix domain-
containing protein 6 [MASS=26458]

0.00

1.49

1.00

1.34

1.42

0.08

CHSTE_HUMAN (Q8NCHO) Carbohydrate sulfotransferase D4ST1
(EC 2.8.2.-) (Dermatan 4-sulfotransferase 1) (D4ST-1) (hD4ST)
[MASS=42997]

0.00

34.22

0.00

1.64

17.93

16.29

CORO7_HUMAN (P57737) Coronin-7 (70 kDa WD repeat tumor
rejection antigen homolog) [MASS=100574]

0.26

0.54

0.26

1.09

0.82

0.28

CPLX2_HUMAN (Q6PUV4) Complexin-2 (Complexin II) (CPX II)
(Synaphin-1) [MASS=15394]

0.99

0.43

0.95

0.63

0.53

0.10

CSR2B_HUMAN (Q9HB8ES8) Cysteine-rich protein 2-binding protein
(CSRP2-binding protein) (CRP2BP) (CRP2-binding partner)
[MASS=88801]

0.27

2.28

0.00

0.38

1.33

0.95

CUGB1_HUMAN (Q92879) CUG triplet repeat RNA-binding protein 1
(CUG-BP1) (RNA-binding protein BRUNOL-2) (Deadenylation factor
CUG-BP) (50 kDa Nuclear polyadenylated RNA-binding protein)
(EDEN-BP) [MASS=52063]

0.21

0.71

0.00

0.55

0.63

0.08

CUTA_HUMAN (060888) Protein CutA precursor (Brain

acetylcholinesterase putative membrane anchor) (Acetylcholinesterase:-

associated protein) [MASS=19116]

0.00

3.97

0.00

4.26

412

0.14

DHDDS_HUMAN (Q86SQ9) Dehydrodolichyl diphosphate synthase
(EC 2.5.1.-) (Dedol-PP synthase) [MASS=38689]

0.00

0.81

0.00

0.44

0.63

0.19

DHPR_HUMAN (P09417) Dihydropteridine reductase (EC 1.5.1.34)
(HDHPR) (Quinoid dihydropteridine reductase) [MASS=25803]

0.96

0.57

0.56

0.25

0.41

0.16

DHX9_HUMAN (Q08211) ATP-dependent RNA helicase A (EC 3.6.1.-)
(Nuclear DNA helicase Il) (NDH II) (DEAH box protein 9)
[MASS=140880]

0.66

0.74

0.00

0.93

0.84

0.10

DMXL2_HUMAN (Q8TDJ6) Protein DmX-like 2 (Rabconnectin-3)
[MASS=339755]

0.00

0.40

0.00

2.00

1.20

0.80

DOCK4_HUMAN (Q8N110) Dedicator of cytokinesis protein 4
[MASS=225147]

0.00

0.63

0.00

1.70

1.17

0.54

DYHC_HUMAN (Q14204) Dynein heavy chain, cytosolic (DYHC)
(Cytoplasmic dynein heavy chain 1) (DHC1) (Dynein heavy chain 1,
cytoplasmic 1) [MASS=532404]

0.00

0.92

0.96

0.53

0.73

0.20

DYL1_HUMAN (P63167) Dynein light chain 1, cytoplasmic (Dynein
light chain LC8-type 1) (8 kDa dynein light chain) (DLC8) (Protein
inhibitor of neuronal nitric oxide synthase) (PIN) [MASS=10366]

1.00

0.60

1.00

0.79

0.70

0.09




DYN3_HUMAN (Q9UQ16) Dynamin-3 (EC 3.6.5.5) (Dynamin,
testicular) (T-dynamin) [MASS=96681]

0.00

0.33

0.53

0.86

0.33

ECHM_HUMAN (P30084) Enoyl-CoA hydratase, mitochondrial
precursor (EC 4.2.1.17) (Short chain enoyl-CoA hydratase) (SCEH)
(Enoyl-CoA hydratase 1) [MASS=31387]

1.00

1.54

0.99

1.07

1.31

0.23

EF1A1_HUMAN (P68104) Elongation factor 1-alpha 1 (EF-1-alpha-1)
(Elongation factor 1 A-1) (eEF1A-1) (Elongation factor Tu) (EF-Tu)
[MASS=50141]

0.00

0.84

1.00

1.38

0.00

1.1

0.27

ENOG_HUMAN (P09104) Gamma-enolase (EC 4.2.1.11) (2-phospho-
D-glycerate hydro-lyase) (Neural enolase) (Neuron-specific enolase)
(NSE) (Enolase 2) [MASS=47137]

1.00

0.67

1.00

0.58

0.63

0.05

ENP2_HUMAN (Q9Y5L3) Ectonucleoside triphosphate
diphosphohydrolase 2 (EC 3.6.1.-) (NTPDase2) (Ecto-ATPase) (CD39
antigen-like 1) [MASS=53665]

0.00

57.14

0.00

53.44

55.29

1.85

ENPP1_HUMAN (P22413) Ectonucleotide
pyrophosphatase/phosphodiesterase 1 (E-NPP 1) (Phosphodiesterase
I/nucleotide pyrophosphatase 1) (Plasma-cell membrane glycoprotein
PC-1) [Includes: Alkaline phosphodiesterase | (EC 3.1.4.1); Nucleotide
pyrophosphatase [MASS=104924]

0.00

1.06

0.00

0.10

0.58

0.48

FACD2_HUMAN (Q9BXW9) Fanconi anemia group D2 protein (Protein
FACD2) [MASS=166461]

0.00

0.78

0.00

1.31

1.05

0.27

FANCM_HUMAN (Q8IYD8) Fanconi anemia group M protein (EC
3.6.1.-) (ATP-dependent RNA helicase FANCM) (Protein FACM)

(Fanconi anemia-associated polypeptide of 250 kDa) (FAAP250)

(Protein Hef ortholog) [MASS=232190]

0.00

1.42

0.00

1.91

1.67

0.25

FBX40_HUMAN (Q9UH90) F-box only protein 40 (Muscle disease-
related protein) [MASS=79663]

0.00

0.96

0.00

0.83

0.90

0.07

FKBP2_HUMAN (P26885) FK506-binding protein 2 precursor (EC
5.2.1.8) (Peptidyl-prolyl cis-trans isomerase) (PPlase) (Rotamase) (13
kDa FKBP) (FKBP-13) [MASS=15649]

0.71

0.93

0.74

1.21

1.07

0.14

FREM1_HUMAN (Q5H8C1) FRAS1-related extracellular matrix protein
1 precursor (Protein QBRICK) [MASS=244122]

0.00

0.60

0.00

0.56

0.58

0.02

FSCN1_HUMAN (Q16658) Fascin (Singed-like protein) (55 kDa actin-
bundling protein) (p55) [MASS=54398]

1.00

0.81

0.41

0.93

0.87

0.06

GDS1_HUMAN (P52306) Rap1 GTPase-GDP dissociation stimulator 1
(SMG P21 stimulatory GDP/GTP exchange protein) (SMG GDS
protein) (Exchange factor smgGDS) [MASS=66403]

0.71

0.56

0.99

0.78

0.67

0.11




GNAI1_HUMAN (P63096) Guanine nucleotide-binding protein G(i),
alpha-1 subunit (Adenylate cyclase-inhibiting G alpha protein)
[MASS=40230]

1.00

0.68

0.00

1.00

1.00

0.84

0.16

GNAI2_HUMAN (P04899) Guanine nucleotide-binding protein G(i),
alpha-2 subunit (Adenylate cyclase-inhibiting G alpha protein)
[MASS=40319]

0.86

0.59

1.00

0.76

0.68

0.08

GPDM_HUMAN (P43304) Glycerol-3-phosphate dehydrogenase,
mitochondrial precursor (EC 1.1.99.5) (GPD-M) (GPDH-M) (mtGPD)
[MASS=80833]

0.98

1.55

0.99

1.06

1.31

0.24

GPM6B_HUMAN (Q13491) Neuronal membrane glycoprotein M6-b
(M6b) [MASS=28989]

0.98

0.49

0.23

0.51

0.50

0.01

GRIA4_HUMAN (P48058) Glutamate receptor 4 precursor (GluR-4)
(GluR4) (GIuR-D) (Glutamate receptor ionotropic, AMPA 4) (AMPA-
selective glutamate receptor 4) [MASS=100809]

0.00

0.90

0.23

1.07

0.99

0.08

GTR8_HUMAN (Q9NY64) Solute carrier family 2, facilitated glucose
transporter member 8 (Glucose transporter type 8) (Glucose
transporter type X1) [MASS=50793]

0.00

0.07

0.00

0.36

0.22

0.15

HCDH_HUMAN (Q16836) Short chain 3-hydroxyacyl-CoA
dehydrogenase, mitochondrial precursor (EC 1.1.1.35) (HCDH)
(Medium and short chain L-3-hydroxyacyl-coenzyme A
dehydrogenase) [MASS=34277]

0.00

1.40

0.00

1.24

1.32

0.08

HD_HUMAN (P42858) Huntingtin (Huntington disease protein) (HD
protein) [MASS=347857]

0.00

5.58

0.00

1.01

3.30

2.29

HECD1_HUMAN (Q9ULTS8) E3 ubiquitin-protein ligase HECTD1
(HECT domain-containing protein 1) (E3 ligase for inhibin receptor)
(EULIR) [MASS=289593]

0.00

1.23

0.00

2.09

1.66

0.43

HINT1_HUMAN (P49773) Histidine triad nucleotide-binding protein 1
(Adenosine 5'-monophosphoramidase) (Protein kinase C inhibitor 1)
(Protein kinase C-interacting protein 1) (PKCI-1) [MASS=13671]

0.00

1.41

0.89

1.77

1.59

0.18

HSF2B_HUMAN (O75031) Heat shock factor 2-binding protein
[MASS=37644]

0.00

1.46

0.00

0.91

1.19

0.28

IF140_HUMAN (Q96RY7) Intraflagellar transport 140 homolog (WD
and tetratricopeptide repeats protein 2) [MASS=165192]

0.00

1.40

0.00

0.63

1.02

0.39

IGS21_HUMAN (Q961D5) Immunoglobulin superfamily member 21
precursor [MASS=51835]

0.52

0.73

0.99

0.36

0.55

0.19




IGSF8_HUMAN (Q969P0) Immunoglobulin superfamily member 8
precursor (CD81 partner 3) (Glu-Trp-lle EWI motif-containing protein 2)

(EWI-2) (Keratinocytes-associated transmembrane protein 4) (KCT-4) 0.84 0.64 0.99 039 2 0.52 0.13
(LIR-D1) (CD316 antigen) [MASS=65034]

IMB3_HUMAN (000410) Importin beta-3 (Karyopherin beta-3) (Ran- . .

binding protein 5) (RanBP5) [MASS=123498] 0.00 1.74 0.00 0.98 2 1.36 0.38
IQEC2_HUMAN (Q5JU85) IQ motif and Sec7 domain-containing " .

protein 2 [MASS=161735] 0.00 2.18 0.00 1.07 2 1.63 0.56
JHD1A_HUMAN (Q9Y2K7) JmjC domain-containing histone

demethylation protein 1A (EC 1.14.11.-) (F-box/LRR-repeat protein 11) N .

(F-box and leucine-rich repeat protein 11) (F-box protein FBL7) (F-box 0.00 0.81 0.00 240 2 1.61 0.80
protein Lilina) [MASS=132792]

K0196_HUMAN (Q12768) Protein KIAA0196 [MASS=134286] 0.00 238.64 * * 0.00 2.66 2 |120.65|117.99
K0427_HUMAN (043310) Protein KIAA0427 [MASS=67586] 0.00 0.98 * * 0.00 1.87 2 1.43 0.45
KCC2D_HUMAN (Q13557) Calcium/calmodulin-dependent protein

kinase type Il delta chain (EC 2.7.11.17) (CaM-kinase Il delta chain) 0.89 0.80 0.00 * 1.00 1.62 2 1.21 0.41
(CaM kinase Il subunit delta) (CaMK-Il subunit delta) [MASS=56297]

KCMA1_HUMAN (Q12791) Calcium-activated potassium channel

subunit alpha 1 (Calcium-activated potassium channel, subfamily M

subunit alpha 1) (Maxi K channel) (MaxiK) (BK channel) (K(VCA)alpha)| 0.00 1.96 0.00 3.01 * * 2 249 | 0.53
(BKCA alpha) (KCa1.1) (Slowpoke homolog) (Slo homolog) (Slo-al

[MASS=137559]

KCNB2_HUMAN (Q92953) Potassium voltage-gated channel

subfamily B member 2 (Voltage-gated potassium channel subunit 0.00 0.08 * * 0.00 1.01 2 0.55 | 0.47
Kv2.2) [MASS=102562]

KI13B_HUMAN (Q9NQTB8) Kinesin-like protein KIF13B (Kinesin-like . .

protein GAKIN) [MASS=202665] 0.00 15.05 0.00 5.70 2 10.38 | 4.68
KIF6_HUMAN (Q6ZMV9) Kinesin-like protein KIF6 [MASS=92539] 0.00 1.34 0.00 1.09 * * 2 1.22 0.13
KPCA_HUMAN (P17252) Protein kinase C alpha type (EC 2.7.11.13) . .

(PKC-alpha) (PKC-A) [MASS=76632] 0.69 0.45 0.93 0.68 2 0.57 0.12
L1CAM_HUMAN (P32004) Neural cell adhesion molecule L1 precursor N .

(N-CAM L1) (CD171 antigen) [MASS=140002] 0.99 0.40 0.98 0.68 2 0.54 | 0.14
LAMP1_HUMAN (P11279) Lysosome-associated membrane 1.00 0.74 . . 1.00 068 2 0.71 0.03

glycoprotein 1 precursor (LAMP-1) (CD107a antigen) [MASS=44773]




LETM1_HUMAN (095202) Leucine zipper-EF-hand-containing

transmembrane protein 1, mitochondrial precursor [MASS=83354] 0.99 1.05 0.00 0.82 0.94 0.11
LSAMP_HUMAN (Q13449) Limbic system-associated membrane . .

protein precursor (LSAMP) [MASS=37308] 1.00 0.93 0.99 0.63 0.78 0.15
M20OM_HUMAN (Q02978) Mitochondrial 2-oxoglutarate/malate carrier N .

protein (OGCP) (Solute carrier family 25 member 11) [MASS=33930] 0.63 1.25 1.00 0.85 1.05 0.20
MAP1A_HUMAN (P78559) Microtubule-associated protein 1A (MAP

1A) (Proliferation-related protein p80) [Contains: MAP1 light chain LC2][ 1.00 0.64 * * 0.24 0.77 0.71 0.06
[MASS=306529]

MATR3_HUMAN (P43243) Matrin-3 [MASS=94623] 0.00 0.49 * * 0.00 0.52 0.51 0.02
MCCC2_HUMAN (Q9HCCO0) Methylcrotonoyl-CoA carboxylase beta

chain, mitochondrial precursor (EC 6.4.1.4) (3-Methylcrotonyl-CoA

carboxylase 2) (MCCase subunit beta) (3-methylcrotonyl-CoA:carbon 0.99 1.25 0.96 1.65 * * 145 | 0.20
dioxide ligase subunit beta) (3-Methylcrotonyl-CoA carboxylase n

[MASS=61333]

MERL_HUMAN (P35240) Merlin (Moesin-ezrin-radixin-like protein) N .

(Neurofibromin-2) (Schwannomin) (Schwannomerlin) [MASS=69690] 0.00 0.81 0.00 0.84 0.83 0.02
MFN2_HUMAN (095140) Transmembrane GTPase MFN2 (EC 3.6.5.-) . .

(Mitofusin-2) [MASS=86402] 0.00 1.23 0.00 0.71 0.97 0.26
MGR2_HUMAN (Q14416) Metabotropic glutamate receptor 2 . N

precursor (mGIUR2) [MASS=95567] 0.00 3.52 0.00 2.81 3.17 0.36
MICA2_HUMAN (094851) Protein MICAL-2 [MASS=126688] 0.00 0.32 * * 0.00 0.86 0.59 0.27
MMSA_HUMAN (Q02252) Methylmalonate-semialdehyde

dehydrogenase [acylating], mitochondrial precursor (EC 1.2.1.27) . .

(MMSDH) (Malonate-semialdehyde dehydrogenase [acylating]) (EC 0.99 1.52 0.91 0.98 1.25 0.27
1.2.1.18) [MASS=57839]

MOG_HUMAN (Q16653) Myelin-oligodendrocyte glycoprotein . .

precursor [MASS=28179] 0.99 0.83 0.83 1.93 1.38 0.55
MPCP_HUMAN (Q00325) Phosphate carrier protein, mitochondrial N N

precursor (PTP) (Solute carrier family 25 member 3) [MASS=40095] 0.96 1.09 0.97 1.14 112 0.03
MTCH2_HUMAN (Q9Y6C9) Mitochondrial carrier homolog 2 (Met- N .

induced mitochondrial protein) [MASS=33331] 0.99 0.80 1.00 1.25 1.03 0.23
MTMR6_HUMAN (Q9Y217) Myotubularin-related protein 6 (EC 3.1.3.-) 0.00 0.34 . N 0.00 028 0.31 0.03

[MASS=71953]




MYOS5A_HUMAN (Q9Y411) Myosin-5A (Myosin Va) (Dilute myosin
heavy chain, non-muscle) (Myosin heavy chain 12) (Myoxin)
[MASS=215420]

0.93

0.96

0.00

1.20

1.08

0.12

NDRG2_HUMAN (Q9UN36) Protein NDRG2 (Protein Syld709613)
[MASS=40798]

1.00

0.49

0.84

0.67

0.69

0.58

0.09

NDUA5_HUMAN (Q16718) NADH dehydrogenase [ubiquinone] 1
alpha subcomplex subunit 5 (EC 1.6.5.3) (EC 1.6.99.3) (NADH-
ubiquinone oxidoreductase 13 kDa-B subunit) (Complex I-13Kd-B) (CI-
13Kd-B) (Complex | subunit B13) [MASS=13327]

1.00

1.84

0.99

1.75

1.80

0.05

NEGR1_HUMAN (Q7Z3B1) Neuronal growth regulator 1 precursor
[MASS=38719]

0.99

0.48

0.00

0.83

0.66

0.18

NP1L4_HUMAN (Q99733) Nucleosome assembly protein 1-like 4
(Nucleosome assembly protein 2) (NAP2) [MASS=42823]

0.73

0.85

0.25

0.73

0.79

0.06

NPC1_HUMAN (O15118) Niemann-Pick C1 protein precursor
[MASS=142166]

0.00

2.47

0.00

0.58

1.53

0.95

NU3M_HUMAN (P03897) NADH-ubiquinone oxidoreductase chain 3
(EC 1.6.5.3) (NADH dehydrogenase subunit 3) [MASS=13186]

0.95

0.88

0.96

0.80

0.84

0.04

NUIM_HUMAN (000217) NADH-ubiquinone oxidoreductase 23 kDa
subunit, mitochondrial precursor (EC 1.6.5.3) (EC 1.6.99.3) (Complex I
23KD) (CI-23KD) (TYKY subunit) [MASS=23705]

1.00

1.27

0.00

1.71

1.49

0.22

OCTC_HUMAN (Q9UKG9) Peroxisomal carnitine O-
octanoyltransferase (EC 2.3.1.137) (COT) [MASS=70178]

0.00

2.39

0.00

0.87

1.63

0.76

ODBB_HUMAN (P21953) 2-oxoisovalerate dehydrogenase subunit
beta, mitochondrial precursor (EC 1.2.4.4) (Branched-chain alpha-keto
acid dehydrogenase E1 component beta chain) (BCKDH E1-beta)
[MASS=43122]

0.00

0.00

1.44

1.27

0.17

ODO1_HUMAN (Q02218) 2-oxoglutarate dehydrogenase E1
component, mitochondrial precursor (EC 1.2.4.2) (Alpha-ketoglutarate
dehydrogenase) [MASS=113475]

0.75

0.00

1.01

1.08

0.07

ODPA_HUMAN (P08559) Pyruvate dehydrogenase E1 component
alpha subunit, somatic form, mitochondrial precursor (EC 1.2.4.1)
(PDHE1-A type |) [MASS=43295]

1.00

0.00

1.00

1.60

1.36

0.25




ODPX_HUMAN (O00330) Pyruvate dehydrogenase protein X
component, mitochondrial precursor (Dihydrolipoamide dehydrogenase
binding protein of pyruvate dehydrogenase complex) (Lipoyl-containing
pyruvate dehydrogenase complex component X) (E3-binding protein)
[MASS=54122]

0.97

1.86

0.99

1.78

1.82

0.04

OMGP_HUMAN (P23515) Oligodendrocyte-myelin glycoprotein
precursor [MASS=49608]

0.97

0.54

0.93

1.00

0.77

0.23

OR6A2_HUMAN (095222) Olfactory receptor 6A2 (Olfactory receptor
11-55) (OR11-55) (hP2 olfactory receptor) [MASS=36154]

0.00

25.20

0.00

0.82

13.01

12.19

PACN1_HUMAN (Q9BY11) Protein kinase C and casein kinase
substrate in neurons protein 1 [MASS=50965]

0.52

0.63

1.00

0.49

0.56

0.07

PADI3_HUMAN (Q9ULWS8) Protein-arginine deiminase type-3 (EC
3.5.3.15) (Protein-arginine deiminase type lll) (Peptidylarginine
deiminase Ill) [MASS=74743]

0.00

0.01

0.00

0.47

0.24

0.23

PANK4_HUMAN (QONVE?7) Pantothenate kinase 4 (EC 2.7.1.33)
(Pantothenic acid kinase 4) (hPanK4) [MASS=85990]

0.00

3.12

0.00

3.11

3.12

0.01

PARP2_HUMAN (Q9UGNS5) Poly [ADP-ribose] polymerase 2 (EC
2.4.2.30) (PARP-2) (NAD(+) ADP-ribosyltransferase 2) (Poly[ADP-
ribose] synthetase 2) (PADPRT-2) (hPARP-2) [MASS=66205]

0.00

0.50

0.00

0.52

0.51

0.01

PCYOX_HUMAN (Q9UHG3) Prenylcysteine oxidase precursor (EC
1.8.3.5) (PCL1) [MASS=56611]

0.00

3.83

0.00

0.88

2.36

1.48

PECI_HUMAN (075521) Peroxisomal 3,2-trans-enoyl-CoA isomerase
(EC 5.3.3.8) (Dodecenoyl-CoA isomerase) (Delta(3),delta(2)-enoyl-
CoA isomerase) (D3,D2-enoyl-CoA isomerase) (DBl-related protein 1)
(DRS-1) (Hepatocellular carcinoma-associated antigen 88) (NY
[MASS=39609]

0.21

0.82

0.99

0.90

0.86

0.04

PGAM1_HUMAN (P18669) Phosphoglycerate mutase 1 (EC 5.4.2.1)
(EC 5.4.2.4) (EC 3.1.3.13) (Phosphoglycerate mutase isozyme B)
(PGAM-B) (BPG-dependent PGAM 1) [MASS=28673]

1.00

0.94

1.00

1.26

1.10

0.16

PGBM_HUMAN (P98160) Basement membrane-specific heparan
sulfate proteoglycan core protein precursor (HSPG) (Perlecan) (PLC)
[MASS=468822]

0.00

0.88

0.00

0.70

0.79

0.09

PGCB_HUMAN (Q96GW?7) Brevican core protein precursor (Brain-
enriched hyaluronan-binding protein) (Protein BEHAB) [MASS=99117]

0.99

0.49

0.88

0.87

0.68

0.19




PKHD1_HUMAN (Q8TCZ9) Polycystic kidney and hepatic disease 1

precursor (Fibrocystin) (Polyductin) (Tigmin) [MASS=446699] 0.00 1.00 0.00 0.7 0.56 0.15
PKP1_HUMAN (Q13835) Plakophilin-1 (Band-6 protein) (B6P) . .

[MASS=82860] 0.00 1.95 0.00 11.83 6.89 4.94
PP1A_HUMAN (P62136) Serine/threonine-protein phosphatase PP1- . N

alpha catalytic subunit (EC 3.1.3.16) (PP-1A) [MASS=37512] 0.69 0.58 0.96 1.19 0.89 0.31
PP2AA_HUMAN (P67775) Serine/threonine-protein phosphatase 2A

catalytic subunit alpha isoform (EC 3.1.3.16) (PP2A-alpha) (Replication * * 0.82 1.44 1.00 0.59 1.02 | 0.43
protein C) (RP-C) [MASS=35594]

PPIA_HUMAN (P62937) Peptidyl-prolyl cis-trans isomerase A (EC

5.2.1.8) (PPlase A) (Rotamase A) (Cyclophilin A) (Cyclosporin A- 1.00 0.96 1.00 0.69 * * 0.83 | 0.14
binding protein) [MASS=17881]

PRI2_HUMAN (P49643) DNA primase large subunit (EC 2.7.7.-) (DNA . .

primase 58 kDa subunit) (p58) [MASS=58806] 0.38 0.85 0.00 1.12 0.99 0.13
PTPRZ_HUMAN (P23471) Receptor-type tyrosine-protein

phosphatase zeta precursor (EC 3.1.3.48) (R-PTP-zeta) 0.71 0.41 0.89 0.43 * * 042 | 0.01
[MASS=254528]

PURA_HUMAN (Q00577) Transcriptional activator protein Pur-alpha

(Purine-rich single-stranded DNA-binding protein alpha) 1.00 1.63 * * 0.87 1.52 1.58 | 0.06
[MASS=34911]

RAG1_HUMAN (P15918) V(D)J recombination-activating protein 1 N .

(RAG-1) (RING finger protein 74) [MASS=119115] 0.00 0.36 0.00 1.18 0.77 0.41
RASF4_HUMAN (Q9H2L5) Ras association domain-containing protein N N

4 [MASS=36748] 0.00 0.17 0.00 0.25 0.21 0.04
RCC2_HUMAN (Q9P258) Protein RCC2 (Telophase disk protein of 60 . .

kDa) (RCC1-like protein TD-60) [MASS=56084] 0.00 0.40 0.00 144 0.92 0.52
RHOB_HUMAN (P62745) Rho-related GTP-binding protein RhoB N .

precursor (H6) [MASS=22123] 0.96 0.71 0.94 0.27 0.49 0.22
RL4_HUMAN (P36578) 60S ribosomal protein L4 (L1) [MASS=47566] | 0.95 1.41 0.99 1.90 * * 1.66 0.25
RTN1_HUMAN (Q16799) Reticulon-1 (Neuroendocrine-specific . .

protein) [MASS=83617] 0.99 0.92 0.89 1.85 1.39 0.47
RYR1_HUMAN (P21817) Ryanodine receptor 1 (Skeletal muscle-type

ryanodine receptor) (RyR1) (RYR-1) (Skeletal muscle calcium release | 0.00 0.62 * * 0.00 1.99 1.31 0.69

channel) [MASS=565172]




RYR3_HUMAN (Q15413) Ryanodine receptor 3 (Brain-type ryanodine

receptor) (RyR3) (RYR-3) (Brain ryanodine receptor-calcium release * * 0.00 0.52 0.00 0.70 0.61 0.09
channel) [MASS=551928]

S14L1_HUMAN (Q92503) SEC14-like protein 1 [MASS=81277] 0.00 0.57 0.00 1.27 * * 0.92 0.35
S3TC2_HUMAN (Q8TF17) SH3 domain and tetratricopeptide repeats- N N

containing protein 2 [MASS=144776] 0.00 3.61 0.00 0.76 2.19 143
SAM50_HUMAN (Q9Y512) Sorting and assembly machinery " N

component 50 homolog [MASS=51962] 1.00 0.86 1.00 1.07 0.97 0.10
SCRB1_HUMAN (Q8WTVO0) Scavenger receptor class B member 1

(SRB1) (SR-BI) (CD36 antigen-like 1) (CD36 and LIMPII analogous 1) . .

(CLA-1) (Collagen type | receptor, thrombospondin receptor-like 1) 0.00 0.28 0.00 0.31 0.30 0.01
[MASS=60878]

SCRN1_HUMAN (Q12765) Secernin-1 [MASS=46382] 0.99 0.62 0.99 0.73 * * 0.68 0.05
SFXN1_HUMAN (Q9H9B4) Sideroflexin-1 (Tricarboxylate carrier .

protein) (TCC) [MASS=35488] 0.00 0.79 0.92 0.67 1.11 1.02 0.09
SIRT2_HUMAN (Q8IXJ6) NAD-dependent deacetylase sirtuin-2 (EC N N

3.5.1.-) (SIR2-like) (SIR2-like protein 2) [MASS=43182] 0.99 1.18 0.99 0.50 0.54 0.34
SODC_HUMAN (P00441) Superoxide dismutase [Cu-Zn] (EC 1.15.1.1) . .

[MASS=15804] 0.99 0.71 1.00 0.78 0.75 0.04
SPTB1_HUMAN (P11277) Spectrin beta chain, erythrocyte (Beta-I . .

spectrin) [MASS=246189] 0.98 0.74 0.97 0.95 0.85 0.11
SSDH_HUMAN (P51649) Succinate semialdehyde dehydrogenase,

mitochondrial precursor (EC 1.2.1.24) (NAD(+)-dependent succinic 1.00 2.02 0.00 * 1.00 1.46 1.74 | 0.28
semialdehyde dehydrogenase) [MASS=57214]

STS_HUMAN (P08842) Steryl-sulfatase precursor (EC 3.1.6.2)

(Steroid sulfatase) (Steryl-sulfate sulfohydrolase) (Arylsulfatase C) * * 0.00 6.52 0.66 0.52 3.52 | 3.00
(ASC) [MASS=65492]

SUCA_HUMAN (P53597) Succinyl-CoA ligase [GDP-forming] alpha-

chain, mitochondrial precursor (EC 6.2.1.4) (Succinyl-CoA synthetase, | 0.00 1.00 * * 0.47 1.48 1.24 | 0.24
alpha chain) (SCS-alpha) [MASS=35047]

SUCB1_HUMAN (Q9P2R7) Succinyl-CoA ligase [ADP-forming] beta-

chain, mitochondrial precursor (EC 6.2.1.5) (Succinyl-CoA synthetase, . . 0.94 5.60 0.95 312 4.36 1.24

betaA chain) (SCS-betaA) (ATP-specific succinyl-CoA synthetase
subunit beta) (NY-REN-39 antigen) [MASS=50317]




SYEP_HUMAN (P07814) Bifunctional aminoacyl-tRNA synthetase
[Includes: Glutamyl-tRNA synthetase (EC 6.1.1.17) (Glutamate--tRNA
ligase); Prolyl-tRNA synthetase (EC 6.1.1.15) (Proline--tRNA ligase)]
[MASS=163025]

0.99

1.00

1.47

1.30

0.18

SYGP1_HUMAN (Q96PV0) Ras GTPase-activating protein SynGAP
(Synaptic Ras-GTPase-activating protein 1) (Synaptic Ras-GAP 1)
(Neuronal RasGAP) [MASS=146675]

0.67

0.79

0.97

1.04

0.92

0.13

SYIM_HUMAN (Q9NSE4) Isoleucyl-tRNA synthetase, mitochondrial
precursor (EC 6.1.1.5) (Isoleucine--tRNA ligase) (lleRS)
[MASS=113791]

0.99

1.40

1.00

1.86

1.63

0.23

TBA3_HUMAN (Q71U36) Tubulin alpha-3 chain (Alpha-tubulin 3)
(Tubulin B-alpha-1) [MASS=50135]

0.00

1.00

1.07

1.00

1.02

1.05

0.03

TBA6_HUMAN (Q9BQE3) Tubulin alpha-6 chain (Alpha-tubulin 6)
[MASS=49895]

1.00

0.82

1.00

0.51

0.67

0.16

TCPH_HUMAN (Q99832) T-complex protein 1 subunit eta (TCP-1-eta)
(CCT-eta) (HIV-1 Nef-interacting protein) [MASS=59366]

0.99

0.80

0.72

1.74

1.27

0.47

TCPQ_HUMAN (P50990) T-complex protein 1 subunit theta (TCP-1-
theta) (CCT-theta) (NY-REN-15 antigen) [MASS=59489]

0.00

0.47

0.92

0.46

0.47

0.00

TDG_HUMAN (Q13569) G/T mismatch-specific thymine DNA
glycosylase (EC 3.2.2.-) [MASS=46053]

0.00

0.79

0.59

0.65

0.72

0.07

TEBP_HUMAN (Q15185) Prostaglandin E synthase 3 (EC 5.3.99.3)

(Cytosolic prostaglandin E2 synthase) (cPGES) (Telomerase-binding
protein p23) (Hsp90 co-chaperone) (Progesterone receptor complex

p23) [MASS=18697]

1.00

0.71

0.99

0.84

0.78

0.07

TGT_HUMAN (Q9BXRO0) Queuine tRNA-ribosyltransferase (EC
2.4.2.29) (tRNA-guanine transglycosylase) (Guanine insertion enzyme)
[MASS=42492]

0.00

13.58

0.00

2.55

8.07

5.52

THIM_HUMAN (P42765) 3-ketoacyl-CoA thiolase, mitochondrial (EC
2.3.1.16) (Beta-ketothiolase) (Acetyl-CoA acyltransferase)
(Mitochondrial 3-oxoacyl-CoA thiolase) (T1) [MASS=41924]

0.72

1.48

1.00

1.69

1.59

0.11

THRB_HUMAN (P00734) Prothrombin precursor (EC 3.4.21.5)
(Coagulation factor Il) [Contains: Activation peptide fragment 1;
Activation peptide fragment 2; Thrombin light chain; Thrombin heavy
chain] [MASS=70036]

0.00

1.57

0.00

0.89

1.23

0.34

TIM13_HUMAN (Q9Y5L4) Mitochondrial import inner membrane
translocase subunit Tim13 [MASS=10500]

1.00

0.84

1.00

1.36

1.10

0.26




TOM70_HUMAN (094826) Mitochondrial precursor proteins import
receptor (Translocase of outer membrane TOM70) [MASS=67454]

1.00

0.92

1.00

0.69

0.81

0.12

TOP3B_HUMAN (095985) DNA topoisomerase 3-beta-1 (EC 5.99.1.2)
(DNA topoisomerase Il beta-1) [MASS=96661]

0.00

1.07

0.00

0.67

0.87

0.20

TPIS_HUMAN (P60174) Triosephosphate isomerase (EC 5.3.1.1)
(TIM) (Triose-phosphate isomerase) [MASS=26538]

1.00

0.59

1.00

0.61

0.60

0.01

TRPV4_HUMAN (Q9HBAO) Transient receptor potential cation channel
subfamily V. member 4 (TrpV4) (osm-9-like TRP channel 4) (OTRPC4)
(Vanilloid receptor-like channel 2) (Vanilloid receptor-like protein 2)
(VRL-2) (Vanilloid receptor-related osmotically-acti [MASS=98281]

0.00

0.88

0.00

0.67

0.78

0.11

TYRO3_HUMAN (Q06418) Tyrosine-protein kinase receptor TYRO3
precursor (EC 2.7.10.1) (Tyrosine-protein kinase RSE) (Tyrosine-
protein kinase SKY) (Tyrosine-protein kinase DTK) (Protein-tyrosine
kinase byk) [MASS=96905]

0.00

0.41

4.06

3.09

0.97

UBE1_HUMAN (P22314) Ubiquitin-activating enzyme E1 (A1S9
protein) [MASS=117848]

0.99

1.30

0.94

1.01

1.16

0.15

UBE3C_HUMAN (Q15386) Ubiquitin-protein ligase E3C (EC 6.3.2.-)
[MASS=123922]

0.00

1.47

0.00

0.27

0.87

0.60

UBP28_HUMAN (Q96RU2) Ubiquitin carboxyl-terminal hydrolase 28
(EC 3.1.2.15) (Ubiquitin thioesterase 28) (Ubiquitin-specific-processing
protease 28) (Deubiquitinating enzyme 28) [MASS=122490]

0.00

1.52

0.00

0.83

1.18

0.35

UBP38_HUMAN (Q8NB14) Ubiquitin carboxyl-terminal hydrolase 38
(EC 3.1.2.15) (Ubiquitin thioesterase 38) (Ubiquitin-specific-processing
protease 38) (Deubiquitinating enzyme 38) (HP43.8KD)
[MASS=116545]

0.23

1.53

0.00

0.59

1.06

0.47

UBP5_HUMAN (P45974) Ubiquitin carboxyl-terminal hydrolase 5 (EC
3.1.2.15) (Ubiquitin thioesterase 5) (Ubiquitin-specific-processing
protease 5) (Deubiquitinating enzyme 5) (Isopeptidase T)
[MASS=95786]

1.00

0.73

1.00

0.69

0.71

0.02

UBR2_HUMAN (Q8IWV8) Ubiquitin-protein ligase E3 component N-
recognin-2 (EC 6.-.-.-) (Ubiquitin-protein ligase E3-alpha-2) (Ubiquitin-
protein ligase E3-alpha-Il) [MASS=200537]

0.00

1.09

0.00

0.86

0.98

0.12




VAPA_HUMAN (Q9POLO) Vesicle-associated membrane protein-

associated protein A (VAMP-associated protein A) (VAMP-A) (VAP-A) * * 0.00 0.99 0.00 0.30 0.65 | 0.35
(33 kDa Vamp-associated protein) (VAP-33) [MASS=27317]

VPS29 HUMAN (Q9UBQO) Vacuolar protein sorting 29 (Vesicle N N

protein sorting 29) (hVPS29) (PEP11) [MASS=20506] 0.99 0.51 0.00 0.91 0.71 0.20
XPO5_HUMAN (Q9HAV4) Exportin-5 (Exp5) (Ran-binding protein 21) . .

[MASS=136310] 0.00 2.38 0.00 0.89 1.64 | 0.75
XPP2_HUMAN (043895) Xaa-Pro aminopeptidase 2 precursor (EC

3.4.11.9) (X-Pro aminopeptidase 2) (Membrane-bound aminopeptidase . .

P) (Membrane-bound APP) (Membrane-bound AmP) (mAmP) 0.38 020 0.00 0.69 0.45 0.25
(Aminoacylproline aminopeptidase) [MASS=75624]

ZN294 HUMAN (094822) Zinc finger protein 294 [MASS=200534] 0.00 1.13 0.00 0.34 * * 0.74 0.40
ZNF6_HUMAN (Q9Y462) Zinc finger protein 6 [MASS=87209] 0.44 1.76 * * 0.59 1.12 1.44 0.32
ZNF85_HUMAN (Q03923) Zinc finger protein 85 (Zinc finger protein 0.27 195 0.00 056 N " 0.91 0.35

HPF4) (HTF1) [MASS=68718]




Table 3. MCI mitochondrial samples

Experiment 1

Description

1433B_HUMAN (P31946) 14-3-3 protein
beta/alpha (Protein kinase C inhibitor protein 1)
(KCIP-1) (Protein 1054) [MASS=27951]

1433E_HUMAN (P62258) 14-3-3 protein
epsilon (14-3-3E) [MASS=29174]

1433F_HUMAN (Q04917) 14-3-3 protein eta
(Protein AS1) [MASS=28087]

1433G_HUMAN (P61981) 14-3-3 protein
gamma (Protein kinase C inhibitor protein 1)
(KCIP-1) [MASS=28171]

1433T_HUMAN (P27348) 14-3-3 protein theta
(14-3-3 protein tau) (14-3-3 protein T-cell) (HS1
protein) [MASS=27764]

1433Z_HUMAN (P63104) 14-3-3 protein
zetal/delta (Protein kinase C inhibitor protein 1)
(KCIP-1) [MASS=27745]

2AAA_HUMAN (P30153) Serine/threonine-
protein phosphatase 2A 65 kDa regulatory
subunit A alpha isoform (PP2A, subunit A,
PR65-alpha isoform) (PP2A, subunit A, R1-
alpha isoform) (Medium tumor antigen-
associated 61 kDa protein) [MASS=65092]

5NTC_HUMAN (P49902) Cytosolic purine 5'-
nucleotidase (EC 3.1.3.5) (5'-nucleotidase
cytosolic II) [MASS=64969]

A = Protein Score
B = Percent Coverage
C = XPress H2L Ratio

D = XPress Std. Dev.
A B C

0.37 2612 1.52

0.58 16.08 0.49

0.61 1551 0.85

1.00 18.29 0.76

0.96 16.33 0.98

1.00 1224 0.75

1.00 11.56 0.91

0.00 250 7.25

0.00

0.00

0.29

0.05

0.00

0.09

0.13

0.00

E = XPress Peptides
F = Unique Peptides
G = Charge

H = Instances

G Peptide Sequence
3  IEAELQDIC[339]NDVLELLDKYLIPNATQPESK
2 |IEAELQDIC[339]NDVLELLDK

3 LAEQAERYDDMAAAMK

2 LIC[330]C[330]DILDVLDK

3  KEAAENSLVAYKAASDIAMTELPPTHPIR

2 FLIKNC[330]JNDFQYESKVFYLK

3  ELETVC[339]NDVLSLLDKFLIK

3  ELETVCI[330]NDVLSLLDKFLIK

3  LGLALNYSVFYYEIQNAPEQAC[339]HLAK

3  ELEAVC[330]QDVLSLLDNYLIK

2  ELEAVC[339]QDVLSLLDNYLIK

2 ELEAVC[330]QDVLSLLDNYLIK

2 LAEQAERYDDMATC[330]M[147]K
3 SIC[330]TTVLELLDKYLIANATNPESK

2 IETELRDIC[339]NDVLSLLEK
2 DIC[339]NDVLSLLEK
3 |ETELRDIC[330]NDVLSLLEK

1 QAAEDK
2  LAIEYMPLLAGQLGVEFFDEK

2 LNIISNLDC[339]VNEVIGIR
3  DNTIEHLLPLFLAQLKDEC[339]PEVR

2 C[339]FGFDMDYTLAVYK

N = 2 o



6PGD_HUMAN (P52209) 6-phosphogluconate
dehydrogenase, decarboxylating (EC 1.1.1.44)
[MASS=53008]

A20A1_HUMAN (Q5TYW?2) Ankyrin repeat
domain-containing protein 20A1
[MASS=94047]

AATM_HUMAN (P00505) Aspartate
aminotransferase, mitochondrial precursor (EC
2.6.1.1) (Transaminase A) (Glutamate
oxaloacetate transaminase 2) [MASS=47475]

ABCA1_HUMAN (095477) ATP-binding
cassette sub-family A member 1 (ATP-binding
cassette transporter 1) (ATP-binding cassette
1) (ABC-1) (Cholesterol efflux regulatory
protein) [MASS=254284]

ABCB8_HUMAN (Q9NUT2) ATP-binding
cassette sub-family B member 8, mitochondrial
precursor (Mitochondrial ATP-binding cassette
1) (M-ABC1) [MASS=79947]

ABCG1_HUMAN (P45844) ATP-binding
cassette sub-family G member 1 (White protein
homolog) (ATP-binding cassette transporter 8)
[MASS=75592]

ACAD8_HUMAN (Q9UKU7) Acyl-CoA
dehydrogenase family member 8, mitochondrial
precursor (EC 1.3.99.-) (ACAD-8) (Isobutyryl-
CoA dehydrogenase) (Activator-recruited
cofactor 42 kDa component) (ARC42)
[MASS=45070]

ACADS_HUMAN (P16219) Short-chain specific
acyl-CoA dehydrogenase, mitochondrial
precursor (EC 1.3.99.2) (SCAD) (Butyryl-CoA
dehydrogenase) [MASS=44297]

0.00

1.00

*

*

*

14.73

1.70

13.49

5.00

3.67

9.00

4.10

8.50

0.97

1.32

0.00

0.14

NN W

N =

w

NN WN

w

TELDSFLIEITANILKFQDTDGKHLLPK
IISYAQGFM[147]LLR
MVHNGIEYGDMQLIC[330]EAYHLM[147]K
C[330]LSSLKDER

DVSVQVEM[147]SSAISK

NLDKEYLPIGGLAEFCI[330]K

VGAFTM[147]VC[339]K
VGAFTM[147]VC[339]K
TC[339]GFDFTGAVEDISK

HFIEQGINVC[339]LC[339]QSYAK

KLSTAM[147]ALIGGPPVVFLDEPTTGM[147]DPKAR
NQLGTGYYLTLVK
SVVLTSHSM[147]EEC[330]EALC[339]TRMAIM[147]VNGR

YGGFSLGVSNTQALPPSQEVNDATK
PFTEDDAADPNDSDIDPESR

APLAPRWSPSAWCI[330]WVGGALLGPMVLSK

PSEEVKQTK
SVC[339]VSVDEVVSSNMEATETDLLNGHLK
EGM[147]C[339]DSDHKRDLGGDAEVNPFLWHR

LGC[330]LPGGLRVLVQTGHR

QAWVTPFTSGDKIGC[330]JFALSEPGNGSDAGAASTTAR

= A A

_ A



ACHB2_HUMAN (P17787) Neuronal
acetylcholine receptor protein subunit beta-2 0.00 2.99
precursor [MASS=57019]

ACON_HUMAN (Q99798) Aconitate hydratase,
mitochondrial precursor (EC 4.2.1.3) (Citrate 1.00 7.95
hydro-lyase) (Aconitase) [MASS=85425]

ACOT9_HUMAN (Q9Y305) Acyl-coenzyme A
thioesterase 9 (EC 3.1.2.-) (Acyl-CoA
thioesterase 9) (Acyl-CoA thioester hydrolase
9) [MASS=46354]

ACPM_HUMAN (014561) Acyl carrier protein,
mitochondrial precursor (ACP) (NADH-
ubiquinone oxidoreductase 9.6 kDa subunit) (ClI-
SDAP) [MASS=17417]

1.00 13.30

0.99 27.56

ACTB_HUMAN (P60709) Actin, cytoplasmic 1

(Beta-actin) [MASS=41736] 1.00 17.07

ACTY_HUMAN (P42025) Beta-centractin (Actin:

related protein 1B) (ARP1B) [MASS=42293] 082 2.93

ADA10_HUMAN (014672) ADAM 10 precursor

(EC 3.4.24.81) (A disintegrin and

metalloproteinase domain 10) (Mammalian 0.00 4.55
disintegrin-metalloprotease) (Kuzbanian protein

homolog) (CDw156¢ antigen) [MASS=84142]

0.42

1.28

1.41

1.23

0.57

0.14

0.89

0.00

0.03

0.00

0.00

0.25

0.00

0.00

NNWNN

NN WN

w w

N

N

WWNWWNN -2 W

RC[330]GPVALLLGFGLLR

VAVPSTIHC[339]DHLIEAQVGGEKDLR
VAVPSTIHC[330]DHLIEAQVGGEK
VAVPSTIHC[330]DHLIEAQVGGEK
VGLIGSC[330]TNSSYEDM[147]GR
VAVPSTIHC[339]DHLIEAQVGGEK

MSPLSIVTALVDKIDMC[330]K
FGRILEDLDSLGVLIC[339]YM[147]HNKIHSAK
SLEIC[339]HPQER
SLEIC[330]HPQER

LMCI[339]PQEIVDYIADKK
VTQLCI[330]JRQYSDM[147]PPLTLEGIQDRVLYVLK

C[330]PEALFQPSFLGM[147]ESC[330]GIHETTFNSIM[147]K

C[330]DVDIRK
C[339]DVDIRK

C[330]PEALFQPSFLGMESC[330]GIHETTFNSIM[147]K
C[330]DVDIR

LC[330]YVALDFEQEM[147]ATAASSSSLEK

C[330]DVDIR
C[339]PEALFQPSFLGMESC[339]GIHETTFNSIMK
C[339]PEALFQPSFLGM[147]ESC[339]GIHETTFNSIMK
LC[330]YVALDFEQEMATAASSSSLEK
C[339]PEALFQPSFLGMESC[330]GIHETTFNSIMK
C[339]PEALFQPSFLGM[147]ESC[339]GIHETTFNSIM[147]K

YCI[339]FPNYVGRPK

EGIC[339]NGFTALC[339]PASDPK
HTQVC[330]INGQC[330]AGSIC[330]EK

N = A

= A A

R\ UL G QI QI G



ADA20_HUMAN (043506) ADAM 20 precursor
(EC 3.4.24.-) (A disintegrin and
metalloproteinase domain 20) [MASS=81710]

ADA28_HUMAN (Q9UKQ2) ADAM 28
precursor (EC 3.4.24.-) (A disintegrin and
metalloproteinase domain 28)
(Metalloproteinase-like, disintegrin-like, and
cysteine-rich protein-L) (MDC-L) (eMDC II)
(ADAM23) [MASS=87208]

ADAM2_HUMAN (Q99965) ADAM 2 precursor
(A disintegrin and metalloproteinase domain 2)
(Fertilin subunit beta) (PH-30) (PH30)
[MASS=82457]

ADCY6_HUMAN (043306) Adenylate cyclase
type 6 (EC 4.6.1.1) (Adenylate cyclase type VI)
(ATP pyrophosphate-lyase 6) (Ca(2+)-
inhibitable adenylyl cyclase) [MASS=130615]

ADCY7_HUMAN (P51828) Adenylate cyclase
type 7 (EC 4.6.1.1) (Adenylate cyclase type VII)
(ATP pyrophosphate-lyase 7) (Adenylyl cyclase
7) [MASS=120308]

ADNP_HUMAN (Q9H2PO0) Activity-dependent
neuroprotector (Activity-dependent
neuroprotective protein) [MASS=123562]

0.00

0.00

0.00

0.00

6.06

3.87

5.99

5.82

2.59

5.63

1.97

0.50

0.00

0.00

0.00

LKYC[330]GNLVVEEGEEC[339]DC[330]GTIR
FGHC[330]GIVGTTYVKC[339]WTPDIMC[339]GR

HQSSREK
VAGTMAHEMGHNFGM[147]FHDDYSC[339]K

M[147]WRVLFLLSGLGGLRMDSNFDSLPVQITVPEK
SVVMVSTC[339]TGLR

RFLLTFQR
SPSAGLWCI[330]PVFFVYIAYTLLPIRMR
LM[147]EQMKHINEHSFNNFQM[147]KIGLNM[147]GPVVAGVIGAR

C[339]MPDNNFHSLYVKR
C[330]C[330]PARGTLC[330]TISER

PNLNSTGVNMMSSVHLQQNNYGVKSVGQGYSVGQSM[147]R
C[330]IHC[330]LGVYTSNM[147]TASTITLHLVHC[339]R



ADT1_HUMAN (P12235) ADP/ATP translocase
1 (Adenine nucleotide translocator 1) (ANT 1)
(ADP,ATP carrier protein 1) (Solute carrier
family 25 member 4) (ADP,ATP carrier protein,
heart/skeletal muscle isoform T1)
[MASS=32933]

ADT2_HUMAN (P05141) ADP/ATP translocase
2 (Adenine nucleotide translocator 2) (ANT 2)
(ADP,ATP carrier protein 2) (Solute carrier
family 25 member 5) (ADP,ATP carrier protein,
fibroblast isoform) [MASS=32764]

ADT3_HUMAN

AFAM_HUMAN (P43652) Afamin precursor
(Alpha-albumin) (Alpha-Alb) [MASS=69069]

AFF4_HUMAN (Q9UHB?7) AF4/FMR2 family
member 4 (ALL1-fused gene from chromosome
5q31) (Major CDKS9 elongation factor-
associated protein) [MASS=127458]

AFG32_HUMAN (Q9Y4W6) AFG3-like protein
2 (EC 3.4.24.-) (Paraplegin-like protein)
[MASS=88483]

1.00

0.87

0.87

*

19.19

2.69

5.39

3.51

5.93

4.64

1.04

0.13

20

N

NNDNDN

N

YFAGNLASGGAAGATSLC[330]FVYPLDFAR

VKLLLQVQHASK
EFHGLGDCI[339]IIK
EFHGLGDCI339]IIK

YFAGNLASGGAAGATSLC[339]FVYPLDFAR

EFHGLGDC[330]IIK
MM[147]MQSGR
EFHGLGDC[330]IIK

YFAGNLASGGAAGATSLC[339]FVYPLDFAR

YFAGNLASGGAAGATSLC[330]FVYPLDFAR

GLGDC[330]LVK

GLGDC[339]LVKITKSDGIR

FTDSENVC[339]QERDADPDTFFAK

VM[147]GPLIFNASIM[147]TDLVRYTR
YKSTSKSSQK
LSPGNSGNYSSGASSASASGSSVTIPQK
C[330]ESLLYLRLFK

ASEEIFFGR
KVTQSAYAQIVQFGMNEKVGQISFDLPR

w =

w =

= A A



AKAP6_HUMAN (Q13023) A-kinase anchor
protein 6 (Protein kinase A-anchoring protein 6)
(PRKAG®B) (A-kinase anchor protein 100 kDa)
(AKAP 100) (mAKAP) [MASS=256664]

AKAP9_HUMAN (Q99996) A-kinase anchor
protein 9 (Protein kinase A-anchoring protein 9)
(PRKAZ9) (A-kinase anchor protein 450 kDa)
(AKAP 450) (A-kinase anchor protein 350 kDa)
(AKAP 350) (hgAKAP 350) (AKAP 120-like
protein) (Protein hyperion) (Protein yotia
[MASS=453664]

AKT1_HUMAN (P31749) RAC-alpha
serine/threonine-protein kinase (EC 2.7.11.1)
(RAC-PK-alpha) (Protein kinase B) (PKB) (C-
AKT) [MASS=55686]

AL2S8 HUMAN (Q8N187) Amyotrophic lateral
sclerosis 2 chromosomal region candidate
gene 8 protein (Calcium-response factor)
(CaRF) (Protein NYD-SP24) [MASS=80697]

ALBU_HUMAN (P02768) Serum albumin
precursor [MASS=69366]

ALDH2_HUMAN (P05091) Aldehyde
dehydrogenase, mitochondrial precursor (EC
1.2.1.3) (ALDH class 2) (ALDHI) (ALDH-E2)
[MASS=56381]

*

*

0.00

1.00

1.00

3.32

4.17

3.54

4.00

22.99

2.13

0.62

1.74

0.22

0.00

WNWN

WNW-=2W-=a2DNNDN

WNN-=2N

N WNW

N

EAVEEEGHQLLELIASHK
C[339]KALMDSLDDSNTAGK
NSSHTHELGTKRENK
SKHQTTELQPDVPPHERILASASHEM[147]DR

LFKDDM[147]EK
LEQLRAELDEMYGQQIVQM[147]KQELIR
EELIFAQEEKIKELQK

PTNLLR
PSQELLEYNIQQKQSQMLEM[147]QVELSSMKDR
EELGLILEEKC[339]ALQR
SLENQTYFKSFEENGKGSIINLETR
PELSLEVQLQAERDAIDR
LLGELQEQIVQKNQEIKNMK

FYGAEIVSALDYLHSEK

SQYVPYDGIPFVNAGSRAVVM[147]EC[330]QYGPRR

NLGKVGSKC[330]C[330]K

RDAHK

WVTFISLLFLFSSAYSRGVFR
ADDKETC[330]FAEEGKK
MPC[330]AEDYLSVVLNQLC[330]VLHEK

QEPERNEC[330]FLQHKDDNPNLPR
FQNALLVRYTKK
VHTEC[330]C[330]HGDLLEC[330JADDRADLAK
C[330]C[330]AAADPHEC[330]YAK

LLC[330]GGGIAADR
LLC[339]GGGIAADR

= A A

R\ UL GG QI QI

N = a

= A



ALDOA_HUMAN (P04075) Fructose-
bisphosphate aldolase A (EC 4.1.2.13) (Muscle-
type aldolase) (Lung cancer antigen NY-LU-1)
[MASS=39289]

ALDOB_HUMAN (P05062) Fructose-
bisphosphate aldolase B (EC 4.1.2.13) (Liver-
type aldolase) [MASS=39342]

ALG12_HUMAN (Q9BV10) Dolichyl-P-
Man:Man(7)GIcNAc(2)-PP-dolichyl-alpha-1,6-
mannosyltransferase (EC 2.4.1.-)
(Mannosyltransferase ALG12 homolog)
(hALG12) (Membrane protein SB87)
[MASS=54654]

ALG6_HUMAN (Q9Y672) Dolichyl
pyrophosphate Man9GIcNAc2 alpha-1,3-
glucosyltransferase (EC 2.4.1.-) (Dolichyl-P-
Glc:Man9GIcNAc2-PP-dolichyl
glucosyltransferase) [MASS=58180]

ALMS1_HUMAN (Q8TCU4) Alstrom syndrome
protein 1 [MASS=460933]

ALU7_HUMAN (P39194) Alu subfamily SQ
sequence contamination warning entry
[MASS=64513]

AMOL1_HUMAN (Q81Y63) Angiomotin-like
protein 1 [MASS=106573]

AMOT_HUMAN (Q4VCS5) Angiomotin
[MASS=118085]

ANGL1_HUMAN (095841) Angiopoietin-
related protein 1 precursor (Angiopoietin-like 1)
(Angiopoietin-3) (ANG-3) [MASS=56719]

1.00

0.00

0.00

31.40

3.31

9.63

10.85

1.34

3.54

2.30

4.68

0.61

0.44

0.28

0.00

WWwWwN W

NN

RLQSIGTENTEENRR

C[330]QYVTEK
QLLLTADDRVNPC[339]IGGVILFHETLYQK
YASIC[339]QQNGIVPIVEPEILPDGDHDLKR
YASIC[330]QQNGIVPIVEPEILPDGDHDLKR

VNPC[330]IGGVILFHETLYQK
RC[330]QYVTEK
ALANSLAC[330]QGK

VNPC[339]IGGVILFHETLYQK
C[330]QYVTEK

PNM[147]VTAGHAC[339]TK

VLASVVGTTGVSLNLTQLPPFNVHLQTKLVLLER
FLQVNSAWRYDKR

DELLM[147]PSVVTTMAFFIAC[339]VTSFSIFEK
IKDILPRHIQLIM[147]SFC[339]F TFLSLLPAC[339]IK

PIVIYKQAFPEGHLPEESLK
GM[147]GC[330]KPEAVC[339]SHIIIESHEK
HVNLSASLDQNNSHFK

LPGSSDSPASASRVAGITGAR

HGNGQPANM[147]PEYNAPALLELVR

GSLGILLGGDYR

ITGPIC[330]VNTKGQDASTIKDMITR

N = a4

N =



ANK2_HUMAN (Q01484) Ankyrin-2 (Brain
ankyrin) (Ankyrin-B) (Ankyrin, nonerythroid)
[MASS=430341]

ANK3_HUMAN (Q12955) Ankyrin-3 (ANK-3)
(Ankyrin-G) [MASS=480400]

ANKR6_HUMAN (Q9Y2G4) Ankyrin repeat
domain-containing protein 6 [MASS=75722]

ANM1_HUMAN (Q99873) Protein arginine N-
methyltransferase 1 (EC 2.1.1.-) (Interferon
receptor 1-bound protein 4) [MASS=41485]

ANM3_HUMAN (060678) Protein arginine N-
methyltransferase 3 (EC 2.1.1.-)
(Heterogeneous nuclear ribonucleoprotein
methyltransferase-like protein 3)
[MASS=59903]

ANR11_HUMAN (Q6UB99) Ankyrin repeat
domain-containing protein 11 (Ankyrin repeat-
containing cofactor 1) [MASS=298068]

ANR12_HUMAN (Q6UB98) Ankyrin repeat
domain-containing protein 12 (Ankyrin repeat-
containing cofactor 2) (GAC-1 protein)
[MASS=235652]

ANR28_HUMAN (015084) Ankyrin repeat
domain-containing protein 28 [MASS=116528]

0.99

0.00

0.00

0.00

4.99

2.72

5.49

3.60

6.21

0.30

2.62

4.33

0.94

0.22

0.89

1.22

0.00

0.00

0.00

0.00

10

NWWNWWWWW-=-

NWWWNDNN

N

VSSIGVK
SRDVEVLEGKPIYVDC[330]FGNLVPLTK
DSLEASPVLEDNSSHKTPDSLEPSPLKESPC[339]R
VEQQLSDLDTSVQKTVAPQGQDM[147]ASIAPDNRSK
ALPLPEASVKTDTGTESKPQGVIR
IENPNSLQDQSQYLLKIWLER

SYTETETESR

MADEQGDMDLQISPDRK

C[330]TAPTRVTC[330]R

IRVGLQAQPMHSELVKK

STLGASTTSSVKSISDVASPIRSLR
QTTVEETAVER

KRYSYLTEPGM[147]IER
TRDGLTPLHC[339]GAR
IPVKNTPRDNIIAVR
NATTDALTSVLTKINR
AEEKAPSLPSSPEKM[147]VLSQQTEDSK

AELGSVQDKM[147INTKLGQM[147]ENK
AGC[330]DLDVQDDGDQTALHR

GQLC[330]ELSC[330]STDYR

ITRTSMC[330]TAIAGYFDIYFEK
SEHQFNIDSM[147]VHK

EKVFEKHK

GETPLHMAAIRGDVKQVK
RLVNDDLMQTSFERMLSLK
DEDHSPTFENSDC[330]TLKK

TPLHM[147]TALHGRFSRSQTIIQSGAVIDC[330]EDK
C[330]JAEALVPLLSNVNVSDR

A A A A A A A

_) A A A A A A

N



ANR52_HUMAN (Q8NB46) Ankyrin repeat N
domain-containing protein 52 [MASS=115057]

ANRA2_HUMAN (Q9H9E1) Ankyrin repeat
family A protein 2 (RFXANK-like 2) 0.00
[MASS=34272]

ANXA2_HUMAN (P07355) Annexin A2

(Annexin 1) (Lipocortin Il) (Calpactin | heavy

chain) (Chromobindin-8) (p36) (Protein I) 0.92
(Placental anticoagulant protein IV) (PAP-IV)
[MASS=38473]

ANXA6_HUMAN (P08133) Annexin A6

(Annexin V1) (Lipocortin VI) (P68) (P70)

(Protein Ill) (Chromobindin-20) (67 kDa 1.00
calelectrin) (Calphobindin-Il) (CPB-II)

[MASS=75742]

AP1B1_HUMAN (Q10567) AP-1 complex

subunit beta-1 (Adapter-related protein

complex 1 beta-1 subunit) (Beta-adaptin 1)

(Adaptor protein complex AP-1 beta-1 subunit)  0.00
(Golgi adaptor HA1/AP1 adaptin beta subunit)
(Clathrin assembly protein complex 1 beta larg
[MASS=104606]

AP2A1_HUMAN (095782) AP-2 complex

subunit alpha-1 (Adapter-related protein

complex 2 alpha-1 subunit) (Alpha-adaptin A)
(Adaptor protein complex AP-2 alpha-1 subunit) 0.00
(Clathrin assembly protein complex 2 alpha-A

large chain) (100 kDa coated vesicle prote
[MASS=107554]

AP2A2_HUMAN (094973) AP-2 complex

subunit alpha-2 (Adapter-related protein

complex 2 alpha-2 subunit) (Alpha-adaptin C)
(Adaptor protein complex AP-2 alpha-2 subunit) 1.00
(Clathrin assembly protein complex 2 alpha-C

large chain) (100 kDa coated vesicle prote
[MASS=103960]

5.86

7.03

7.10

9.23

5.69

1.94

7.24

NNNNDN

N NNNNN

N

KLLSSGQLYSIVSSLSNEHVLSAGFDINTPDNLGR
NC[339]SIAAAKTVGGC[339]GALPHGASC[339]PYSQER

IEHPLDPNSEEGSAQGVAMGMK

GDLENAFLNLVQCI[339]IQNKPLYFADR

QRQEVC[339]QSYK
ALIEILATRTNAEIRAINEAYK
SELDMLDIREIFRTK
QRQEVC[330]QSYK
LIVGLM[147]RPPAYC[330]DAK

C[330]LKDEDPYVRK
DDREAQSIC[330]ER
C[339]AIKVEQSAER
C[330]VSTLLDLIQTK
KTAAVC[339]VAK

SKFKGDK
AC[339]NQLGQFLQHR
AC[330]NQLGQFLQHR

NPTFMGLALHC[330]IASVGSR
IVTSASTDLQDYTYYFVPAPWLSVKLLR
SSPLIQFHLLHSKFHLC[339]SVPTR
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AP2B1_HUMAN (P63010) AP-2 complex

subunit beta-1 (Adapter-related protein

complex 2 beta-1 subunit) (Beta-adaptin)

(Plasma membrane adaptor HA2/AP2 adaptin 1.00
beta subunit) (Clathrin assembly protein

complex 2 beta large chain) (AP105B)
[MASS=104552]

AP2M1_HUMAN (Q96CW1) AP-2 complex

subunit mu-1 (Adaptin mu-1) (AP-2 mu-2 chain)
(Clathrin coat assembly protein AP50) (Clathrin
coat-associated protein AP50) (Plasma 0.57
membrane adaptor AP-2 50 kDa protein) (HA2

50 kDa subunit) (Clathrin assembly protein co
[MASS=49654]

AP3B2_HUMAN (Q13367) AP-3 complex

subunit beta-2 (Adapter-related protein

complex 3 beta-2 subunit) (Beta3B-adaptin)
(Adaptor protein complex AP-3 beta-2 subunit) *
(AP-3 complex beta-2 subunit) (Clathrin

assembly protein complex 3 beta-2 large chain)
(Neu [MASS=119058]

AP3D1_HUMAN (014617) AP-3 complex
subunit delta-1 (Adapter-related protein
complex 3 subunit delta-1) (Delta-adaptin 3)
(AP-3 complex subunit delta) (Delta-adaptin)
[MASS=130157]

APEX2_HUMAN (Q9UBZ4) DNA-(apurinic or
apyrimidinic site) lyase 2 (EC 4.2.99.18)
(Apurinic-apyrimidinic endonuclease 2) (AP .
endonuclease 2) (APEX nuclease 2) (APEX
nuclease-like 2) (AP endonuclease XTH2)
[MASS=57400]

*

APMAP_HUMAN (Q9HDC9) Adipocyte plasma
membrane-associated protein (BSCv protein) 0.98
[MASS=46480]

APOA_HUMAN (P08519) Apolipoprotein(a)
precursor (EC 3.4.21.-) (Apo(a)) (Lp(a)) *
[MASS=501317]

7.26

10.34

4.62

1.30

5.79

15.62

0.55

0.74

4.60

0.95

0.12

0.00

0.00

w

EC[330]JHLNADTVSSK
SQPDMAIMAVNSFVKDC[330]JEDPNPLIRALAVR
NNIDVFYFSC[330]LIPLNVLFVEDGKM[147]ER

QSIAIDDC[330]TFHQC[330]VR
RNELFLDVLESVNLLM[147]SPQGQVLSAHVSGR

ILKLEVLTNLANETNIPTVLREFQTYIR
EQGKLM[147]GMNEITEKLM[147]LPDTC[330]R

DLILQC[330]LDDKDESIR
DLILQC[339]LDDKDESIR

ALDSEGRALLTQHK
PQPSQVGSSRGQKNLK

VYVSGLM[147]K
LFSQETVM[147]KFVPRYSLVLELSDSGAFR

TRDDEPVCI[339]GRPLGIR
PQVVTDDDGQAPEAK

GTYSTTVTGRTC[339]QAWSSM[147]TPHQHSR



APOD_HUMAN (P05090) Apolipoprotein D
precursor (Apo-D) (ApoD) [MASS=21275]
APOE_HUMAN (P02649) Apolipoprotein E
precursor (Apo-E) [MASS=36154]

AQP1_HUMAN (P29972) Aquaporin-1 (AQP-1)
(Aquaporin-CHIP) (Water channel protein for
red blood cells and kidney proximal tubule)
(Urine water channel) [MASS=28395]

ARF3_HUMAN (P61204) ADP-ribosylation
factor 3 [MASS=20469]

ARHG3_HUMAN (Q9NR81) Rho guanine
nucleotide exchange factor 3 (Exchange factor
found in platelets and leukemic and neuronal
tissues) (XPLN) [MASS=59782]

ARHG8_HUMAN (Q72628) Neuroepithelial cell-
transforming gene 1 protein (p65 Net1 proto-
oncogene) (Rho guanine nucleotide exchange
factor 8) [MASS=67740]

ARHGA_HUMAN (015013) Rho guanine
nucleotide exchange factor 10 [MASS=151611]

ARI2_HUMAN (095376) Protein ariadne-2
homolog (ARI-2) (Triad1 protein)
[MASS=57819]

ARI4A_HUMAN (P29374) AT-rich interactive
domain-containing protein 4A (ARID domain-
containing protein 4A) (Retinoblastoma-binding
protein 1) (RBBP-1) [MASS=142666]

ARS2_HUMAN (Q9BXP5) Arsenite-resistance
protein 2 [MASS=100666]

ARSG_HUMAN (Q96EGH1) Arylsulfatase G
precursor (EC 3.1.6.-) (ASG) [MASS=57060]

ASCL3_HUMAN (Q9NQ33) Achaete-scute
homolog 3 (bHLH transcriptional regulator Sgn-
1) [MASS=20797]

0.63

0.99

0.00

0.00

0.00

*

0.82

6.35

6.94

12.31

16.11

6.27

2.52

2.70

3.85

3.34

2.40

6.29

6.67

0.52

0.47

0.53

0.27

0.59

0.46

0.00

0.00

0.00

0.00

0.00

0.00

KM[147]TVTDQVNC[330]PK

LSKELQAAQARLGADM[147]EDVC[330]GR

DLGGSAPLAIGLSVALGHLLAIDYTGCI[330]GINPAR

HRNWYIQATC[330]JATSGDGLYEGLDWLANQLK

DAEEPSNKR
ANCI[330]SLELPPASGPAKDAEEPSNKR

LNAYRGYC[330]SNQLAAK

VFM[147]LNDVLM[147]C[330]JATVSSRPSHDSRVMSSQR
MRPPGFLSR

SLQLEAQTYQRIHEKIQER

SEVATIDRRR
TSDC[339]IGSEGM[147]K
LTDASWYTVVFDDGDERTLRR

DPEQEVEKFVTSNTQELGKDK

DC[330]YTDVALPLYENLNIVEQPVNLSSLAQKYAEK

GC[330]JEYSYGPAFTR



AT12A_HUMAN (P54707) Potassium-
transporting ATPase alpha chain 2 (EC
3.6.3.10) (Proton pump) (Non-gastric H(+)/K(+)
ATPase subunit alpha) [MASS=115898]

0.00 7.97

AT1A1_HUMAN (P05023) Sodium/potassium-
transporting ATPase alpha-1 chain precursor
(EC 3.6.3.9) (Sodium pump 1) (Na+/K+
ATPase 1) [MASS=112895]

1.00 16.62

AT1A2_HUMAN (P50993) Sodium/potassium-
transporting ATPase alpha-2 chain precursor
(EC 3.6.3.9) (Sodium pump 2) (Na+/K+
ATPase 2) [MASS=112265]

0.82 4.41

0.41

0.37

0.20

0.00

11

11
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NNMNNMNNWW-=2NNDN

N

ADIGIAMGIAGSDAAK

LIVEGC[339]QRQDAVVAVTGDGVNDSPALK
LIIVEGC[330]QR

YGTDIIMGLSSTRAAELLARDGPNSLTPPK

NLEAVETLGSTSTIC[339]SDK
NIAFFSTNC[330]VEGTAR
C[339]SSILLHGK
M[147]GKGVGR
IAGLC[330]NR

PTWWFC[339]AFPYSLLIFVYDEVRK
NLEAVETLGSTSTIC[330]SDK

IISANGC[339]K

IISANGC[330]K
NLEAVETLGSTSTIC[330]SDKTGTLTQNR
AVAGDASESALLKC[330]IELC[339]C[339]GSVKEM[147]R
AC[330]VVHGSDLK

C[330]SSILLHGK

AC[339]VVHGSDLK

IISANGC[330]K

ACI[330]VVHGSDLKDM[147]TSEQLDDILK

IISSHGC[339]K
AC[330]VVHGSDLKDMTSEQLDEILK
NIC[330]FFSTNC[330]VEGTAR

N =
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AT1A3_HUMAN (P13637) Sodium/potassium-
transporting ATPase alpha-3 chain (EC 3.6.3.9)
(Sodium pump 3) (Na+/K+ ATPase 3)
(Alpha(lll)) [MASS=111734]

1.00 15.70 0.50

AT1A4_HUMAN (Q13733) Sodium/potassium-
transporting ATPase alpha-4 chain (EC 3.6.3.9)
(Sodium pump 4) (Na+/K+ ATPase 4)
[MASS=114166]

0.00 233 *

AT1B1_HUMAN (P05026) Sodium/potassium-
transporting ATPase subunit beta-1
(Sodium/potassium-dependent ATPase beta-1
subunit) [MASS=35061]

1.00 33.99 047

0.65

0.25

22

16

12

N

NNNWOWN-=_2DNDN

NNMNNMNNDNDN

NNWNNWW-=-N

YNTDC[339]VQGLTHSK
C[339]IELSSGSVKLMR
NITFFSTNC[330]VEGTAR

VLGFCI[330]JHYYLPEEQFPK

AC[330]VIHGTDLK
M[147]SVEEVC[330]R

C[330]STILLQGK

SPDC[339]THDNPLETR
AC[330]VIHGTDLKDFTSEQIDEILQNHTEIVFAR
VLGFC[339]HYYLPEEQFPK
MSVEEVC[330]RK

YNTDC[330]VQGLTHSK

IISAHGC[339]K
AC[339]VIHGTDLK
KYNTDC[339]VQGLTHSK
M[147]SVEEVC[330]RK
SPDC[330]THDNPLETR
M[147]SVEEVC[339]R

EVVMDDHKLTLEELSTKYSVDLTK

YNPNVLPVQC[330]TGKR

EGKPCI[330]IlIK
DSAQRDDM[147]IFEDC[330]GDVPSEPKER
DSAQRDDM[147]IFEDC[330]GDVPSEPK
YKDSAQRDDM[147]IFEDC[330]GDVPSEPK
EGKPCI[330]IlIK
YKDSAQRDDM[147]IFEDC[339]GDVPSEPK
DSAQRDDM[147]IFEDC[330]GDVPSEPK
YNPNVLPVQCI[330]TGK

YNPNVLPVQCI[339]TGK
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AT1B2_HUMAN (P14415) Sodium/potassium-
transporting ATPase subunit beta-2
(Sodium/potassium-dependent ATPase beta-2
subunit) [MASS=33326]

AT2A2_HUMAN (P16615)
Sarcoplasmic/endoplasmic reticulum calcium
ATPase 2 (EC 3.6.3.8) (Calcium pump 2)
(SERCA2) (SR Ca(2+)-ATPase 2) (Calcium-
transporting ATPase sarcoplasmic reticulum
type, slow twitch skeletal muscle isoform)
(Endoplasmic reticulum cla [MASS=114756]

AT2B1_HUMAN (P20020) Plasma membrane
calcium-transporting ATPase 1 (EC 3.6.3.8)
(PMCA1) (Plasma membrane calcium pump
isoform 1) (Plasma membrane calcium ATPase
isoform 1) [MASS=138754]

AT2B2_HUMAN (Q01814) Plasma membrane
calcium-transporting ATPase 2 (EC 3.6.3.8)
(PMCAZ2) (Plasma membrane calcium pump
isoform 2) (Plasma membrane calcium ATPase
isoform 2) [MASS=136875]

AT2B4_HUMAN (P23634) Plasma membrane
calcium-transporting ATPase 4 (EC 3.6.3.8)
(PMCA4) (Plasma membrane calcium pump
isoform 4) (Plasma membrane calcium ATPase
isoform 4) [MASS=137919]

AT5F1_HUMAN (P24539) ATP synthase B
chain, mitochondrial precursor (EC 3.6.3.14)
[MASS=28908]

AT8A1_HUMAN (Q9Y2Q0) Probable
phospholipid-transporting ATPase IA (EC
3.6.3.1) (Chromaffin granule ATPase II)
(ATPase class | type 8A member 1)
[MASS=131368]

1.00

0.99

1.00

0.99

0.99

2.76

4.41

2.94

9.49

1.61

2.34

4.64

0.89

0.84

0.66

0.55

0.81

0.07

0.00

0.05

0.00

0.00

NN NN

w
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NDVC[339]RPGR

C[330]THIR
NYLEPGKEC[330]VQPATK
VSFYQLSHFLQC[330]K
SM[147]SVYC[330]TPNKPSR

RDYQDVRNEIPEEALYK
C[330]GILHPGEDFLC[330]LEGKDFNR

NESSHGGEFGC[330]TM[147]EELR
M[147]LVTAVGVNSQTGIIFTLLGAGGEEEEKK
C[330]GIIHPGEDFLC[330]LEGK
ETYGDTEAIC[330]RR
EEIPEEELNEDVEEIDHAERELRR
TEC[339]GLLGFVLDLKQDYEPVR

TEC[330]JALLGFVTDLKQDYQAVR

C[339]IADLK
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M[147]PTM[147]RR
FC[330]NNHVSTAK
TIFINQPQLTKFC[339]NNHVSTAK
YPELYKTSQNALDFNTK
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ATAD2_HUMAN (Q6PL18) ATPase family AAA
domain-containing protein 2 [MASS=158553]

ATG4B_HUMAN (Q9Y4P1) Cysteine protease
ATG4B (EC 3.4.22.-) (Autophagy-related
protein 4 homolog B) (hRAPG4B) (Autophagin-1)
(Autophagy-related cysteine endopeptidase 1)
(AUT-like 1 cysteine endopeptidase)
[MASS=44309]

ATG7_HUMAN (095352) Autophagy-related
protein 7 (APG7-like) (Ubiquitin-activating
enzyme E1-like protein) (hAGP7)
[MASS=77959]

ATL1_HUMAN (Q8N6G6) ADAMTS-like protein
1 precursor (ADAMTSL-1) (Punctin-1)
[MASS=58416]

ATM_HUMAN (Q13315) Serine-protein kinase
ATM (EC 2.7.11.1) (Ataxia telangiectasia
mutated) (A-T, mutated) [MASS=350642]

ATN1_HUMAN (P54259) Atrophin-1
(Dentatorubral-pallidoluysian atrophy protein)
[MASS=124773]

ATP8 _HUMAN (P03928) ATP synthase protein
8 (EC 3.6.3.14) (ATPase subunit 8) (A6L)
[MASS=7992]

ATPA_HUMAN (P25705) ATP synthase alpha
chain, mitochondrial precursor (EC 3.6.3.14)
[MASS=59750]

ATPB_HUMAN (P06576) ATP synthase beta
chain, mitochondrial precursor (EC 3.6.3.14)
[MASS=56559]

*

*

0.00

0.00

0.35

0.89

1.00

*

6.55

10.94

5.12

11.81

2.45

1.94

16.18

7.59

6.62

0.73

0.67

1.02

1.30

0.00

0.00

0.00

0.00

0.03
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FDSVGGLSNHIAALK
LITNTAEAVLQKMDDMK
SLRARNIVQSTEHLHEDNGDVEVR
PRILIVGEPGFGQGSHLAPAVIHALEK
EILKIHTR

HC[339]FM[147]M[147]PQSLGVIGGK
LWFTYRKNFPAIGGTGPTSDTGWGC[339]MLR

C[339]C[339]PAIGTLYNTNTLESFK
GGM[147]GPRMVNLSEC[330]M[147]DPKR

TC[339]GGGASYSLRR
SNRVVADQYC[330]HYYPENIK
MAGPLTADFIVKIR
WLAQEWSPC[330]TVTC[330]GQGLR

LNDSLK
VAQSC[330]JAAHFTALLYAEIYADKKSMDDQEK
KLDASC[330]JAANNPSLKLTYTEC[330]LR
MTTDPM[147]LAYLQPFRTSRK

ERELERSVK
VEEASTPKVNKQGR

IC[330]SLHSLPPQS
IC[339]SLHSLPPQS

LYC[339]IYVAIGQK
LYC[339]IYVAIGQK

LYC[330]IYVAIGQK

YTIVVSATASDAAPLQYLAPYSGC[339]SM[147]GEYFR
LYC[330]IYVAIGQK

AIAELGIYPAVDPLDSTSRIM[147]DPNIVGSEHYDVAR
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ATPG_HUMAN (P36542) ATP synthase
gamma chain, mitochondrial precursor (EC
3.6.3.14) [MASS=32996]

ATR_HUMAN (Q13535) Serine/threonine-
protein kinase ATR (EC 2.7.11.1) (Ataxia

telangiectasia and Rad3-related protein) (FRAP-

related protein 1) [MASS=301365]

ATS10_HUMAN (Q9H324) ADAMTS-10
precursor (EC 3.4.24.-) (A disintegrin and
metalloproteinase with thrombospondin motifs
10) (ADAM-TS 10) (ADAM-TS10) (Fragment)
[MASS=118072]

ATS16_HUMAN (Q8TE57) ADAMTS-16
precursor (EC 3.4.24.-) (A disintegrin and
metalloproteinase with thrombospondin motifs
16) (ADAM-TS 16) (ADAM-TS16)
[MASS=136187]

ATS17_HUMAN (Q8TE56) ADAMTS-17
precursor (EC 3.4.24.-) (A disintegrin and
metalloproteinase with thrombospondin motifs
17) (ADAM-TS 17) (ADAM-TS17)
[MASS=121099]

ATS18_HUMAN (Q8TE60) ADAMTS-18
precursor (EC 3.4.24.-) (A disintegrin and
metalloproteinase with thrombospondin motifs
18) (ADAM-TS 18) (ADAM-TS18)
[MASS=135140]

ATS20_HUMAN (P59510) ADAMTS-20
precursor (EC 3.4.24 .-) (A disintegrin and
metalloproteinase with thrombospondin motifs
20) (ADAM-TS 20) (ADAM-TS20)
[MASS=214655]

1.00

0.00

0.00

0.00

0.00

11.07

5.14

3.99

3.43

4.66

4.34

1.41

2.85

0.86

0.29

0.58

0.04

0.00

0.00

0.00

0.00
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GLC[330]GAIHSSIAK
HLLIGVSSDR
SEVATLTAAGK
GLC[330]GAIHSSIAK

GLC[339]GAIHSSIAK

YATDSETVEPIISQLVTVLLKGC[330]QDANSQAR
HLVEM[147]DTDQLKLYEEPLSK
KMALNSLM[147]SLMKLMGPK
MALNSLMSLMKLMGPKHVSSVR
GSC[339]IEFSNWIITRLLR
FLDLIPQDTLAVASFRSKAYTR
FLDLIPQDTLAVASFRSKAYTR

ISLKGSDGK

C[339]SAQC[339]AGGSQVQAVEC[339]R
GQDPAKLMAAHITM[147]KTNPFVWSSC[330]NR

NEPC[339]DTLGFAPISGMC[330]SKYR
YMPQPPKEDLFILPDEYKSC[339]LR

GRNPSDLSWSSC[330]SRDDLENFLK
TPIPEHVDGDWSPWGAWSM[147]C[330]SRTC[330]GTGAR

KAEGNIMSPTLTGNNGVFSWSSC[339]SRQYLK
AEGNIMSPTLTGNNGVFSWSSC[330]SR

SSEALEPM[147]PFR
VNEFGEVFPQSHHFSR
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N
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ATS8_HUMAN (Q9UP79) ADAMTS-8
precursor (EC 3.4.24.-) (A disintegrin and
metalloproteinase with thrombospondin motifs
8) (ADAM-TS 8) (ADAM-TS8) (METH-2)
(METH-8) [MASS=96671]

ATS9_HUMAN (Q9P2N4) ADAMTS-9
precursor (EC 3.4.24.-) (A disintegrin and
metalloproteinase with thrombospondin motifs
9) (ADAM-TS 9) (ADAM-TS9) [MASS=216556]

AUMH_HUMAN (Q13825) Methylglutaconyl-
CoA hydratase, mitochondrial precursor (EC
4.2.1.18) (AU-specific RNA-binding enoyl-CoA
hydratase) (AU-binding protein/enoyl-CoA
hydratase) [MASS=35608]

B3A4_HUMAN (Q96Q91) Anion exchange
protein 4 (Anion exchanger 4) (Solute carrier
family 4 member 9) (Sodium bicarbonate
cotransporter 5) [MASS=108247]

B3GN3_HUMAN (Q9Y2A9) UDP-
GlcNAc:betaGal beta-1,3-N-
acetylglucosaminyltransferase 3 (EC 2.4.1.-)

(Beta3Gn-T3) (BGnT-3) (Core 1 extending beta-

1,3-N-acetylglucosaminyltransferase) (Core1-
beta3GIcNACT) (Beta-1,3-galactosyltransferase
8) (Beta-1,3-GalTase 8) [MASS=42515]

BARD1_HUMAN (Q99728) BRCA1-associated
RING domain protein 1 (BARD-1)
[MASS=86619]

BAT5_HUMAN (095870) Protein BAT5 (HLA-B-

associated transcript 5) (Protein G5)
[MASS=63112]

*

*

0.00

0.00

1.46

0.88

6.78

6.82

5.65

9.65

8.26

0.19

0.66

0.00

0.00
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C[330]GVC[339]GGKGNSC[330]RK

TPDSGLAQHPFQNEDYR

LVAACI[339]SAWLCI[330]PGLRLPGSLAGRR

FFC[330]LLLGPC[339]MLGKGYHEMGR
DDIVSM[147]DLGLINASLLPPPEC[330]TR
STPAAIIFPLMLLGLVGVRKALER

C[330JAQPVFLLLVIKSSPSNYVRR

DHAGWTPLHEAC[330JNHGHLK

NAVNIFGLR
C[330]MLGILNGC[339]WILKFEWVKAC[339]LR
NSNM[147]SDEFISLSPGTPPSTLSSSSYR

ALEKHADSILALASVFWSISYYSSPFAFFYLYR
QHLNLNNAEQLC[339]R
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BC11B_HUMAN (Q9COKO) B-cell
lymphoma/leukemia 11B (B-cell CLL/lymphoma
11B) (Radiation-induced tumor suppressor
gene 1 protein) (hRit1) (COUP-TF-interacting
protein 2) [MASS=95519]

BCAR3_HUMAN (O75815) Breast cancer anti-
estrogen resistance protein 3 (SH2 domain-
containing protein 3B) (Novel SH2-containing
protein 2) [MASS=92565]

BCL6B_HUMAN (Q8N143) B-cell
CLL/lymphoma 6 member B protein (Bcl6-
associated zinc finger protein) (Zinc finger
protein 62) [MASS=51618]

BCN1_HUMAN (Q14457) Beclin-1 (Coiled-coil
myosin-like BCL2-interacting protein) (Protein
GT197) [MASS=51896]

BCOR_HUMAN (Q6W2J9) BCoR protein (BCL-
6 corepressor) [MASS=192187]

BDH_HUMAN (Q02338) D-beta-
hydroxybutyrate dehydrogenase, mitochondrial
precursor (EC 1.1.1.30) (BDH) (3-
hydroxybutyrate dehydrogenase)
[MASS=38157]

BGAT_HUMAN (P16442) Histo-blood group
ABO system transferase (NAGAT) [Includes:
Glycoprotein-fucosylgalactoside alpha-N-
acetylgalactosaminyltransferase (EC 2.4.1.40)
(Fucosylglycoprotein alpha-N-
acetylgalactosaminyltransferase) (Histo-blood
group A trans [MASS=40934]

BIG1_HUMAN (Q9Y6DG6) Brefeldin A-inhibited
guanine nucleotide-exchange protein 1
(Brefeldin A-inhibited GEP 1) (p200 ARF-
GEP1) (p200 ARF guanine nucleotide
exchange factor) [MASS=208708]

3.13

6.42

5.21

6.00

3.25

16.91

6.21

2.70

1.62

0.00

GIC[339]PKQENIAGPC[330]R
HM[147]KTHGQIGKEVYR

GNLLRNKEK

ERPWEPAAAQM[147]EK
FMAEAADSYRM[147]NAERILAGFQPDEEM[147]NEIC[339]K

C[339]ETC[330]GSRFVQVAHLRAHVLIHTGEK

FFWDNKFDHAM[147]VAFLDC[330]VQQFKEEVEK

SWSEESLKPSDNEQGLPVFSGSPPMK
YSLNMYKALLPQQSYSLAQPLYSPVC[330]TNGER

M[147]ANPARSPYC[330]ITKFGVEAFSDC[330]LR
M[147]QIM[147]THLPGAISDMIYIR
VVNISSMLGRMANPAR

PMILFLIMLVLVLFGYGVLSPR

FNKEVMYAYVDQHDFSGK
NLINQTTAKATLTQMLNVIFARMENQALQEAK



BIG2_HUMAN (Q9Y6D5) Brefeldin A-inhibited
guanine nucleotide-exchange protein 2
(Brefeldin A-inhibited GEP 2) [MASS=202092]

BIRC6_HUMAN (Q9NRO09) Baculoviral IAP
repeat-containing protein 6 (Ubiquitin-
conjugating BIR-domain enzyme apollon)
[MASS=527606]

BIRC7_HUMAN (Q96CA5) Baculoviral IAP
repeat-containing protein 7 (Kidney inhibitor of
apoptosis protein) (KIAP) (Melanoma inhibitor
of apoptosis protein) (ML-IAP) (Livin)
[MASS=32798]

BPL1_HUMAN (P50747) Biotin--protein ligase
(EC 6.3.4.-) (Biotin apo-protein ligase)
[Includes: Biotin--[methylmalonyl-CoA-
carboxytransferase] ligase (EC 6.3.4.9); Biotin--
[propionyl-CoA-carboxylase [ATP-hydrolyzing]]
ligase (EC 6.3.4.10) (Holocarboxylase
[MASS=80759]

BRCA2_HUMAN (P51587) Breast cancer type
2 susceptibility protein (Fanconi anemia group
D1 protein) [MASS=384223]

BRD1_HUMAN (095696) Bromodomain-
containing protein 1 (BR140-like protein)
[MASS=119519]

BRWD2_HUMAN (Q9BZH6) Bromodomain and
WD repeat domain-containing protein 2 (WD
repeat protein 11) [MASS=136684]

BTBD8_HUMAN (Q5XKL5) BTB/POZ domain-
containing protein 8 [MASS=42774]

0.00

0.00

0.00

5.94

2.65

5.70

248

1.73

2.36

8.25

6.08

35.37 0.00
0.89 0.17
0.98 0.00
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BTBD9_HUMAN (Q96Q07) BTB/POZ domain-
containing protein 9 [MASS=69187]

BUB1_HUMAN (043683) Mitotic checkpoint
serine/threonine-protein kinase BUB1 (EC
2.7.11.1) (hBUB1) (BUB1A) [MASS=122374]

C163B_HUMAN (Q9NR16) Scavenger receptor
cysteine-rich type 1 protein M160 precursor
(CD163 antigen-like 1) (CD163b antigen)
[MASS=159263]

C1QBP_HUMAN (Q07021) Complement
component 1 Q subcomponent-binding protein,
mitochondrial precursor (Glycoprotein gC1gBP)
(C1gBP) (GC1g-R protein) (Hyaluronan-binding
protein 1) (Mitochondrial matrix protein p32)
(p33) [MASS=31362]

C560_HUMAN (Q99643) Succinate
dehydrogenase cytochrome b560 subunit,
mitochondrial precursor (Integral membrane
protein CII-3) (QPs1) (QPs-1) (Succinate
dehydrogenase complex subunit C) (Succinate-
ubiquinone oxidoreductase cytochrome B large
subunit) (CY [MASS=18610]

CABL2_HUMAN (Q9BTV7) CDK5 and ABL1
enzyme substrate 2 (Interactor with CDK3 2)
(Ik3-2) [MASS=52235]

CAC1E_HUMAN (Q15878) Voltage-dependent
R-type calcium channel subunit alpha-1E
(Voltage-gated calcium channel subunit alpha
Cav2.3) (Calcium channel, L type, alpha-1
polypeptide, isoform 6) (Brain calcium channel
I) (BIl) [MASS=261728]

CAC1F_HUMAN (060840) Voltage-dependent
L-type calcium channel subunit alpha-1F
(Voltage-gated calcium channel subunit alpha
Cav1.4) [MASS=219494]

0.00

*

0.20

0.99

1.00

0.00

4.41

5.62

2.27

9.57

7.69

3.56

3.59

3.10

0.10

1.26

1.03

0.00

0.00

0.05

0.02
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CAC1G_HUMAN (043497) Voltage-dependent
T-type calcium channel subunit alpha-1G
(Voltage-gated calcium channel subunit alpha
Cav3.1) (Cav3.1c) (NBR13) [MASS=262470]

CAC2D_HUMAN (P54289) Dihydropyridine-

sensitive L-type calcium channel subunits alpha:

2/delta precursor [Contains: L-type calcium
channel subunit alpha-2; L-type calcium
channel subunit delta] [MASS=123183]

CAD15_HUMAN (P55291) Muscle-cadherin
precursor (M-cadherin) (Cadherin-15)
(Cadherin-14) [MASS=88915]

CALX_HUMAN (P27824) Calnexin precursor
(Major histocompatibility complex class |
antigen-binding protein p88) (p90) (IP90)
[MASS=67568]

CAPS1_HUMAN (Q9ULU8) Calcium-
dependent secretion activator 1 (Calcium-
dependent activator protein for secretion 1)
(CAPS-1) [MASS=152786]

CAR10_HUMAN (Q9BWT7) Caspase
recruitment domain-containing protein 10
(CARD-containing MAGUK protein 3) (Carma
3) [MASS=115945]

CAR11_HUMAN (Q9BXL7) Caspase
recruitment domain-containing protein 11
(CARD-containing MAGUK protein 3) (Carma
1) [MASS=132641]

CASC5_HUMAN (Q8NG31) Protein CASC5
(Cancer susceptibility candidate gene 5 protein)
(ALL1-fused gene from chromosome 15g14)
(AF15914) (D40/AF15q14 protein)
[MASS=265191]

0.99

0.99

3.24

8.16

3.81

2.03

3.47
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3.75

5.25
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CASR_HUMAN (P41180) Extracellular calcium-
sensing receptor precursor (CaSR)

(Parathyroid Cell calcium-sensing receptor)
[MASS=120673]

CATL2_HUMAN (060911) Cathepsin L2
precursor (EC 3.4.22.43) (Cathepsin V)
(Cathepsin U) [MASS=37329]

CATS_HUMAN (P25774) Cathepsin S
precursor (EC 3.4.22.27) [MASS=37495]

CCD37_HUMAN (Q494V2) Coiled-coil domain-
containing protein 37 [MASS=71117]

CCNG1_HUMAN (P51959) Cyclin-G1 (Cyclin-
G) [MASS=34074]

CCR6_HUMAN (P51684) C-C chemokine
receptor type 6 (C-C CKR-6) (CC-CKR-6) (CCR
6) (LARC receptor) (GPR-CY4) (GPRCY4)
(Chemokine receptor-like 3) (CKR-L3) (DRY®6)
(G-protein coupled receptor 29) (CD196
antigen) [MASS=42494]

CD59_HUMAN (P13987) CD59 glycoprotein
precursor (Membrane attack complex inhibition
factor) (MACIF) (MAC-inhibitory protein) (MAC-
IP) (Protectin) (MEM43 antigen) (Membrane
inhibitor of reactive lysis) (MIRL) (20 kDa
homologous restriction factor) (HRF-20
[MASS=14177]

CD81_HUMAN (P60033) CD81 antigen (26
kDa cell surface protein TAPA-1) (Target of the
antiproliferative antibody 1) (Tetraspanin-28)
(Tspan-28) [MASS=25809]

CD82_HUMAN (P27701) CD82 antigen
(Inducible membrane protein R2) (C33 antigen)
(IA4) (Metastasis suppressor Kangai 1)
(Suppressor of tumorigenicity-6) (Tetraspanin-
27) (Tspan-27) [MASS=29625]

0.00

*

*

0.00

1.00

1.00

0.00

3.90

5.69

8.76

8.51

16.95

5.61

18.75

16.53

7.49

0.82

0.17

0.54
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1.07

0.00

0.00
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0.16
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CD86_HUMAN (P42081) T-lymphocyte
activation antigen CD86 precursor (Activation
B7-2 antigen) (CTLA-4 counter-receptor B7.2)
(B70) (FUN-1) (BU63) [MASS=37696]

CD9_HUMAN (P21926) CD9 antigen (p24)
(Leukocyte antigen MIC3) (Motility-related
protein) (MRP-1) (Tetraspanin-29) (Tspan-29)
[MASS=25285]

CDC42_HUMAN (P60953) Cell division control
protein 42 homolog precursor (G25K GTP-
binding protein) [MASS=21310]

CDK5_HUMAN (Q00535) Cell division protein
kinase 5 (EC 2.7.11.22) (Tau protein kinase I
catalytic subunit) (TPKII catalytic subunit)
(Serine/threonine-protein kinase PSSALRE)
[MASS=33304]

CDK6_HUMAN (Q00534) Cell division protein
kinase 6 (EC 2.7.11.22) (Serine/threonine-
protein kinase PLSTIRE) [MASS=36938]

CDKL1_HUMAN (Q00532) Cyclin-dependent
kinase-like 1 (EC 2.7.11.22) (Serine/threonine-
protein kinase KKIALRE) (Protein kinase p42
KKIALRE) [MASS=41701]

CDON_HUMAN (Q4KMGOQ) Cell adhesion
molecule-related/down-regulated by oncogenes
precursor [MASS=139233]

CECR2_HUMAN (Q9BXF3) Cat eye syndrome
critical region protein 2 [MASS=164214]

CELR1_HUMAN (Q9NYQ6) Cadherin EGF
LAG seven-pass G-type receptor 1 precursor
(Flamingo homolog 2) (hFmi2) [MASS=329484]

1.00

8.51

11.01

0.00 25.65

*

0.00

3.08

5.52

8.12

2.56

2.36

0.33

0.99

0.30

0.10

0.00
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CELR2_HUMAN (Q9HCU4) Cadherin EGF

LAG seven-pass G-type receptor 2 precursor
(Epidermal growth factor-like 2) (Multiple 0.00
epidermal growth factor-like domains 3)

(Flamingo 1) [MASS=317450]

CELR3_HUMAN (Q9NYQ7) Cadherin EGF

LAG seven-pass G-type receptor 3 precursor
(Flamingo homolog 1) (hFmi1) (Multiple .
epidermal growth factor-like domains 2)

(Epidermal growth factor-like 1)

[MASS=358255]

CENB1_HUMAN (Q15027) Centaurin-beta 1 .
(Cnt-b1) [MASS=81535]

CENB2_HUMAN (Q15057) Centaurin-beta 2
(Cnt-b2) [MASS=88028]

CENB5_HUMAN (Q96P50) Centaurin-beta 5 .
(Cnt-b5) [MASS=84664]

0.00

CEND1_HUMAN (Q8WzZ64) Centaurin-delta 1
(Cnt-d1) (Arf-GAP, Rho-GAP, ankyrin repeat N
and pleckstrin homology domain-containing

protein 2) (PARX protein) [MASS=193422]

CEND2_HUMAN (Q96P48) Centaurin-delta 2
(Cnt-d2) (Arf-GAP, Rho-GAP, ankyrin repeat .
and pleckstrin homology domain-containing

protein 1) [MASS=136263]

CENPF_HUMAN (P49454) CENP-F
kinetochore protein (Centromere protein F)
(Mitosin) (AH antigen) [MASS=367592]

CEP70_HUMAN (Q8NHQ1) Centrosomal
protein of 70 kDa (Cep70 protein) (p10-binding  0.00
protein) [MASS=69751]

CF170_HUMAN (Q96NH3) Protein C60rf170 N
[MASS=143651]

CF182_HUMAN (Q8IYX8) Protein C6orf182 N
[MASS=53648]

3.42

3.96

7.03

3.21

6.59

1.47

6.69

2.52

11.73

2.25

8.04

1.53

0.46

0.39

0.00

0.00

0.00
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CFAB_HUMAN (P00751) Complement factor B
precursor (EC 3.4.21.47) (C3/C5 convertase)
(Properdin factor B) (Glycine-rich beta

glycoprotein) (GBG) (PBF2) [Contains: 0.00
Complement factor B Ba fragment;

Complement factor B Bb fragment]

[MASS=85532]

CH60_HUMAN (P10809) 60 kDa heat shock
protein, mitochondrial precursor (Hsp60) (60
kDa chaperonin) (CPN60) (Heat shock protein
60) (HSP-60) (Mitochondrial matrix protein P1)
(P60 lymphocyte protein) (HuCHAG0)
[MASS=61054]

1.00

CHCH3_HUMAN (Q9NX63) Coiled-coil-helix-
coiled-coil-helix domain-containing protein 3 1.00
[MASS=26152]

CHCH6_HUMAN (Q9BRQ6) Coiled-coil-helix-
coiled-coil-helix domain-containing protein 6 0.00
[MASS=26458]

CHD1_HUMAN (014646) Chromodomain-
helicase-DNA-binding protein 1 (EC 3.6.1.-) "
(ATP-dependent helicase CHD1) (CHD-1)
[MASS=196517]

CHD3_HUMAN (Q12873) Chromodomain
helicase-DNA-binding protein 3 (EC 3.6.1.-)
(ATP-dependent helicase CHD3) (CHD-3) (Mi-2 0.00
autoantigen 240 kDa protein) (Mi2-alpha) (Zinc-

finger helicase) (hZFH) [MASS=226590]

8.12

18.15

29.52

3.40

3.57

7.20
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CHD8_HUMAN (Q9HCK8) Chromodomain-
helicase-DNA-binding protein 8 (EC 3.6.1.-)
(ATP-dependent helicase CHD8) (CHD-8)
(Helicase with SNF2 domain 1)
[MASS=262315]

CHIC1_HUMAN (Q5VXU3) Cysteine-rich
hydrophobic domain 1 protein (Brain X-linked
protein) [MASS=25616]

CHMP3_HUMAN (Q9Y3E7) Charged
multivesicular body protein 3 (Chromatin-
modifying protein 3) (Vacuolar protein sorting
24) (hVps24) (Neuroendocrine differentiation
factor) [MASS=24942]

CHSS3_HUMAN (Q70JA7) Chondroitin sulfate
synthase 3 (EC 2.4.1.175) (Glucuronosyl-N-
acetylgalactosaminyl-proteoglycan 4-beta-N-
acetylgalactosaminyltransferase Il) (Chondroitin
synthase 2) (N-acetylgalactosaminyl-
proteoglycan 3-beta-glucuronosyltransferase
[MASS=100356]

CHSTE_HUMAN (Q8NCHO0) Carbohydrate
sulfotransferase D4ST1 (EC 2.8.2.-) (Dermatan
4-sulfotransferase 1) (D4ST-1) (hD4ST)
[MASS=42997]

Cl004_HUMAN (Q9POK9) Protein C9orf4
(Brain protein CG-6) [MASS=37270]

CIC_HUMAN (Q96RKO0) Protein capicua
homolog [MASS=163789]

CISY_HUMAN (075390) Citrate synthase,
mitochondrial precursor (EC 2.3.3.1)
[MASS=51712]

CJ067_HUMAN (Q81YJ2) Protein C100rf67
[MASS=21463]

0.00

0.79

2.91

6.25
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€J070_HUMAN (Q9NZ45) Protein C100rf70
[MASS=12199]

€J084_HUMAN (Q9H8W3) Protein C100rf84
[MASS=27021]

CK5P2_HUMAN (Q96SN8) CDK5 regulatory
subunit-associated protein 2 (CDK5 activator-
binding protein C48) (Centrosome-associated
protein 215) [MASS=215036]

CLC10_HUMAN (Q8IUN9) C-type lectin
domain family 10 member A (C-type lectin
superfamily member 14) (Macrophage lectin 2)
(CD301 antigen) [MASS=35446]

CLD6_HUMAN (P56747) Claudin-6 (Skullin 2)
[MASS=23291]

CLH1_HUMAN (Q00610) Clathrin heavy chain
1 (CLH-17) [MASS=191482]

CLH2_HUMAN (P53675) Clathrin heavy chain
2 (CLH-22) [MASS=187029]

CLIC6_HUMAN (Q96NY7) Chloride
intracellular channel 6 [MASS=73011]

1.00 40.74

* 7.30
0.00 238

* 2.53
0.00 14.09
1.00 5.79
0.00 3.05
0.00 3.12

1.12

0.36

0.90

0.51

0.73

0.06

0.00

0.00

0.18

0.00
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IVHAFDM[147]EDLGDKAVYC[339]R
IVHAFDM[147]EDLGDKAVYC[330]R
KFPFC[339]DGAHTK

AVYC[330]R

KFPFC[330]DGAHTK

FPFC[339]DGAHTK
KFPFC[339]DGAHTK

FPFC[339]DGAHTK
IVHAFDMEDLGDKAVYCI[330]R
FPFC[330]DGAHTK

ELGVKIAKAVAC[339]HNFVK

YPM[147]ESDNSFDLFDSSQAVTPK
GGC[330]JKNGYLRHTESK
LHKKLFEQEK

EEQNFVQK

M[147]JASAGM[147]QILGVVLTLLGWVNGLVSC[330]JALPMWK

YESLELC[330]RPVLQQGR
RDPHLAC[330]VAYER
IHEGC[330]EEPATHNALAK
HNIM[147]DFAMPYFIQVMKEYLTK
RDPHLAC[339]VAYER
IHEGC[339]EEPATHNALAK
IHEGC[330]EEPATHNALAK
IHEGC[339]EEPATHNALAK
VNPSRLPVVIGGLLDVDC[330]SEDVIK
RDPHLAC[330]VAYER
AHIAQLC[330]EK

C[339]NEPAVWSQLAQAQLQK
GYFEELILLLEAALGLERAHM[147]GMFTELAILYSK

DEFTNTC[330]PADQEIEHAYSDVAK
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CM007_HUMAN (Q5WOB1) Protein C130rf7
[MASS=81116]

CMC1_HUMAN (0O75746) Calcium-binding
mitochondrial carrier protein Aralar1
(Mitochondrial aspartate glutamate carrier 1)
(Solute carrier family 25 member 12)
[MASS=74755]

CMC2_HUMAN (Q9UJS0) Calcium-binding
mitochondrial carrier protein Aralar2
(Mitochondrial aspartate glutamate carrier 2)
(Solute carrier family 25 member 13) (Citrin)
[MASS=74175]

CNO050_HUMAN (Q96LQO0) Protein C140rf50
[MASS=49440]

CN145_HUMAN (Q6ZU80) Protein C14orf145
[MASS=73571]

CN159_HUMAN (Q723D6) Protein C140rf159,

mitochondrial precursor [MASS=66436]

1.00

0.00

0.00

0.00

6.20

10.32

2.52

10.43

3.21

6.17

1.01

1.63

1.07

0.02

0.00

0.00
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TSSEASMDAAYLDKISELDSMMSESDNSK
IQSSLSSASPSKATKS

AGQTTYSGVIDC[330]FRK
NIFLQYASTEVDGERYMTPEDFVQR
AGQTTYSGVIDC[339]FRK
AGQTTYSGVIDC[330]FR
DIPFSAIYFPVYAHC[330]K

TGRVTAIDFRDIMVTIR

IQDTLDLVMKTLSSHTSC[339]PK
IC[330]SFTTFM[147]RNK

YCI[339]ILVLGLAVPDK

EKDELKTQLYAALQQIENLR

PNIRNTSSM[147]JAGELR
AC[339]C[339]SLGGEQGQPVHM[147]GDPELLGIK
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CN37_HUMAN (P09543) 2',3'-cyclic-nucleotide
3'-phosphodiesterase (EC 3.1.4.37) (CNP) 1.00 19.71 0.95
(CNPase) [MASS=47578]

CN37_HUMAN (P09543) 2',3'-cyclic-nucleotide
3'-phosphodiesterase (EC 3.1.4.37) (CNP) 1.00 19.71 0.95
(CNPase) [MASS=47578]

CNTN1_HUMAN (Q12860) Contactin-1
precursor (Neural cell surface protein F3) 1.00 216 0.53
(Glycoprotein gp135) [MASS=113320]

CNTP1_HUMAN (P78357) Contactin-
associated protein 1 precursor (Caspr)
(Caspr1) (Neurexin 4) (Neurexin 1V) (p190)
[MASS=156266]

077 462 0.85

0.09

0.09

0.17

0.02
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33

N

N WNNN

RPPGVLHC[339]TTK

AHITLGC[339]AADVEAVQTGLDLLEILR

DKPELQFPFLQDEDTVATLLEC[330]K
AHITLGC[330]JAADVEAVQTGLDLLEILR
RPPGVLHC[330]TTK
DKPELQFPFLQDEDTVATLLEC[339]K

RLDEDLAAYC[330]R
FC[330]DYGK

DKPELQFPFLQDEDTVATLLEC[339]K
DKPELQFPFLQDEDTVATLLEC[330]K

RPPGVLHC[330]TTK

LDC[330]AQLK

AHITLGC[339]AADVEAVQTGLDLLEILR

RPPGVLHC[339]TTK
AHITLGC[330]JAADVEAVQTGLDLLEILR

VIIEC[330]KPK
NDGGIYTC[330]JFAENNR

PGRPVPGYR
C[330]SPNM[147]C[330]EHDGR
C[339]SPNM[147]C[339]EHDGR

PMTAELAEALRVQGELSESNC[339]GAM[147]PR

LNLDTEM[147]FIGGLVGAARK
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CO7A1_HUMAN (Q02388) Collagen alpha-
1(VII) chain precursor (Long-chain collagen)
(LC collagen) [MASS=295217]

COE4_HUMAN (Q9BQW3) Transcription factor

COE4 (Early B-cell factor 4) (EBF-4) (OIf-1/EBF-

like 4) (OE-4) (O/E-4) [MASS=68360]

COF1_HUMAN (P23528) Cofilin-1 (Cofilin, non-
muscle isoform) (18 kDa phosphoprotein) (p18)
[MASS=18371]

COG5_HUMAN (Q9UP83) Conserved
oligomeric Golgi complex component 5 (13S
Golgi transport complex 90 kDa subunit) (GTC-
90) (Golgi transport complex 1) [MASS=92718]

COPA_HUMAN (P53621) Coatomer subunit
alpha (Alpha-coat protein) (Alpha-COP)
(HEPCOP) (HEP-COP) [Contains: Xenin
(Xenopsin-related peptide); Proxenin]
[MASS=138331]

COPG_HUMAN (Q9Y678) Coatomer subunit
gamma (Gamma-coat protein) (Gamma-COP)
[MASS=97718]

COQ5_HUMAN (Q5HYKS3) Ubiquinone
biosynthesis methyltransferase COQ5,
mitochondrial precursor (EC 2.1.1.-)
[MASS=37140]

CORO7_HUMAN (P57737) Coronin-7 (70 kDa
WD repeat tumor rejection antigen homolog)
[MASS=100574]

COX5B_HUMAN (P10606) Cytochrome c
oxidase polypeptide Vb, mitochondrial
precursor (EC 1.9.3.1) [MASS=13696]

3.36

6.37

13.33

2.38

8.74

10.41

4.89

4.97

4.65
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GPEASVTQTPVC[330]PRGLADVVFLPHATQDNAHR
EGRDGPK

AGGVGEAGRPGERGER

GEPGSNGDQGPK

FGTREAC[339]ER
IRDMPYMDPSGNNLGTAVVTAHR

FQVVVSTTVSVDGHVLAVSDNM[147]FVHNNSKHGR
LRPRAAPPK

M[147]LPDKDC[330]R

M[147]LPDKDC[339]R
HELQANC[330]YEEVKDR
MLPDKDC[339]R

MRLAADFAQMELAVGPFC[339]RR

ALDDKNCI[330]WEKLGEVALLQGNHQIVEMC[339]YQR
ASNLENSTYDLYTIPKDADSQNPDAPEGKR
LGEVALLQGNHQIVEM[147]C[339]YQRTK
NC[330]WEKLGEVALLQGNHQIVEMC[330]YQR

ATFYLNVLEQKQK
YIRFIYNR
VM[147]KLNFEAAWDEVGDEFEKEETFTLSTIK
EM[147]SC[330]IAEDVIIVTSSLTKDM[147]TGKEDNYR
RC[339]VM[147]DDDNEVRDR

FLC[339]LEFSQVNNPLISR

TEC[339]DVREVELMRC[339]LR
VAHLGC[339]HSDLVTDLDFSPFDDFLLATGSADR

C[339]GAHYK
C[339]GAHYK
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COX7C_HUMAN (P15954) Cytochrome ¢
oxidase polypeptide Vllc, mitochondrial
precursor (EC 1.9.3.1) [MASS=7245]

CPLX1_HUMAN (014810) Complexin-1
(Complexin 1) (CPX 1) (Synaphin-2)
[MASS=15030]

CPLX2_HUMAN (Q6PUV4) Complexin-2
(Complexin Il) (CPX II) (Synaphin-1)
[MASS=15394]

CPNE3_HUMAN (075131) Copine-3 (Copine
1) [MASS=60130]

CPNE6_HUMAN (095741) Copine-6 (Copine
VI) (Neuronal-copine) (N-copine)
[MASS=61991]

CRSP8_HUMAN (Q6P2C8) CRSP complex
subunit 8 (Cofactor required for Sp1
transcriptional activation subunit 8)
(Transcriptional coactivator CRSP34) (P37
TRAP/SMCC/PC2 subunit) [MASS=35432]

CRTC_HUMAN (P27797) Calreticulin precursor

(CRP55) (Calregulin) (HACBP) (ERp60)
(grp60) [MASS=48141]

CRYM_HUMAN (Q14894) Mu-crystallin
homolog (NADP-regulated thyroid-hormone-
binding protein) [MASS=33775]

CS016_HUMAN (Q8ND99) Uncharacterized
protein C190rf16 [MASS=60172]

CSDE1_HUMAN (075534) Cold shock domain-

containing protein E1 (UNR protein) (N-ras
upstream gene protein) [MASS=88884]

CSKI1_HUMAN (Q8WXD9) Caskin-1 (CASK-
interacting protein 1) [MASS=149813]

CSMD1_HUMAN (Q96PZ7) CUB and sushi
domain-containing protein 1 precursor (CUB
and sushi multiple domains protein 1)
[MASS=388867]

0.99

0.99

0.62

0.00

1.00

0.98

*

0.00

*

26.98

14.93

11.19

10.06

1.62

5.47

3.12

2.87

11.29

1.88

5.31

0.56

0.98

0.43

2.62

0.82

1.70

0.61

0.94

0.00

0.11

0.00

0.00

0.00

0.00

0.00

M[147]C[339]LYFGSAFATPFLVVR

MEFVMKQALGGATK
QGIRDK

AALEQPC[330]EGSLTRPK

SC[330]LPQIKLYGPTNFSPIINHVAR
EALAQC[339]VLAEIPQQVVGYFNTYK
NSGVISVK

VSC[330]HGLLDR

C[330]GKFLQDGLPPTWRDFR

HEQNIDC[339]GGGYVK
HEQNIDC[330]GGGYVK

GVKPAHC[330]EK

TQETDVVEM[147]TTQAKSPESPFTVTKK
EKAGPM[147]GSHQGPGPPPC[339]QK
ASAASASPRKASAVPAPPQK

GPDNSMGFGAERKIR

GSGGHALHAGSEGVKLLATVLSQKSVSESGPGDSPAK
TLSGPVTGLLATARR
AGDIITVLEQHPDGRWKGC[330]IHDNR

EAC[330]FDPGNIM[147]NGTRVGTDFK



CSPG2_HUMAN (P13611) Versican core
protein precursor (Large fibroblast
proteoglycan) (Chondroitin sulfate proteoglycan
core protein 2) (PG-M) (Glial hyaluronate-
binding protein) (GHAP) [MASS=372817]

CSPG3_HUMAN (0O14594) Neurocan core
protein precursor (Chondroitin sulfate
proteoglycan 3) [MASS=142972]

CSR2B_HUMAN (Q9H8ES8) Cysteine-rich
protein 2-binding protein (CSRP2-binding
protein) (CRP2BP) (CRP2-binding partner)
[MASS=88801]

CT135_HUMAN (Q9H3Z7) Uncharacterized
protein C200rf135 [MASS=52554]

CTBP1_HUMAN (Q13363) C-terminal-binding
protein 1 (EC 1.1.1.-) (CtBP1) [MASS=47535]

CTL2_HUMAN (Q8IWA5) Choline transporter-
like protein 2 (Solute carrier family 44 member
2) [MASS=80151]

CTN1_HUMAN (P35221) Alpha-1 catenin
(Cadherin-associated protein) (Alpha E-
catenin) (NY-REN-13 antigen) [MASS=100071]

CTNB1_HUMAN (P35222) Beta-catenin
[MASS=85496]

CU005_HUMAN (Q9Y3R5) Protein C210rf5
[MASS=258222]

1.00

1.00

0.27

0.99

1.00

3.65

3.10

4.73

2.56

7.50

4.25

1.32

2.82

5.27

0.48

0.54

2.28

0.47

0.75

0.17

0.49

0.00

0.00

0.00
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SPQETYDVYC[330]YVDHLDGDVFHLTVPSK
ILVEGISTVIYPSLQTEMTHR
MFEHDFRWTDGSTLQYENWR
AQC[339]GGGLLGVR
FTFEEAAKEC[330JENQDAR
FTFEEAAKEC[330]ENQDAR
FTFEEAAKEC[339]ENQDAR
VGHDYQWIGLNDKM[147]FEHDFR
FDAYC[330]FKPK

LGSGSVQAALAELVALPC[330]LFTLQPR
C[330]GGPAPGVR

FQGHC[330]YR
LGSGSVQAALAELVALPC[330]LFTLQPR
FQGHC[339]YR

TSTWWSTVAGCI[339]LSVGSPM[147]YFR
DYETKPPKLQLLSQIR

GNELLLRLLEHR

SAGDLGIAVC[330]NVPAASVEETADSTLC[330]HILNLYR

DGDC[330]PAVLIPSKPLAR
C[330]QFAFYGGESGYHR

LLILADMADVYK

HQEAEMAQNAVRLHYGLPVVVK

C[330]FEEC[339]FRPVK
PFRVLISLLDKPEIGPQVVGNLFLEVIR
EQKYMLGTNHQLTVK
SIIDHLLTHEKTM[147]FK
QKILDFLNPLTAHLGVQLTAAVAAVWSR
TPNLENK

RPVDLLGATKGSSSVYFK
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CU055_HUMAN (Q9NX36) J domain- . 503 . . N 2 AYRKVLSHVIEQTNASQSK
containing protein C210rf55 [MASS=45805] ’ 1 EYYR

CU063_HUMAN (P58658) Protein C210rf63 N

precursor (SUE21) [MASS=49483] 4.08 1 2 DGEYGINFDPSGSKVLRK

CUGB1_HUMAN (Q92879) CUG triplet repeat
RNA-binding protein 1 (CUG-BP1) (RNA-

binding protein BRUNOL-2) (Deadenylation . ess - . . ) AMHQAQTMEGC[330]SSPM[147]VVKFADTQK
factor CUG-BP) (50 kDa Nuclear ’ 1 SKNDSKPY

polyadenylated RNA-binding protein) (EDEN-

BP) [MASS=52063]

CUTA_HUMAN (060888) Protein CutA

precursor (Brain acetylcholinesterase putative o5 1473 397 000 1 1 3 RLAAC[339]VNLIPQITSIYEWKGK

membrane anchor) (Acetylcholinesterase-
associated protein) [MASS=19116]

CUTL1_HUMAN (P39880) Homeobox protein

cut-like 1 (CCAAT displacement protein) (CDP) * 2.13 * * * 2 2 ﬁii;gﬁlﬁgg]ﬁlséll_ggéé
[MASS=164271]
CX022_HUMAN (Q6ZTRS5) Protein CXorf22 2  RLEC[330]IHFGPVFFGSSK
[MASS=110392] 0.00 307 023 0.00 ! 2 2  NYAPVAM[147]LQSAMTR
2 HGGEDYVFSLLTGYC[339]EPPTGVSLR
CY1_HUMAN (P08574) Cytochrome c1, heme 2  HLVGVCI[330]YTEDEAK
protein, mitochondrial precursor (Cytochrome c- 1.00 16.62 1.04 0.05 6 4 2 HLVGVC[339]YTEDEAK
1) [MASS=35390] 2 HGGEDYVFSLLTGYC[330]EPPTGVSLR
2 GAGLPGARAR
2 DVCI330]TFLR

CYTC_HUMAN (P01034) Cystatin C precursor
(Neuroendocrine basic polypeptide) (Gamma- * 11.64 * * * 1
trace) (Post-gamma-globulin) [MASS=15799]

3  TQPNLDNC[330]PFHDQPHLK

D1IP_HUMAN (Q9NYX4) D1 dopamine 3 TQTEYQLSSPDQQNFPDLEGQRLNC[339]SHPEEGR
receptor-interacting protein calcyon * 41.01 * * * 3 3 DPGDQDGAAM[147]DSVPLISPLDISQLQPPLPDQVVIK
[MASS=23434] 3 HKIC[339]TPLTLEM[147]YYTEMDPERHR
DAPK1_HUMAN (P53355) Death-associated

2  TDVILILELVAGGELFDFLAEK

protein kinase 1 (EC 2.7.11.1) (DAP kinase 1) 2.58 2 2 LFVLDAGASGSKDMK

[MASS=160220]



DAPK3_HUMAN (043293) Death-associated
protein kinase 3 (EC 2.7.11.1) (DAP kinase 3) .
(DAP-like kinase) (DIk) (ZIP-kinase)

[MASS=52535]

DAXX_HUMAN (Q9UERY7) Death domain-
associated protein 6 (Daxx) (hDaxx) (Fas death N
domain-associated protein) (ETS1-associated
protein 1) (EAP1) [MASS=81372]

DB110_HUMAN (Q30KRO0) Beta-defensin 110
precursor (Defensin, beta 110) (Beta-defensin ~ 0.00
10) (DEFB-10) [MASS=7672]

DC12_HUMAN (Q96FZ2) UPF0361 protein N
DC12 [MASS=40575]

DCAK2_HUMAN (Q8N568) Serine/threonine-
protein kinase DCAMKL2 (EC 2.7.11.1) .
(Doublecortin-like and CAM kinase-like 2)
[MASS=83639]

DCE2_HUMAN (Q05329) Glutamate

decarboxylase 2 (EC 4.1.1.15) (Glutamate
decarboxylase, 65 kDa isoform) (GAD-65) (65 *
kDa glutamic acid decarboxylase)

[MASS=65411]

DCUP_HUMAN (P06132) Uroporphyrinogen
decarboxylase (EC 4.1.1.37) (URO-D) (UPD) *
[MASS=40787]

DDR1_HUMAN (Q08345) Epithelial discoidin
domain-containing receptor 1 precursor (EC

2.7.10.1) (Epithelial discoidin domain receptor

1) (Tyrosine kinase DDR) (Discoidin receptor 0.00
tyrosine kinase) (Tyrosine-protein kinase CAK)

(Cell adhesion kinase) (TRK E)

[MASS=101127]

DDX46_HUMAN (Q7L014) Probable ATP-
dependent RNA helicase DDX46 (EC 3.6.1.-) "
(DEAD box protein 46) (PRP5 homolog)
[MASS=117460]

3.74

243

2419

5.37

2.87

17.61

4.36

5.26

4.94

0.83

0.44

0.00

0.00
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LENRYEALAKQVASEM[147]R

LC[330]ELKDC[339]SSLTGRVIEQR

TFC[330]DDVEYDYGYC[330]IK

VWDNWR
C[330]VVLADGFYEWQR

SLSDNVNLPQGVRTIYTIDGSR

EEGLMQNC[330]NQMHASYLFQQDK
IWMHVDAAWGGGLLMSR
KMREIIGWPGGSGDGIFSPGGAISNMYAM[147]MIAR
VNFFRMVISNPAATHQDIDFLIEEIERLGQDL

LREAGLAPVPMIIFAK

VLEEELTVHLSVPGDTILINNR
AFQAM[147]QVHC[330]NNMHTLGARLPGGVEC[330]R

ASYPC[339]M[147]SLHGGIDQYDRDSIINDFKNGTC[330]K
EGNEMEGEELDPLDAYMEEVK
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DECR_HUMAN (Q16698) 2,4-dienoyl-CoA
reductase, mitochondrial precursor (EC
1.3.1.34) (2,4-dienoyl-CoA reductase [NADPH])
(4-enoyl-CoA reductase [NADPH])
[MASS=36067]

DEN1A_HUMAN (Q8TEH3) DENN domain-
containing protein 1A [MASS=110576]

DEST_HUMAN (P60981) Destrin (Actin-
depolymerizing factor) (ADF) [MASS=18374]

DGAT1_HUMAN (O75907) Diacylglycerol O-
acyltransferase 1 (EC 2.3.1.20) (Diglyceride
acyltransferase) (ACAT-related gene product 1)
[MASS=55278]

DGKQ_HUMAN (P52824) Diacylglycerol kinase
theta (EC 2.7.1.107) (Diglyceride kinase theta)
(DGK-theta) (DAG kinase theta)
[MASS=101403]

DGKZ_HUMAN (Q13574) Diacylglycerol kinase
zeta (EC 2.7.1.107) (Diglyceride kinase zeta)
(DGK-zeta) (DAG kinase zeta) [MASS=124122]

DHB4_HUMAN (P51659) Peroxisomal
multifunctional enzyme type 2 (MFE-2) (D-
bifunctional protein) (DBP) (17-beta-
hydroxysteroid dehydrogenase 4) (17-beta-
HSD 4) [Includes: D-3-hydroxyacyl-CoA
dehydratase (EC 4.2.1.107) (3-alpha,7-
alpha,12-alpha-trinydroxy-5 [MASS=79555]

DHDDS_HUMAN (Q86SQ9) Dehydrodolichyl
diphosphate synthase (EC 2.5.1.-) (Dedol-PP
synthase) [MASS=38689]

0.00

0.99

0.00

0.00

0.99

20.00

3.57

7.32

5.74

3.18

2.60

6.67

6.31

1.29

0.57

0.19

0.26

0.48

0.00

0.00

0.00

0.00

0.00

N

LGTVEELANLAAFLC[339]SDYASWINGAVIK
RFFSYGTKILYQNTEALQSK
KM[147]DVLKATAEQISSQTGNK

LYHQWLSTVRKGSGAILNTVK
SSARAAETKQGLALR

HFVGM[147]LPEKDC[330]R

GSSKWM[147]ARTGVFLASAFFHEYLVSVPLR

QC[330]HQDGHQDHDTHHHHWR
LRSLVLPPAC[330]VR

DLAKHIR
SGLQHLAPPPPTPGAPC[330]SESER

ARGNIM[147]LSQKLQM[147]ILK
SNIHC[330]NTIAPNAGSR
GNIM[147]LSQKLQMILKDYAK

C[330]QVERQEGHSQGFNKLAETLR



DHE3_HUMAN (P00367) Glutamate
dehydrogenase 1, mitochondrial precursor (EC
1.4.1.3) (GDH) [MASS=61397]

DHE4_HUMAN

DHPR_HUMAN (P09417) Dihydropteridine
reductase (EC 1.5.1.34) (HDHPR) (Quinoid
dihydropteridine reductase) [MASS=25803]

DHR11_HUMAN (Q6UWP2)
Dehydrogenase/reductase SDR family member
11 precursor (EC 1.-.-.-) [MASS=28308]

DHSA_HUMAN (P31040) Succinate
dehydrogenase [ubiquinone] flavoprotein
subunit, mitochondrial precursor (EC 1.3.5.1)
(Fp) (Flavoprotein subunit of complex I1)
[MASS=72691]

DHSB_HUMAN (P21912) Succinate
dehydrogenase [ubiquinone] iron-sulfur protein,
mitochondrial precursor (EC 1.3.5.1) (Ip) (Iron-
sulfur subunit of complex Il) [MASS=31630]

DHX30_HUMAN (Q7L2E3) Putative ATP-
dependent RNA helicase DHX30 (EC 3.6.1.-)
(DEAH box protein 30) [MASS=133937]

1.00

0.00

0.96

0.00

1.00

1.00

13.44

5.02

5.33

16.92

16.87

11.43

7.37

2.19

0.57

5.62

1.08

1.06

0.03

0.00

0.00

0.07

0.05
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AKPYEGSILEADCI[339]DILIPAASEK
AKPYEGSILEADCI[339]DILIPAASEK

AKPYEGSILEADCI[330]DILIPAASEK
IIKPC[339]NHVLSLSFPIR
IIKPC[330]JNHVLSLSFPIR
TFVVQGFGNVGLHSM[147]RYLHRFGAK
C[339]AVVDVPFGGAK

C[330]JAVVDVPFGGAK
C[339]AVVDVPFGGAK
AKPYEGSILEADCI[330]DILIPAASEK

GVFHGIENFINEASYMSILGMTPGFRDK

GAVHQLC[330]QSLAGK

C[339]LKPEDVAEAVIYVLSTPAHIQIGDIQMR
DMFNVNVLALSIC[339]TR

GC[339]GPEKDHVYLQLHHLPPEQLATR
TYFSC[330]TSAHTSTGDGTAM[147]ITR
AGLPC[339]QDLEFVQFHPTGIYGAGC[339]LITEGC[339]R

AGLPC[339]QDLEFVQFHPTGIYGAGC[330]LITEGC[339]R
TSELRLSMQKSMQNHAAVFR
AGLPC[330]QDLEFVQFHPTGIYGAGC[330]LITEGC[330]R
AAFGLSEAGFNTAC[339]VTK

C[330]HTIM[147]NC[330]TR

C[330]GPM[147]VLDALIKIKNEVDSTLTFR
C[339]HTIMNC[339]TR
C[330]HTIMNC[330]TR
C[339]HTIM[147]NC[339]TR

SELAALPPSVQEEHGQLLALLAELLR
GLQRLNPALRLVLMSATGDNER
NLLAKVIQIATSSSTAKNLM[147]QFHTVGTK
VIQIATSSSTAK

W= A N =

N =

N A A A N =
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DHX57_HUMAN (Q6P158) Putative ATP-
dependent RNA helicase DHX57 (EC 3.6.1.-)
(DEAH box protein 57) [MASS=155603]

DHX8_HUMAN (Q14562) ATP-dependent RNA
helicase DHX8 (EC 3.6.1.-) (DEAH box protein
8) (RNA helicase HRH1) [MASS=139314]

DHX9_HUMAN (Q08211) ATP-dependent RNA
helicase A (EC 3.6.1.-) (Nuclear DNA helicase
II) (NDH 11) (DEAH box protein 9)
[MASS=140880]

DIAP3_HUMAN (Q9NSV4) Protein diaphanous
homolog 3 (Diaphanous-related formin-3)
(DRF3) [MASS=127594]

DISC1_HUMAN (Q9NRI5) Disrupted in
schizophrenia 1 protein [MASS=93582]

DJBP_HUMAN (Q5THR3) DJ-1-binding protein
(CAP-binding protein complex-interacting
protein 1) [MASS=172929]

DKK3_HUMAN (Q9UBP4) Dickkopf-related
protein 3 precursor (Dkk-3) (Dickkopf-3) (hDkk-
3) [MASS=38291]

DLDH_HUMAN (P09622) Dihydrolipoyl
dehydrogenase, mitochondrial precursor (EC
1.8.1.4) (Dihydrolipoamide dehydrogenase)
(Glycine cleavage system L protein)
[MASS=54150]

DMBT1_HUMAN (Q9UGM3) Deleted in
malignant brain tumors 1 protein precursor
(Glycoprotein 340) (Gp-340) (Surfactant
pulmonary-associated D-binding protein)
[MASS=260734]

DMXL1_HUMAN (Q9Y485) Protein DmX-like 1
(X-like 1 protein) [MASS=337852]

*

0.00

0.00

0.78

0.97

*

4.33

4.92

3.23

2.16

4.10

8.99

6.57

5.50

0.46

4.03

0.81

1.42

0.00

0.00

0.00

0.00

w N

NWWWwWw NN

WWNWN

GGRSHASKSHGSGGGGGGGGGGGGGNR
HQVVVISGMTGC[330]GKTTQIPQFILDDSLNGPPEK

NLVGETNEETSM[147]RNPDR
EQLVQAVHDNQILIVIGETGSGK
DLAEFVISLAEKNTTFDTFK

LETHM[147]TPEM[147]FR

FM[147]C[339]EVQVEGYNYTGM[147]GNSTNKKDAQSNAAR

LHIRNEFM[147]R
AVDPRHPNM[147]MTDVVK

EAAASC[339]M[147]TAGVHEAQA
SSTGPGIGFLSPAVGTLFR

PC[339]AEDYFNFM[147]GHFTKPQQLQEEM[147]K
ELM[147]QM[147]LDPGDTGVVNTSMFIDLIEENC[330]R
DPYSAFFKTDADRDGIINMHDLHR
ALSAGDPC[339]KGGYVSFNYLKIVLDTFVYQIPR
INVHDFKKVLEDTGM[147]PM[147]DDDQYALLTTK

GLLFPVC[330]TPLPVEGELC[330]JHDPASR

TNADTDGM[147]VKILGQK
VCI[339]HAHPTLSEAFR

RTDLRIHVSCI[339]R

YM[147]PRASVC[330]NVLLTC[339]C[330]KDNVC[330]R
M[147]EQMSLM[147]ALADTIATTSTDIGESRDR
VWYNVENWRTAVTSPDGSSEK
VVPLSKFVLLRSVDLVSSVDGSPPFPVSLSWVR
SLGKDSILSNAGSSPNGFSEK
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DMXL2_HUMAN (Q8TDJ6) Protein DmX-like 2
(Rabconnectin-3) [MASS=339755]

DNAI2_HUMAN (Q9GZS0) Dynein
intermediate chain 2, axonemal (Axonemal
dynein intermediate chain 2) [MASS=68851]

DNJA2_HUMAN (060884) DnaJ homolog
subfamily A member 2 (HIRA-interacting
protein 4) (Cell cycle progression restoration
gene 3 protein) (Dnj3) (NY-REN-14 antigen)
[MASS=45745]

DNS2B_HUMAN (Q8WZ79)
Deoxyribonuclease-2-beta precursor (EC
3.1.22.1) (Deoxyribonuclease Il beta) (DNase I
beta) (DNase2-like acid DNase) (DNase ll-like
acid DNase) (Endonuclease DLAD)
[MASS=41712]

DOC10_HUMAN (Q96BY®6) Dedicator of
cytokinesis protein 10 (Protein zizimin 3)
[MASS=249311]

DOCK1_HUMAN (Q14185) Dedicator of
cytokinesis protein 1 (180 kDa protein
downstream of CRK) (DOCK180)
[MASS=215374]

DOCK4_HUMAN (Q8N110) Dedicator of
cytokinesis protein 4 [MASS=225147]

DOCK8_HUMAN (Q8NF50) Dedicator of
cytokinesis protein 8 [MASS=230819]

DOK1_HUMAN (Q99704) Docking protein 1
(Downstream of tyrosine kinase 1) (p62(dok))
(pp62) [MASS=52391]

DOK3_HUMAN (Q7L591) Docking protein 3
(Downstream of tyrosine kinase 3)
[MASS=53288]

0.00

0.00

0.00

0.00

0.00

3.03

9.26

8.98

249

0.78

1.29

4.83

3.45

6.44

17.94

3.24

1.61

0.55

0.63

0.44

0.00

0.00

0.00

0.00

0.00

WNNWN

N N

N

NNWN WWwWWwNN

w

AVVWGLFR
HAVKFGDTEADSSNAEEAAM[147]QDHSTFK
C[339]IAGEVAIVRDPDAGEGTK
EIAALHEIC[330]JNHESVIKEYSSKTYSK
NLRLYQAVVDARK

KVEKDENYVNAIMQLGSIM[147]EHC[339]IK
DENYVNAIMQLGSIMEHC[339]IK
DVNPLELEQTIR

IGLVEALCI[339]GFQFTFK
GEDMMHPLKVSLEDLYNGKTTK

WTC[330]IGDLNR

SQTLPIRGKNALSNPK

ATIPIFFDMM[147]QC[330]EFHSTR
RGSRPR

TELNKEEMYIRYIHK

THPDKITGC[330]LSK
PC[330]SAIYPTPVEPSQRMLFNHIGDGALPR
LPFSKGIFLGNNNQAMK
AQNFTEAAYTLLLYDELLEWSDR

TRISVIQKEEFVLTPIEVAIEDM[147]K
WAEGHKGVFNIEVQAVSSVHTQDNHLEK
LC[339]FKEFIMR

FPGLNENLR

LDC[330]KVIRLAEC[330]VSVAPVTVETPPEPGATAFR

ATSLPSLDTPGELREMPPGPEPPTSRK
GLVPMEENSIYSSWQEVGEFPVVVQRTEAATR
QAWMGPIC[339]QLAFPGTGEASSGSTDAQSPKR
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DPP6_HUMAN (P42658) Dipeptidyl

aminopeptidase-like protein 6

(Dipeptidylpeptidase VI) (Dipeptidylpeptidase 6) 3.35 . . . 2 3  MREYYITM[147]VKWATSTK
(Dipeptidyl peptidase 1V-like protein) (Dipeptidyl ’ 3  KFFFIRAIPQGGR
aminopeptidase-related protein) (DPPX)

[MASS=97587]

FQLTDC[330]QIYEVLSVIR
THNSSLEYNIFEGM[147]EC[339]R
THNSSLEYNIFEGM[147]EC[330]R
FQLTDC[339]QIYEVLSVIR
GGKIVNDDQSFYADIYM[147]EDGLIK
GLYDGPVC[330]EVSVTPK

LHYPIMEYYTPTTSSENMRDFATTLKNK
ATWEPIGDLFIDSLPEHIQAIKLFK
M[147]TELYQTLADLNNIKFSAYRTAMK

DPYL2_HUMAN (Q16555)
Dihydropyrimidinase-related protein 2 (DRP-2)
(Collapsin response mediator protein 2) (CRMP-
2) (N2A3) [MASS=62293]

1.00 1241 049 0.08 5 4

DRP2_HUMAN (Q13474) Dystrophin-related N

protein 2 [MASS=107673] 8.07 3

NWWwWw NDNNMNNMNNDNODN

DSC1_HUMAN (Q08554) Desmocollin-1
precursor (Desmosomal glycoprotein 2/3) * 2.35 * * * 1 2  VNLEEC[330]LKSASLIRSSDPAFR
(DG2/DG3) [MASS=100044]

DUET_HUMAN (Q9Y2A5) Serine/threonine- 3  DLGIVVEGFMKRIEEK

protein kinase Duet (EC 2.7.11.1) .

(Serine/threonine kinase with Dbl- and 1.94 2
pleckstrin homology domain) [MASS=144412] 2 LAC[330JFIERRK
DUS4_HUMAN (Q13115) Dual specificity
protein phosphatase 4 (EC 3.1.3.48) (EC
3.1.3.16) (Mitogen-activated protein kinase 2  VRLEEAFEFVKQR
phosphatase 2) (MAP kinase phosphatase 2) 0.00 635 079 0.00 ! 2 2  SATIC[339]LAYLM[147IM[147]K
(MKP-2) (Dual specificity protein phosphatase
hVH2) [MASS=42953]

. 2 RPGEPNSPMSSKR
DX26B_HUMAN (Q5JSJ4) Protein DDX26B N . . N
[MASS=96672] 5.34 3 2 NPFFLEPSILITITDGNK

3  NLQASGLTTLGQALR
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DYH5_HUMAN (Q8TE73) Ciliary dynein heavy
chain 5 (Axonemal beta dynein heavy chain 5)
(HL1) [MASS=529002]

DYH9_HUMAN (Q9NYC9) Ciliary dynein heavy
chain 9 (Axonemal beta dynein heavy chain 9)
[MASS=511928]

DYHC_HUMAN (Q14204) Dynein heavy chain,
cytosolic (DYHC) (Cytoplasmic dynein heavy
chain 1) (DHC1) (Dynein heavy chain 1,
cytoplasmic 1) [MASS=532404]

DYL1_HUMAN (P63167) Dynein light chain 1,
cytoplasmic (Dynein light chain LC8-type 1) (8
kDa dynein light chain) (DLC8) (Protein
inhibitor of neuronal nitric oxide synthase) (PIN)
[MASS=10366]

DYL2_HUMAN

DYN1_HUMAN (Q05193) Dynamin-1 (EC
3.6.5.5) [MASS=97407]

DYN3_HUMAN (Q9UQ16) Dynamin-3 (EC
3.6.5.5) (Dynamin, testicular) (T-dynamin)
[MASS=96681]

DYRL1_HUMAN (Q86XF0) Dihydrofolate
reductase-like protein 1 [MASS=21620]

E2F5_HUMAN (Q15329) Transcription factor
E2F5 (E2F-5) [MASS=37610]

0.00

0.00

1.00

1.00

1.00

0.00

0.00

0.00

3.29

1.96

2.67

12.36

34.83

5.21

2.56

9.63

9.54

4.37

0.92

0.60

0.51

1.19

0.93

0.00

0.00

0.05

0.10

0.00

0.00

W WN W

WWNWN WONWW WNNNWN

NN

WNN W

-

AC[330]PPKPSKWILDITWLNLVELSK
EAKRALLDAR
ALLDARHNYLFAIVASC[330]LDLNK
THLM[147]EDVTANKRR

GWALDNMVLC[339]NEVTK
QEYQLC[330]FHKTK
MEVLEAFVITQSINMLQGLIPLK
DSNSASNMK
QFPITLLQMSIKFANDPPQGLRAGLK

GDFQGLVEIMGHLM[147]AVKER
EMKHMPETAAAM[147]FSSRDFYR
C[339]JAGSAEAEQLLQAFLGR
IPSLVPRLSPQNGSPHYQVDLDGIPDLANM[147]RR

KMFAGVSSIILNEDNSVVLGISSREGEEVM[147]FK
GEAVDEGEIAENLPEQEILIQSVC[339]ETM[147]VPK
HLLPVETQR

EVDGLDVSKEGTEAWEAAM[147]KR
MNTLLANGEVPGLFEGDEYATLM[147]TQC[330]KEGAQK

YNPTWHC[330]IVGR
YNPTWHC[339]IVGR

AVIKNADM[147]SEDMQQDAVDC[339]JATQAMEKYNIEK

C[330]VDM[147]VISELISTVR
C[330]VDMVISELISTVR
DM[147]LM[147]QFVTKENC[339]LILAVSPANSDLANSDALK

ENC[339]LILAVTPANTDLANSDALK
SLDDALK

HIKYKFEVCI[330]EK
SSM[147]ATQNLPEQHVSER

AEIEDLELKERELDQQK
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EAA2_HUMAN (P43004) Excitatory amino acid
transporter 2 (Sodium-dependent
glutamate/aspartate transporter 2)
[MASS=62104]

ECH1_HUMAN (Q13011) Delta3,5-delta2,4-
dienoyl-CoA isomerase, mitochondrial
precursor (EC 5.3.3.-) [MASS=35816]

ECHA_HUMAN (P40939) Trifunctional enzyme
subunit alpha, mitochondrial precursor (TP-
alpha) (78 kDa gastrin-binding protein)
[Includes: Long-chain enoyl-CoA hydratase (EC
4.2.1.17); Long chain 3-hydroxyacyl-CoA
dehydrogenase (EC 1.1.1.211)] [MASS=82999]

ECHM_HUMAN (P30084) Enoyl-CoA
hydratase, mitochondrial precursor (EC
4.2.1.17) (Short chain enoyl-CoA hydratase)
(SCEH) (Enoyl-CoA hydratase 1)
[MASS=31387]

ECHP_HUMAN (Q08426) Peroxisomal
bifunctional enzyme (PBE) (PBFE) [Includes:
Enoyl-CoA hydratase (EC 4.2.1.17); 3,2-trans-
enoyl-CoA isomerase (EC 5.3.3.8); 3-
hydroxyacyl-CoA dehydrogenase (EC
1.1.1.35)] [MASS=79208]

EDD1_HUMAN (095071) Ubiquitin-protein
ligase EDD1 (EC 6.3.2.-) (Hyperplastic discs
protein homolog) (hHYD) (Progestin-induced
protein) [MASS=309350]

1.00

1.00

1.00

1.00

0.00

12.89

16.16

18.35

12.07

2.08

3.86

0.36

1.34

1.51

1.54

1.58

0.48

0.08

0.08

0.06

0.00

N W

NWWN NDNWN

WINNWNNWNDNDN

WWNDN
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ESNSNQCI[339]VYAAHNSVIVDEC[339]K
LASPIHPDVVM[147]LIAFPGDILMR
NLFPENLVQAC[330]FQQIQTVTK

NLFPENLVQAC[339]FQQIQTVTK
NLFPENLVQAC[330]FQQIQTVTK
C[339]LEENLGIDKR

YC[330]JAQDAFFQVK
KM[147]MADEALGSGLVSRVFPDK
VFPDKEVMLDAALALAAEISSK
YC[339]AQDAFFQVK

M[147]VAC[339]RAIGILSR
EVEAVIPDHC[339]IFASNTSALPISEIAAVSK
ALM[147]GLYHGQVLC[330]K
QFTPC[330]QLLADHANSPNKK
ALM[147]GLYHGQVLC[339]K
VFGERFGGGNPELLTQM[147]VSK
PGC[330]FIAGADINM[147]LAAC[330]KTLQEVTQLSQEAQR
QFTPC[330]QLLADHANSPNKK
TGIEQGSDAGYLC[339]ESQK
QFTPC[339]QLLADHANSPNKK

ALNALC[330]DGLIDELNQALK
ALNALC[339]DGLIDELNQALK
IC[339]PVETLVEEAIQCI[339]AEK
ALNALC[339]DGLIDELNQALK

TFGLILGHVVDEIQR

M[147]TAREEASLR

AAVIIMAVEKQTLM[147]QHILR

KANAHFILK
NVAIFTAGQESPIILRDGNGTIYPM[147]AKDC[339]MGGIR
SSGLRAGSRR

DEPGEGSGVARSFYTAIAQAFLSNEK
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EF1A1_HUMAN (P68104) Elongation factor 1-
alpha 1 (EF-1-alpha-1) (Elongation factor 1 A-
1) (¢éEF1A-1) (Elongation factor Tu) (EF-Tu)
[MASS=50141]

0.00 152 0.84 0.00 1 1 2 C[330]GGIDKR

EF1A2_HUMAN (Q05639) Elongation factor 1-
alpha 2 (EF-1-alpha-2) (Elongation factor 1 A-  0.00 6.91 * * * 1 2 IGYNPATVPFVPISGWHGDNMLEPSPNM[147]PWFK
2) (eEF1A-2) (Statin S1) [MASS=50470]

EF2_HUMAN (P13639) Elongation factor 2 (EF- 2 IKPVLM[147]JMNKM[147]DR

2) [MASS=95206] 4.43 2 3  WLPAGDALLQMITIHLPSPVTAQKYR
EFTS_HUMAN (P43897) Elongation factor Ts,
mitochondrial precursor (EF-Ts) (EF-TsMt) * 5.23 * * * 1 3  DQLALAIGKLGENMI[147]ILK
[MASS=35390]

2  GLVM[147]VKPGSIKPHQK

3  HYAHTDC[330]PGHADYVK

2 KGDECI[330]JELLGHSK

2 KGDECI[339]ELLGHSK

3 LLDAVDTYIPVPAR
EFTU_HUMAN (P49411) Elongation factor Tu, 2  HYAHTDC[339]PGHADYVK
mitochondrial precursor (EF-Tu) (P43) 1.00 1991 125 0.03 13 5
[MASS=49541]

3  HYAHTDC[339]PGHADYVK

2  HYAHTDC[330]PGHADYVK

3 ELLTEFGYKGEETPVIVGSALC[330]JALEGRDPELGLK

3  KGDEC[339]ELLGHSK
ELAV2_HUMAN (Q12926) ELAV-like protein 2
(Hu-antigen B) (HuB) (ELAV-like neuronal N 3.06 . . N 1 3 ILVDQVTGISR

protein 1) (Nervous system-specific RNA-
binding protein Hel-N1) [MASS=39504]

ELF2_HUMAN (Q15723) ETS-related
transcription factor Elf-2 (E74-like factor 2) 0.00 725 1.84 0.00 1 2
(New ETS-related factor) [MASS=63966]

3  SETC[330]JNEDLAGTTDEK
3 DMPKNIVVIDDDKSETC[339]NEDLAGTTDEK

ENC1_HUMAN (014682) Ectoderm-neural

cortex 1 protein (ENC-1) (p53-induced protein . 6.45 . . . 9 2  LKLFAFGGTSVSHDKLPK

10) (Nuclear matrix protein NRP/B) ’ 3  WTMVAPLREGVSNAAVVSAK
[MASS=66129]

W= 2



ENOA_HUMAN (P06733) Alpha-enolase (EC
4.2.1.11) (2-phospho-D-glycerate hydro-lyase)
(Non-neural enolase) (NNE) (Enolase 1)
(Phosphopyruvate hydratase) (C-myc promoter-
binding protein) (MBP-1) (MPB-1)
(Plasminogen-binding protein) [MASS=47037]

ENOG_HUMAN (P09104) Gamma-enolase
(EC 4.2.1.11) (2-phospho-D-glycerate hydro-
lyase) (Neural enolase) (Neuron-specific
enolase) (NSE) (Enolase 2) [MASS=47137]

ENP2_HUMAN (Q9Y5L3) Ectonucleoside
triphosphate diphosphohydrolase 2 (EC 3.6.1.-)
(NTPDase2) (Ecto-ATPase) (CD39 antigen-like
1) [MASS=53665]

ENPP2_HUMAN (Q13822) Ectonucleotide
pyrophosphatase/phosphodiesterase 2 (E-NPP
2) (Phosphodiesterase I/nucleotide
pyrophosphatase 2) (Phosphodiesterase |
alpha) (PD-lalpha) (Autotaxin) [Includes:
Alkaline phosphodiesterase | (EC 3.1.4.1);
Nucleotide pyro [MASS=99003]

EOMES_HUMAN (095936) Eomesodermin
homolog [MASS=72612]

EPHA4_HUMAN (P54764) Ephrin type-A
receptor 4 precursor (EC 2.7.10.1) (Tyrosine-
protein kinase receptor SEK) (Receptor protein-
tyrosine kinase HEK8) [MASS=109859]

0.00

1.00

0.00

0.41

0.00

16.63

6.70

2.63

5.79

8.60

8.62

0.67 0.23
57.14 0.00
5.35 0.00
0.;3 0:18

1

N W

NN N W

NN

W W ww

NN

FGANAILGVSLAVC[330]K
LAMQEFM[147]ILPVGAANFREAMR
SGETEDTFIADLVVGLCI[330]TGQIK

SGETEDTFIADLVVGLC[339]TGQIK
SGETEDTFIADLVVGLC[339]TGQIK
TGAPC[330]R
SC[330]NC[330]LLLK

IVIGM[147]DVAASEFYR

VNQIGSVTEAIQAC[339]K

VSLSGSSDPHLCI[339]R

SYTSC[339]C[330]HDFDELC[330]LK
C[339]FELQEAGPPDC[339]R
AAEC[339]PAGFVRPPLIIFSVDGFR

VKEEIGSSWIETPPSIKSLDSNDSGVYTSAC[330]K
C[339]GDINAEEYSKDTSKGM[147]GGYYAFYTSP

C[339]KPVMIITEYM[147]ENGSLDAFLRK
VIGVGEFGEVC[330]SGR

C[330]PPHSYSVWEGATSC[330]TC[339]DRGFFR
NPNSLKR
C[330]PPHSYSVWEGATSC[339]TC[339]DR

_ A A a
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EPHA5_HUMAN (P54756) Ephrin type-A
receptor 5 precursor (EC 2.7.10.1) (Tyrosine-
protein kinase receptor EHK-1) (EPH homology
kinase 1) (Receptor protein-tyrosine kinase
HEK?7) [MASS=114784]

EPHAG6_HUMAN (Q9UF33) Ephrin type-A
receptor 6 precursor (EC 2.7.10.1) (Tyrosine-
protein kinase receptor EHK-2) (EPH homology
kinase 2) [MASS=116116]

EPHA7_HUMAN (Q15375) Ephrin type-A
receptor 7 precursor (EC 2.7.10.1) (Tyrosine-
protein kinase receptor EHK-3) (EPH homology
kinase 3) (Receptor protein-tyrosine kinase
HEK11) [MASS=112082]

EPM2A_HUMAN (095278) Laforin (EC
3.1.3.48) (EC 3.1.3.16) (Lafora PTPase)
(LAFPTPase) [MASS=37157]

ERBB3_HUMAN (P21860) Receptor tyrosine-
protein kinase erbB-3 precursor (EC 2.7.10.1)
(c-erbB3) (Tyrosine kinase-type cell surface
receptor HER3) [MASS=148097]

ERO1A_HUMAN (Q96HE7) ERO1-like protein
alpha precursor (EC 1.8.4.-) (ERO1-Lalpha)
(Oxidoreductin-1-Lalpha) (Endoplasmic
oxidoreductin-1-like protein) (ERO1-L)
[MASS=54392]

ESCO1_HUMAN (Q5FWF5) N-
acetyltransferase ESCO1 (EC 2.3.1.-)
(Establishment of cohesion 1 homolog 1)
(ECO1 homolog 1) (ESO1 homolog 1)
(Establishment factor-like protein 1) (EFO1p)
(hEFO1) (CTF7 homolog 1) [MASS=95008]

ESPL1_HUMAN (Q14674) Separin (EC
3.4.22.49) (Separase) (Caspase-like protein
ESPL1) (Extra spindle poles-like 1 protein)
[MASS=233112]

0.00

0.45

4.63

1.74

5.81

6.34

4.62

9.19

6.79

2.83

0.15

1.04

0.00

0.00
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M[147JHFHNGHIK
KC[339]NSHAGVC[339]EEC[330]GGHVR
SKETTITAEGLKPASVYVFQIR

TYPLNGWDAITEMDEHNR

WTAPEAIQYR
MIRNPNSLKTPLGTCI[330]SR
C[339]PTHSFSDK
HDGQFTVIQLVGMLRGIAAGM[147]R

VQYFLMAKRPAVYIDEEALAR

RESGPGIAPGPEPHGLTNK
C[330]WM[147]IDENIRPTFK
EITGYLNIQSWPPHMHNFSVFSNLTTIGGR

SFPLHFDENSFFAGDKKEAHK
NLYFLYLIELRALSKVLPFFER

C[339]NSHLEITIPK
NITC[330]QQEKMK
SSSESKINQPELETR
QILHQKETNQDVQC[339]NRFFPSR

QC[339]ALFLVLK
LHRC[339]FRLQVESLK

GSFSLLWK
YTEALLQGWLGAGPGAPLLYYVNQARQAPR

_ A A
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ETFA_HUMAN (P13804) Electron transfer
flavoprotein subunit alpha, mitochondrial 0.00 3.00 265 0.00 1 1 2  C[339]DKVAQDLCI[339]K
precursor (Alpha-ETF) [MASS=35079]

ETFD_HUMAN (Q16134) Electron transfer

flavoprotein-ubiquinone oxidoreductase,

mitochondrial precursor (EC 1.5.5.1) (ETF-QO) HKGSDFER
(ETF-ubiquinone oxidoreductase) (ETF 0.97 324 204 0.0 ! 2 2 LQINAQNCI[339]VHC[339]K
dehydrogenase) (Electron-transferring-

flavoprotein dehydrogenase) [MASS=68507]

-

ETV7_HUMAN (Q9Y603) Transcription factor
ETV7 (Transcription factor Tel-2) (ETS-related

protein Tel2) (Tel-related Ets factor) 0.00 6.74 191 0.00 1 1 2  TQGVC[339]SFPAMPQAPIDGRIADC[339]R
[MASS=38998]

EXOC2_HUMAN (Q96KP1) Exocyst complex . . . . 2 C[330)VM[147]ATLQHTAEEIKRLAEK
component 2 (Exocyst complex component 4.55 2

Sec5) [MASS=104066] 2  PSVLGHLSQTASLKRGSSFQSGR

EXTL1_HUMAN (Q92935) Exostosin-like 1 (EC

2.4.1.224) (Glucuronosyl-N-acetylglucosaminyl-

proteoglycan 4-alpha-N- * 3.85 * * * 2
acetylglucosaminyltransferase) (Exostosin-L)

(Multiple exostosis-like protein) [MASS=74696]

2  WPETAVPLTVIDGHR
2 PRPGASQGWPR

F10A5_HUMAN (Q8NFI4) Protein FAM10A5

[MASS=41377] 0.00 461 127 0.00 1 1 3  LLGHWEEAAHDLAFAC[339]K



FA35A_HUMAN (Q86V20) Protein FAM35A
[MASS=93704]

FA38A_HUMAN (Q92508) Protein FAM38A
[MASS=233040]

FA43B_HUMAN (Q6ZT52) Protein FAM43B
[MASS=36776]
FA47A_HUMAN (Q5JRC9) Protein FAM47A
[MASS=89095]

FABPE_HUMAN (Q01469) Fatty acid-binding
protein, epidermal (E-FABP) (Psoriasis-
associated fatty acid-binding protein homolog)
(PA-FABP) [MASS=15033]

0.00

0.00

2.99

4.47

4.86

1.67

10.45

0.76

0.38

0.00

0.00

2

N WwwiN

PALM[147]TAIDGR

LSDITSSNMQIC[330]GFK

GFALYNAANLKSIDFHR

RLQGFC[330]LSLAQGTYRPLR
FRPMASC[339]LSTVWTC[330]VIIVC[330]KM[147]LYQLK
TVLGKLAFQVALVLAIHLWM[147]FFILPAVTER

AVVLRC[330]HAVLLARAHK

LFARRGWTYDSVK

LVVEC[330]VM[147]NNVTC[330]TR
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FACD2_HUMAN (Q9BXW9) Fanconi anemia
group D2 protein (Protein FACD2) 0.00
[MASS=166461]

FAK2_HUMAN (Q14289) Protein tyrosine

kinase 2 beta (EC 2.7.10.2) (Focal adhesion

kinase 2) (FADK 2) (Proline-rich tyrosine kinase

2) (Cell adhesion kinase beta) (CAK beta) *
(Calcium-dependent tyrosine kinase) (CADTK)
(Related adhesion focal tyrosine kinas
[MASS=115874]

FAM5C_HUMAN (Q76B58) Protein FAM5C
precursor (DBCCR1-like protein 1) *
[MASS=88445]

FANCC_HUMAN (Q00597) Fanconi anemia

group C protein (Protein FACC) [MASS=63428] 0.23

FANCM_HUMAN (Q8IYD8) Fanconi anemia
group M protein (EC 3.6.1.-) (ATP-dependent
RNA helicase FANCM) (Protein FACM)
(Fanconi anemia-associated polypeptide of 250
kDa) (FAAP250) (Protein Hef ortholog)
[MASS=232190]

FARP1_HUMAN (Q9Y4F1) FERM, RhoGEF

and pleckstrin domain-containing protein 1 .
(Chondrocyte-derived ezrin-like protein)
[MASS=118632]

FASTK_HUMAN (Q14296) Fas-activated
serine/threonine kinase (EC 2.7.11.8) (FAST 0.00
kinase) [MASS=61104]

0.00

11.76

1.78

10.05

3.76

1.76

2.78

6.92

0.78

0.44

1.42

0.86

0.00

0.00

0.00

0.00

WWWWWwwww

= WWNDN

VRQLVMDKLSSIR
QNEASSHIQDDM[147]HLVIRK
GRASSSGNQESSGQSC[330]IILLFDVIKSAIR
ELSDLLIENTSLTVPILDVLSSLR
LESM[147]SAKERSFMC[339]SLIFLTLNWFR
TLELLVC[330]RVKAM[147]LTLNNC[339]R
LPEYFFENKNSDEINIPRLIVSQLK
EIVNAFC[330]QETSPEM[147]KGKVLTR

VCI[339]FYSNSFNPGKNFKLVK

C[339]GTC[330]NTGYMLSQGLC[330]K
RYEQLENSMKQLFLK
TKLDLPLQC[330]YNWTLTLGNKWK
IQSALQAFNAKLPNTM[147]DYDTTKLC[330]S

LGIESPR

ISLPMSAVVC[330JLWLR

GM[147]TRSK
VSKEIK

SC[339]HSVEDGQLLTSNESEDDEIFRR

PPPTPSGKLVSIKIQMLDDTQEAFEVPQR

ERWHFC[330]R
HLGLMGYQLLPLPFEELESQRGLPQLKSYLR
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FAS_HUMAN (P49327) Fatty acid synthase

(EC 2.3.1.85) [Includes: [Acyl-carrier-protein] S-

acetyltransferase (EC 2.3.1.38); [Acyl-carrier-
protein] S-malonyltransferase (EC 2.3.1.39); 3-
oxoacyl-[acyl-carrier-protein] synthase (EC
2.3.1.41); 3-oxoacyl-[acyl- [MASS=273398]

FBLN2_HUMAN (P98095) Fibulin-2 precursor
[MASS=126543]

FBN1_HUMAN (P35555) Fibrillin-1 precursor
[MASS=312312]

FBN2_HUMAN (P35556) Fibrillin-2 precursor
[MASS=314347]

FBN3_HUMAN (Q75N90) Fibrillin-3 precursor
[MASS=300370]

FBX31_HUMAN (Q5XUXO0) F-box only protein
31 [MASS=60647]

FBX40_HUMAN (Q9UH90) F-box only protein
40 (Muscle disease-related protein)
[MASS=79663]

FBX46_HUMAN (Q6PJ61) F-box only protein
46 (F-box only protein 34-like) [MASS=69030]

FBXL4_HUMAN (Q9UKA2) F-box/LRR-repeat
protein 4 (F-box and leucine-rich repeat protein
4) (F-box protein FBL4/FBL5) [MASS=70096]

FBXL6_HUMAN (Q8N531) F-box/LRR-repeat
protein 6 (F-box and leucine-rich repeat protein
6) (F-box protein FBL6) (FBL6A)
[MASS=58588]

0.00

*

0.00

0.00

*

*

1.63

0.51

3.41

2.68

3.13

3.34

4.65

2.01

6.28

5.75
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w

LQELSSKADEASELAC[330]PTPK
LLEASRAFEVSENGNLVVSGK

AVLEPR

AWGHPC[339]EM[147]C[339]PAQPHPC[339]R
TLPGGNQC[330]IVPIC[330]R
AWGHPC[330]EM[147]C[330]PAQPHPC[339]RRGFIPNIR
GPGFATKEITNGKPFFK
EGYC[339]FTEVLQNMC[339]QIGSSNRNPVTK

PFYKDINEC[339]K
GYVLQEDGKTC[330]K
GGTC[339]VNTEGSFQC[330]DC[339]PLGHELSPSR
PDGEGC[330]VDENEC[339]RTKPGIC[339]ENGR
C[339]EC[330]NM[147]GYK

C[330]TC[330]RQGFAGDGFFC[330]EDR
GIPSLGPGNSNIGTATLNQTIDIC[330]R
KSVC[339]FRHYNGTC[330]QNELAFNVTR
GPC[330]SYSC[330]ANTPGGFLC[330]GC[339]PQGYFR

IHLMERKAATVEC[339]M[147]YGHK

VPVSYCI[339]GK
DYNMYLVHNGRMLIHFGQM[147]PAC[339]TPK

PGPGPGEVRIAFR

PC[330]IKQINFPTNLIR
C[339]TLVQWLNLSWTGNRGFISVAGFSR

IPLEILVQIFGLLVAADGPM[147]PFLGRAARVC[330]R



FGD1_HUMAN (P98174) FYVE, RhoGEF and
PH domain-containing protein 1 (Faciogenital
dysplasia 1 protein) (Zinc finger FYVE domain-
containing protein 3) (Rho/Rac guanine
nucleotide exchange factor FGD1) (Rho/Rac
GEF) [MASS=106560]

FGD5_HUMAN (Q6ZNL6) FYVE, RhoGEF and
PH domain-containing protein 5 (Zinc finger
FYVE domain-containing protein 23)
[MASS=159906]

FGF6_HUMAN (P10767) Fibroblast growth
factor 6 precursor (FGF-6) (HBGF-6) (HST-2)
[MASS=22904]

FGFR3_HUMAN (P22607) Fibroblast growth
factor receptor 3 precursor (EC 2.7.10.1)
(FGFR-3) (CD333 antigen) [MASS=87709]

FILA_HUMAN (P20930) Filaggrin
[MASS=435166]

FLNA_HUMAN (P21333) Filamin-A (Alpha-
filamin) (Filamin-1) (Endothelial actin-binding
protein) (Actin-binding protein 280) (ABP-280)
(Nonmuscle filamin) [MASS=280628]

FLNB_HUMAN (O75369) Filamin-B (FLN-B)
(Beta-filamin) (Actin-binding-like protein)
(Thyroid autoantigen) (Truncated actin-binding
protein) (Truncated ABP) (ABP-280 homolog)
(ABP-278) (Filamin 3) (Filamin homolog 1)
(Fh1) [MASS=278193]

FMNL_HUMAN (095466) Formin-like 1 protein
(Formin-like protein) (Leukocyte formin) (CLL-
associated antigen KW-13) [MASS=121827]

0.00

0.00

0.00

0.00

1.98

5.54

19.23

1.49

1.21

5.06

1.96

3.91

4.71

0.69

0.28

0.44

0.00

0.00

0.00

0.00
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SDPGPPTETPSQRPSPLKR

C[339]SESETDEDYIVVPR

GRAVPGLM[147]RER

VTDRANDSMEQGENLQK
PHSGKVAGYVPETVPEETGPEAGSSAPGIGGAAEEVGK

QRRLYC[330]JNVGIGFHLQVLPDGR
RLYC[339]NVGIGFHLQVLPDGR

WELSRARLTLGK

DPGLC[330]GHSSDISKQLGFSQSQR
RQDSSVVGDSGNR
HSGIGHRQASSAVR

RAPSVANVGSHCI[330]DLSLK
ARGPGLEKTGVAVNK
YGGDEIPFSPYRVRAVPTGDASK
KDGSC[339]GVAYVVQEPGDYEVSVK
DAGEGLLAVQITDPEGKPK
ATC[339]APQHGAPGPGPADASKVVAK
IQQNTFTRWC[330]JNEHLK

DAGEGLLAVQITDQEGKPKR
VTEAEIVPMGKNSHC[339]VRFVPQEM[147]GVHTVSVK

NPPAAYIQKLKSYVDTGGVSR
GAAYGFRLQSLDALLEM[147]KSTDR
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FOG1_HUMAN (Q8IX07) Zinc finger protein
ZFPM1 (Zinc finger protein multitype 1) (Friend
of GATA protein 1) (Friend of GATA-1) (FOG-1)
[MASS=104546]

FOXE1_HUMAN (000358) Forkhead box
protein E1 (Thyroid transcription factor 2) (TTF-
2) (Forkhead-related protein FKHL15)
[MASS=38289]

FOXL1_HUMAN (Q12952) Forkhead box
protein L1 (Forkhead-related protein FKHL11)
(Forkhead-related transcription factor 7)
(FREAC-7) [MASS=36490]

FOXN2_HUMAN (P32314) Human T-cell
leukemia virus enhancer factor (Forkhead box
protein N2) [MASS=37734]

FRAP_HUMAN (P42345) FKBP12-rapamycin
complex-associated protein (FK506-binding
protein 12-rapamycin complex-associated
protein 1) (Rapamycin target protein) (RAPT1)
(Mammalian target of rapamycin) (mTOR)
[MASS=288890]

FREM1_HUMAN (Q5H8C1) FRAS1-related
extracellular matrix protein 1 precursor (Protein
QBRICK) [MASS=244122]

FSCN1_HUMAN (Q16658) Fascin (Singed-like
protein) (55 kDa actin-bundling protein) (p55)
[MASS=54398]

FTHFD_HUMAN (O75891) 10-
formyltetrahydrofolate dehydrogenase (EC
1.5.1.6) (10-FTHFDH) (Aldehyde
dehydrogenase 1 family member L1)
[MASS=98829]

FUK_HUMAN (Q8NOW3) L-fucose kinase (EC
2.7.1.52) (Fucokinase) [MASS=117622]

*

0.00

0.00

0.00

1.00

249

16.49

3.48

9.38

3.53

243

2.85

2.1

9.23

1.08

0.51

0.81

0.00

0.00

0.03
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TPADRGPSPAPAPAASPQPGSRGPR

LAGPASPPAGGSSGGVETTVDFYGR
GETAAGAGVPGEATGRGAGGR
HAAAYPGGIDRFVSAM[147]

C[339]LDMFENGNYRR

LQESDSLATSIDPKEDHNYSASSM[147]AAQRC[330]JASR

KILLNIEHR
C[339]FLKLGEWQLNLQGINESTIPK
M[147]DTNKDDPELMLGRMR
KLTLMGSNGHEFVFLLK
AYGAMVSC[339]HM[147]LSELEEVIQYKLVPER

MASLEC[330]TVSLDTARTR
ILKTISVEVIPVNDEK
YVHNGC[330]PILDEDTVK
PM[147]LSKK

YLAADKDGNVTCI[330]ER
YLAADKDGNVTC[339]ER

THVGMSIQTFRYFAGWCI[339]DK

ALAC[339]VADVLGC[330]M[147]JAEGRGGLRSGPAANPEWM[147]R
IPEPELWLAVGPRQDEM[147]TVKIVC[339]R
IVC[330]RC[339]LADLRDYC[339]QPHAPGALLK
ELGPQDLLWMLDHQEDGGEALR

_a A A A
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FVT1_HUMAN (Q06136) 3-
ketodihydrosphingosine reductase precursor
(EC 1.1.1.102) (3-dehydrosphinganine
reductase) (KDS reductase) (Follicular variant
translocation protein 1) (FVT-1) [MASS=36187]

FZD3_HUMAN (Q9NPG1) Frizzled-3 precursor
(Fz-3) (hFz3) [MASS=76262]

FZD4_HUMAN (Q9ULV1) Frizzled-4 precursor
(Fz-4) (hFz4) (FzE4) [MASS=59881]

G3PT_HUMAN (014556) Glyceraldehyde-3-
phosphate dehydrogenase, testis-specific (EC
1.2.1.12) (Spermatogenic cell-specific
glyceraldehyde 3-phosphate dehydrogenase 2)
(GAPDH-2) [MASS=44501]

G3P_HUMAN (P04406) Glyceraldehyde-3-
phosphate dehydrogenase (EC 1.2.1.12)
(GAPDH) [MASS=35922]

G6PI_HUMAN (P06744) Glucose-6-phosphate
isomerase (EC 5.3.1.9) (GPI) (Phosphoglucose
isomerase) (PGI) (Phosphohexose isomerase)
(PHI) (Neuroleukin) (NLK) (Sperm antigen 36)
(SA-36) [MASS=63015]

GABR1_HUMAN (Q9UBS5) Gamma-
aminobutyric acid type B receptor, subunit 1
precursor (GABA-B receptor 1) (GABA-B-R1)
(Gb1) [MASS=108320]

GABT_HUMAN (P80404) 4-aminobutyrate
aminotransferase, mitochondrial precursor (EC
2.6.1.19) ((S)-3-amino-2-methylpropionate
transaminase) (EC 2.6.1.22) (Gamma-amino-N-
butyrate transaminase) (GABA transaminase)
(GABA aminotransferase) (GABA-AT) (GABA-
T) ([MASS=56439]

0.00

0.48

0.00

1.00

0.95

1.00

5.42

5.41

6.15

16.42

9.28

9.52

2.50

8.20

0.70

0.98

6.00

0.60

0.80

1.03

0.00

0.32

0.00

0.10

0.00

0.26
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LGPVDM[147]LVNC[330]JAGMAVSGK

LM[147]EM[147]FGVPWPEDM[147]EC[339]SR
DFRPFLC[330]ALYAPIC[330]M[147]EYGR

YSADDSNM[147]AVEM[147]LKIFMSLLVGITSGM[147]WIWSAK

LAQPAPYSAIK

ACI[339]M[147]EKGVKVVAVNDPFIDPEYMVYMFK

VPTPDVSVVDLTC[339]RLAQPAPYSAIKEAVK

VPTANVSVVDLTC[330]R
IISNASC[330]TTNC[330]LAPLAK

VPTANVSVVDLTC[339]R
IISNASC[339]TTNC[339]LAPLAK

PYSSGGPRVWYVSNIDGTHIAK
ELQAAGKSPEDLER
M[147]IPC[330]DFLIPVQTQHPIR

KIATIQQTTEVFTSTLDDLEERVK

TM[147]GC[330]LATTHSK
C[339]LEEVEDLIVK
TM[147]GC[339]LATTHSK
HGC[339]AFLVDEVQTGGGC[339]TGK

_ A A



2  LFVSGACI[330]DASAK

2 ELAGHTGYLSC[330]C[339]R

3  QTFTGHESDINAIC[330]FFPNGNAFATGSDDATC[330]R
2  ADQELMTYSHDNIIC[330]GITSVSFSK
GBB1_HUMAN (P62873) Guanine nucleotide- 3  QTFTGHESDINAIC[339]FFPNGNAFATGSDDATC[339]R
binding protein G(I)/G(S)/G(T) subunit beta 1 1.00 29.79 0.56 0.19 13 5 1 LFVSGAC[330]DASAK
(Transducin beta chain 1) [MASS=37246] 2  LFVSGAC[339]DASAK
2  KAC[330]JADATLSQITNNIDPVGR
2  ELAGHTGYLSCI[339]C[339]R
2 ELAGHTGYLSC[330]C[330]R
3  QTFIGHESDINAVAFFPNGYAFTTGSDDATC[330]R
GBB2_HUMAN (P62879) Guanine nucleotide- 2 ELPGHTGYLSC[339]C[339]R
binding protein G(1)/G(S)/G(T) subunit beta 2 100 2478 058 0412 6 4 2  KAC[330]GDSTLTQITAGLDPVGR
(Transducin beta chain 2) (G protein beta 2 ' ’ ’ ' 2 AC[330]GDSTLTQITAGLDPVGR
subunit) [MASS=37200] 2 ELPGHTGYLSC[330]C[330]R
GBB3_HUMAN (P16520) Guanine nucleotide- 2 VSC[330]LGVTADGM[147]AVATGSWDSFLK

binding protein G(I)/G(S)/G(T) subunitbeta3 ~ 0.56 1059 0.65 0.00 1 2

(Transducin beta chain 3) [MASS=37221] 2 ELSAHTGYLSC[330]C[330IR

GBB4_HUMAN (Q9HAV0) Guanine nucleotide-
binding protein subunit beta 4 (Transducin beta 0.00 7.96 * * * 1 3 NQIQDARKACI[330]NDATLVQITSNMDSVGR
chain 4) [MASS=37436]

GBG12_HUMAN (Q9UBI6) Guanine nucleotide-
binding protein G(1)/G(S)/G(0O) gamma-12 0.99 19.72 0.73 0.00 1 1 2  ASADLM[147]SYC[330]EEHAR
subunit precursor [MASS=7875]

2  AAADLMAYC[330]EAHAK
GBG2_HUMAN (P59768) Guanine nucleotide- 2 AAADLM[147]AYC[339]EAHAK
binding protein G(1)/G(S)/G(0) gamma-2 1.00 6286 0.61 0.15 5 2 3 AAADLM[147]AYC[330]JEAHAKEDPLLTPVPASENPFR
subunit precursor (G gamma-I) [MASS=7719]

2 AAADLM[147]AYC[330]EAHAK

GBG3_HUMAN (P63215) Guanine nucleotide-
binding protein G(I)/G(S)/G(0O) gamma-3 0.00 40.00 1.09 0.00 1 1 3  AAADLMTYC[339]DAHACI[339]EDPLITPVPTSENPFR
subunit precursor [MASS=8305]
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GBG7_HUMAN (060262) Guanine nucleotide-
binding protein G(I)/G(S)/G(O) gamma-7 1.00
subunit precursor [MASS=7522]

GDIA_HUMAN (P31150) Rab GDP dissociation
inhibitor alpha (Rab GDI alpha) (Guanosine
diphosphate dissociation inhibitor 1) (GDI-1)
(XAP-4) (Oligophrenin-2) [MASS=50582]

1.00

GDIB_HUMAN (P50395) Rab GDP dissociation
inhibitor beta (Rab GDI beta) (Guanosine .
diphosphate dissociation inhibitor 2) (GDI-2)
[MASS=50663]

GDS1_HUMAN (P52306) Rap1 GTPase-GDP
dissociation stimulator 1 (SMG P21 stimulatory
GDP/GTP exchange protein) (SMG GDS 0.71
protein) (Exchange factor smgGDS)

[MASS=66403]

GFRA3_HUMAN (060609) GDNF family
receptor alpha-3 precursor (GFR-alpha-3)
[MASS=44511]

*

GHC1_HUMAN (Q9H936) Mitochondrial
glutamate carrier 1 (GC-1) (Glutamate/H(+)
symporter 1) (Solute carrier family 25 member
22) [MASS=34470]

GLIS3_HUMAN (Q8NEAG6) Zinc finger protein
GLIS3 (GLI-similar 3) (Zinc finger protein 515) *
[MASS=83605]

GLRX1_HUMAN (P35754) Glutaredoxin-1 N
(Thioltransferase-1) (TTase-1) [MASS=11644]

20.59

5.59

6.07

9.23

2.00

1.00 22.91

2.84

12.38

0.72

0.96

0.56

0.83

0.13

0.15

0.00

0.11
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AASDLMSYC[330]EQHAR
AASDLM[147]SYC[330]EQHAR

IIC[330]ILSHPIK
TDDYLDQPCI[339]LETVNR

RMTGSEFDFEEM[147]K
YLDFKVTEGSFVYK

QIEHDKREM[147]IFEVLAPLAENDAIK
ITAVDKTEDSLEGCI[330]LDC[330]JLLQALAQNNTETSEK

M[147]VRPLNPR

LINGGIAGLIGVTC[339]VFPIDLAK
PTATQLTRDLLR
IQLQDAGRIAAQRK
VYTSM[147]SDC[339]LIK
GVNEDTYSGILDC[339]AR
GVNEDTYSGILDC[330]AR

LINGGIAGLIGVTCI[330]VFPIDLAK

KRALSLSPLSDGIGIDFNTIIR

AQEFVNCI[339]KIQPGK
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GLSK_HUMAN (094925) Glutaminase kidney
isoform, mitochondrial precursor (EC 3.5.1.2)
(GLS) (L-glutamine amidohydrolase) (K-
glutaminase) [MASS=73461]

GLSL_HUMAN (Q9UI32) Glutaminase liver
isoform, mitochondrial precursor (EC 3.5.1.2)
(GLS) (L-glutamine amidohydrolase) (L-
glutaminase) [MASS=66309]

GLT14_HUMAN (Q96FL9) Polypeptide N-
acetylgalactosaminyltransferase 14 (EC
2.4.1.41) (Protein-UDP
acetylgalactosaminyltransferase 14) (UDP-
GalNAc:polypeptide N-
acetylgalactosaminyltransferase 14)
(Polypeptide GalNAc transferase 14) (GalNAc-
T14) (pp-GaNTas [MASS=64320]

GNAI1_HUMAN (P63096) Guanine nucleotide-
binding protein G(i), alpha-1 subunit (Adenylate
cyclase-inhibiting G alpha protein)
[MASS=40230]

GNAI2_HUMAN (P04899) Guanine nucleotide-
binding protein G(i), alpha-2 subunit (Adenylate
cyclase-inhibiting G alpha protein)
[MASS=40319]

GNAI3_HUMAN (P08754) Guanine nucleotide-
binding protein G(k) subunit alpha (G(i) alpha-
3) [MASS=40401]

GNAL_HUMAN (P38405) Guanine nucleotide-
binding protein G(olf) subunit alpha (Adenylate
cyclase-stimulating G alpha protein, olfactory
type) [MASS=44308]

1.00

1.00

0.86

0.00

0.00

13.75

5.48

7.79

11.90

8.19

4.82

7.87

1.36

0.68

0.59

0.04

0.15

0.00
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FDYVM[147]QFLNKMAGNEYVGFSNATFQSERESGDR

C[339]VQSNIVLLTQAFR

LKEC[330]M[147]DM[147]LR
LKEC[339]M[147]DM[147]LR
LKEC[339]M[147]DMLR
C[330]VQSNIVLLTQAFR
VPFC[330]LQSC[330]VKPLK
IKQGLLPSLEDLLFYTIAEGQEK
VPFC[339]LQSC[339]VKPLK

KC[330]VSSSIVLLTQAFR
MAGNEYMGFSNATFQSEK

VWM[147]C[339]GGSLEIVPC[330]SRVGHVFR
RLDPTEPIRTPIIAGGLFVIDK

IIHEAGYSEEEC[330]KQYK
EIYTHFTC[330]ATDTK
EIYTHFTC[339]ATDTK
IIHEAGYSEEEC[330]K
IIHEAGYSEEEC[330]KQYK

ITHSPLTIC[330]FPEYTGANKYDEAASYIQSK

AAKEVKLLLLGAGESGK

HYC[330]YPHFTC[330]JAVDTENIR
TTEDQGVDEKERR
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GNAO1_HUMAN (P09471) Guanine nucleotide-
binding protein G(o) subunit alpha 1
[MASS=39919]

GNAO2_HUMAN (P29777) Guanine nucleotide-
binding protein G(o) subunit alpha 2 1.00
[MASS=39955]

GNAS_HUMAN (P63092) Guanine nucleotide-
binding protein G(s) subunit alpha (Adenylate
cyclase-stimulating G alpha protein)
[MASS=45664]

GNB1L_HUMAN (Q9BYB4) Guanine
nucleotide-binding protein subunit beta-like

protein 1 (G protein subunit beta-like protein 1) .
(WD40 repeat-containing protein deleted in

VCEFS) (Protein WDVCF) (DGCRKS3)

[MASS=35618]

1.00

GOGB1_HUMAN (Q14789) Golgin subfamily B
member 1 (Giantin) (Macrogolgin) (372 kDa
Golgi complex-associated protein) (GCP372)
[MASS=376075]

0.00

GP115_HUMAN (Q8IZF3) Probable G-protein
coupled receptor 115 (G-protein coupled 0.00
receptor PGR18) [MASS=83830]

GP150_HUMAN (Q8NGU9) Probable G-protein

coupled receptor 150 [MASS=46353] 0.00

8.50

13.20

3.98

1.26

4.12

13.82

1.00 30.88 0.46

0.07

0.81

0.34

1.47

0.27

0.00

0.20

0.00

0.00

0.00

NWwWNhNhDNW

NN WN

SPLTIC[339]FPEYTGPNTYEDAAAYIQAQFESK
M[147]HESLMLFDSIC[330]NNK
SPLTIC[330]FPEYTGPNTYEDAAAYIQAQFESK
YYLDSLDRIGAADYQPTEQDILRTR
M[147]VC[330]DVVSR

MVC[339]DVVSR
KSPLTIC[339]FPEYTGPNTYEDAAAYIQAQFESK
MHESLM[147]LFDSIC[330]NNK
MVC[330]DVVSR

M[147]VC[339]DVVSR
SPLTIC[330]FPEYTGPNTYEDAAAYIQAQFESK

M[147]HESLM[147]LFDSIC[330]NNK

SPLTIC[330]FPEYTGPSAFTEAVAYIQAQYESK

SNEYQLIDC[330]JAQYFLDKIDVIK
NNLKEAIETIVAAM[147]SNLVPPVELANPENQFR

KILATAGWDHRIR

QKPEEIGEESR
RIAELEEELVC[339]VQK
ALHTQLEMQAKEHDER

C[330]NYTSVVMSFSILMSSK
RWDEKAC[339]QMM[147]LDIR

LVFLGVILVVAVAGNTTVLC[339]RLC[330]GGGGPWAGPK
AKVQSLKMSLLLALLFVGCI339]ELPYFAAR
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GP158_HUMAN (Q5T848) Probable G-protein 2  MGAM[147]AYPLLLC[339]LLLAQLGLGAVGASRDPQGR

coupled receptor 158 precursor * 5.93 * * * 3 3  VDINLQKVDIDQC[339]SSDGWFSGTHK
[MASS=135488] 3 TSM[147]LQKSLSVIASAKEK
GP162_HUMAN (Q16538) Probable G-protein

coupled receptor 162 (Gene-rich cluster gene A * 3.57 * * * 1 2 HRLEDEEDEEEAEGGGLASLR

protein) [MASS=63930]

GPDM_HUMAN (P43304) Glycerol-3-
phosphate dehydrogenase, mitochondrial
precursor (EC 1.1.99.5) (GPD-M) (GPDH-M)
(mtGPD) [MASS=80833]

2  C[339]KDVLTGQEFDVR
098 867 155 0.00 1 3 3  MVKEALHERANLLEIAPHLSAPLPIM[147]LPVYK
3 LYDLVAGSNC[339]LKSSYVLSK

GPM6A_HUMAN (P51674) Neuronal 2 KIC[339]TVSENFLR
membrane glycoprotein M6-a (M6a) 100 755 036 0.13 3 2 2  KIC[330]TVSENFLR
[MASS=31209] 2 IC[330]TVSENFLR
GPM6B_HUMAN (Q1?491) Neuronal 2 SREDC[330]C[330]TKF
membrane glycoprotein M6-b (M6b) 0.98 340 049 0.03 2 1 2 SREDC[339]C[339]TKF
[MASS=28989]

2 TREKLC[330]FLDK
GPSN2_HUMAN (Q9NZ01) Synaptic

glycoprotein SC2 [MASS=36034] 0.00 942 067 0.00 ! 2 2  EKLCI[330]FLDKVEPHATIAEIK
2  TREKLC[339]FLDK
. C[339]QGPPGVDLYRLEK
GPVI_HUMAN (Q9HCNB®G) Platelet glycoprotein 030 413 169 0.1 9 1

VI precursor [MASS=36923]

GRAA_HUMAN (P12544) Granzyme A

precursor (EC 3.4.21.78) (Cytotoxic T-

lymphocyte proteinase 1) (Hanukkah factor) (H * 15.65 * * * 2
factor) (HF) (Granzyme-1) (CTL tryptase)

(Fragmentin-1) [MASS=28969]

2  EEPTKQIMLVKK
3 GDDVKPGTMC[330]QVAGWGRTHNSASWSDTLR

GRIA1_HUMAN (P42261) Glutamate receptor

1 precursor (GluR-1) (GIuR-A) (GIuR-K1)

(Glutamate receptor ionotropic, AMPA 1) * 1.99 * * * 2
(AMPA-selective glutamate receptor 1)

[MASS=101535]

GRIA4_HUMAN (P48058) Glutamate receptor

4 precursor (GluR-4) (GluR4) (GIuR-D)

(Glutamate receptor ionotropic, AMPA 4) 0.00 1.11 0.90 0.00 1 1 2  KFVIDC[330]EIER
(AMPA-selective glutamate receptor 4)

[MASS=100809]

3 PFM[147]SLGISIM[147]IKK
1 HDSIR



GRIK3_HUMAN (Q13003) Glutamate receptor,
ionotropic kainate 3 precursor (Glutamate .
receptor 7) (GIuR-7) (GIuR7) (Excitatory amino

acid receptor 5) (EAA5) [MASS=104031]

GRIK4_HUMAN (Q16099) Glutamate receptor,
ionotropic kainate 4 precursor (Glutamate
receptor KA-1) (KA1) (Excitatory amino acid
receptor 1) (EAA1) [MASS=107229]

0.00

GRIN1_HUMAN (Q7Z2K8) G protein-regulated
inducer of neurite outgrowth 1 (GRIN1) 0.00
[MASS=102371]

GRK7_HUMAN (Q8WTQ7) G protein-coupled
receptor kinase 7 precursor (EC 2.7.11.16) (G
protein-coupled receptor kinase GRK7)
[MASS=62211]

0.00

GRN_HUMAN (P28799) Granulins precursor
(Proepithelin) (PEPI) [Contains: Acrogranin;
Paragranulin; Granulin-1 (Granulin G); Granulin-

2 (Granulin F); Granulin-3 (Granulin B); *
Granulin-4 (Granulin A); Granulin-5 (Granulin

C); Granulin-6 (Granulin D); Granul

[MASS=63544]

GRP75_HUMAN (P38646) Stress-70 protein,
mitochondrial precursor (75 kDa glucose-

regulated protein) (GRP 75) (Peptide-binding 0.00
protein 74) (PBP74) (Mortalin) (MOT)

[MASS=73680]

GSLG1_HUMAN (Q92896) Golgi apparatus

protein 1 precursor (Golgi sialoglycoprotein MG-
160) (E-selectin ligand 1) (ESL-1) (Cysteine- *
rich fibroblast growth factor receptor) (CFR-1)
[MASS=134592]

GSTA3_HUMAN (Q16772) Glutathione S-
transferase A3-3 (EC 2.5.1.18) (GST class- 0.00
alpha) [MASS=25301]

2.29

3.14

6.25

6.33

3.24

8.57

10.81

0.64

0.68

0.00

0.08

0.00

N

W WNWNW

PSALVKNNEEGIQR
GMPHVIR

YEGFC[330]VDM[147]LKELAEILR
DPTPLLKEIRDDK

DPGPSGK

PTAFFC[330]PQDGSLGAGSSAM[147]R
VRPGSALAAAVAPPEPAEPVR
ETPQASEKVDPGSC[330]R

SLALPGLQGC[330]AELR
FLQWKLFEM[147]QPVSDKYFTEFR

SPHVGVK

TIAPC[339]QK
M[147]EEFKDQLPADEC[339]NK

AILRVAELSSDDFHLDRHLYFAC[330]R
LDPALQDKC[330]LIDLGK
VAPADGFSDLAM[147]QVM[147]TSPSK
VAPADGFSDLAM[147]QVM[147]TSPSK
VFKLQETEMMDPELDYTLMR
SDIKNFC[339]SAVQYGNAQIIEC[330]LK

ALIDM[147]YTEGM[147]ADLNEMILLLPLC[330]R

_a A A



GSTO1_HUMAN (P78417) Glutathione
transferase omega-1 (EC 2.5.1.18) (GSTO 1-1)
[MASS=27566]

GTR3_HUMAN (P11169) Solute carrier family
2, facilitated glucose transporter member 3
(Glucose transporter type 3, brain)
[MASS=53924]

GTR8_HUMAN (Q9NY64) Solute carrier family
2, facilitated glucose transporter member 8
(Glucose transporter type 8) (Glucose
transporter type X1) [MASS=50793]

GUAA_HUMAN (P49915) GMP synthase
[glutamine-hydrolyzing] (EC 6.3.5.2) (Glutamine
amidotransferase) (GMP synthetase)
[MASS=76715]

GUAD_HUMAN (Q9Y2T3) Guanine deaminase
(EC 3.5.4.3) (Guanase) (Guanine aminase)
(Guanine aminohydrolase) (GAH) (p51-
nedasin) [MASS=51003]

GUC2F_HUMAN (P51841) Retinal guanylyl
cyclase 2 precursor (EC 4.6.1.2) (Guanylate
cyclase 2F, retinal) (RETGC-2) (Rod outer

segment membrane guanylate cyclase 2) (ROS-

GC2) (Guanylate cyclase F) (GC-F)
[MASS=124821]

GUSL1_HUMAN (Q9NQQO) Beta-
glucuronidase-like protein 1 (SMA3-like protein)
[MASS=15472]

GUSL3_HUMAN

HBB_HUMAN (P68871) Hemoglobin subunit
beta (Hemoglobin beta chain) (Beta-globin)
[MASS=15867]

0.00

*

0.91

0.00

0.00

0.00

1.00

7.05

5.44

6.50

3.75

5.73

2.08

7.86

15.71

23.97

0.42

0.44

0.81

0.38

0.52

0.00

0.00

0.00

0.00

0.11
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LEAM[147]KLNEC[330]VDHTPKLK

AFEGQAHGADRSGKDGVM[147]EMNSIEPAK

KLSLLLC[330]SVPFVAGFAVITAAQDVWM[147]LLGGR

ISQM[147]PVILTPLHFDRDPLQKQPSC[339]QR

GASIAHC[330]PNSNLSLSSGFLNVLEVLK

PPPVYRPVVPPEHAPPEC[339]LQLM[147]K

LEVC[330]JLLNAENK

LLLLVSQLRAPGVDSAAAGRPV

GTFATLSELHC[339]DKLHVDPENFR
GTFATLSELHC[330]DK

GTFATLSELHC[330]DKLHVDPENFR
GTFATLSELHC[330]DKLHVDPENFR
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HCD2_HUMAN (Q99714) 3-hydroxyacyl-CoA
dehydrogenase type-2 (EC 1.1.1.35) (3-
hydroxyacyl-CoA dehydrogenase type Il) (Type

I HADH) (3-hydroxy-2-methylbutyryl-CoA 0.00
dehydrogenase) (EC 1.1.1.178) (Endoplasmic
reticulum-associated amyloid beta-peptide-

binding [MASS=26792]

HCDH_HUMAN (Q16836) Short chain 3-
hydroxyacyl-CoA dehydrogenase,

mitochondrial precursor (EC 1.1.1.35) (HCDH) *
(Medium and short chain L-3-hydroxyacyl-
coenzyme A dehydrogenase) [MASS=34277]

HD_HUMAN (P42858) Huntingtin (Huntington "
disease protein) (HD protein) [MASS=347857]

HEAT1_HUMAN (Q9H583) HEAT repeat-
containing protein 1 (Protein BAP28) *
[MASS=242369]

HEAT2_HUMAN (Q86Y56) HEAT repeat-

containing protein 2 [MASS=93533] 0.00
HECD1_HUMAN (Q9ULTS8) E3 ubiquitin-
protein ligase HECTD1 (HECT domain- 0.00

containing protein 1) (E3 ligase for inhibin
receptor) (EULIR) [MASS=289593]

HELI_HUMAN (Q9UKS?7) Zinc finger protein .
Helios [MASS=59559]

HELZ_HUMAN (P42694) Probable helicase
with zinc-finger domain (EC 3.6.1.-)
[MASS=218970]

HEM1_HUMAN (P13196) 5-aminolevulinate
synthase, nonspecific, mitochondrial precursor

(EC 2.3.1.37) (5-aminolevulinic acid synthase)  0.00
(Delta-aminolevulinate synthase) (Delta-ALA
synthetase) (ALAS-H) [MASS=70580]

HEM6_HUMAN (P36551) Coproporphyrinogen
Il oxidase, mitochondrial precursor (EC
1.3.3.3) (Coproporphyrinogenase) (Coprogen
oxidase) (COX) [MASS=50152]

0.00

10.38

4.46

1.53

0.98

2.57

2.1

3.99

0.67

10.78

2.20

0.99

1.00

1.23

0.60

0.00

0.00

0.00

0.00

N

KLGNNC[339]VFAPADVTSEKDVQTALALAK

FAGLHFFNPVPVMK

TPPPELLQTLTAVGGIGQLTAAKEESGGR
LLC[339]TPFRVLARMVDILAC[339]R

NTSELVSSEVYLLSALAALQK

AQETM[147]DSLAMVEGVSSC[339]QDLYR

VDATDASYPSVNTC[339]VHYLK
RLLPVFAQTFQQTMLPSIR
ALCI[339]NRLVVVELNNRTSR

LKC[339]DVC[339]GMVC[339]IGPNVLM[147]VHKR

QWDEQLDPRLNAK

TDGGDPSGLLKNFQDIMQK
M[147]M[147]PGC[330]EIYSDSGNHASM[147]IQGIR
SYAAGFIFTTSLPPMLLAGALESVRILK

YVEFNLLYDR



HEP2_HUMAN (P05546) Heparin cofactor 2
precursor (Heparin cofactor Il) (HC-II)
(Protease inhibitor leuserpin 2) (HLS2)
[MASS=57070]

HGF_HUMAN (P14210) Hepatocyte growth
factor precursor (Scatter factor) (SF)

0.00

(Hepatopoeitin A) [Contains: Hepatocyte growth 0.00

factor alpha chain; Hepatocyte growth factor
beta chain] [MASS=83133]

HIC1_HUMAN (Q14526) Hypermethylated in
cancer 1 protein (Hic-1) (Zinc finger and BTB
domain-containing protein 29) [MASS=76467]

HIG2A_HUMAN (Q9BW?72) HIG1 domain
family member 2A [MASS=11528]

HINT1_HUMAN (P49773) Histidine triad
nucleotide-binding protein 1 (Adenosine 5'-
monophosphoramidase) (Protein kinase C
inhibitor 1) (Protein kinase C-interacting protein
1) (PKCI-1) [MASS=13671]

HIP1_HUMAN (000291) Huntingtin-interacting
protein 1 (HIP-1) [MASS=115442]

HMCN1_HUMAN (Q96RW7) Hemicentin-1
precursor (Fibulin-6) (FIBL-6) [MASS=613386]

HMCS1_HUMAN (Q01581)
Hydroxymethylglutaryl-CoA synthase,
cytoplasmic (EC 2.3.3.10) (HMG-CoA
synthase) (3-hydroxy-3-methylglutaryl
coenzyme A synthase) [MASS=57293]
HPLN2_HUMAN (Q9GZV7) Hyaluronan and
proteoglycan link protein 2 precursor (Brain link
protein 1) [MASS=37775]

0.00

0.00

0.00

0.96

4.21

2.06

5.73

16.04

52.00

2.04

2.84

1.92

9.12

2.59

1.40

1.09

1.41

2.22

0.49

0.00

0.00

0.00

0.00

0.00

0.07
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NKGLPFTC[339]KAFVFDK

GGSGSPGPEPPGRPDGPSLLYR
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M[147]ATPGPVIPEVPFEPSK

HISQISVAEDDDESLLGHLM[147]IVGKKC[339]AADLGLNK
MVVNEGSDGGQSVYHVHLHVLGGRQM[147]HWPPG

MWGHLSEGYGQLC[330]SIYLKLLR

VTLSDEGFYEC[339]IAVSSAGTGR
NAAPKDAGIYGC[339]LASNSAGTDK
C[339]MAANTAGDHKKEFEVTVHVPPTIK
MLRLM[147]QTTMEDAGQYTC[330]VVR
RTVDLTVQVPPSIADEPTDFLVTK
YSILENGFLHIQSAHVTDTGR
AETEDSGKYTC[339]IASNEAGEVSKHFILK

NNLSYDC[339]IGR

LTLSEAHAAC[330]R
SFGFPRPQQAAYGTYC[330]YAEN
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HPRT_HUMAN (P00492) Hypoxanthine-
guanine phosphoribosyltransferase (EC
2.4.2.8) (HGPRT) (HGPRTase) [MASS=24448]

HRX_HUMAN (Q03164) Zinc finger protein
HRX (ALL-1) (Trithorax-like protein)
[MASS=431748]

HS105_HUMAN (Q92598) Heat-shock protein
105 kDa (Heat shock 110 kDa protein) (Antigen
NY-CO-25) [MASS=96864]

HS90A_HUMAN (P07900) Heat shock protein
HSP 90-alpha (HSP 86) (NY-REN-38 antigen)
[MASS=84528]

HSF2B_HUMAN (075031) Heat shock factor 2-
binding protein [MASS=37644]

HSP71_HUMAN (P08107) Heat shock 70 kDa
protein 1 (HSP70.1) (HSP70-1/HSP70-2)
[MASS=70052]

HSP7C_HUMAN (P11142) Heat shock cognate
71 kDa protein (Heat shock 70 kDa protein 8)
[MASS=70898]

HUWE1_HUMAN (Q72627) HECT, UBA and
WWE domain-containing protein 1 (EC 6.3.2.-)
(E3 ubiquitin protein ligase URE-B1) (Mcl-1
ubiquitin ligase E3) (Mule) (ARF-binding protein
1) (ARF-BP1) [MASS=481888]

HV3G_HUMAN (P01768) Ig heavy chain V-Ill
region CAM [MASS=13668]
HV3L_HUMAN (P01773) Ig heavy chain V-Ill
region BUR [MASS=12981]

HXB3_HUMAN (P14651) Homeobox protein
Hox-B3 (Hox-2G) (Hox-2.7) [MASS=44344]

HXD12_HUMAN (P35452) Homeobox protein
Hox-D12 (Hox-4H) [MASS=29535]

*

0.98

0.63

0.00

0.92

*

*

*

12.44

1.99

5.36

2.60

5.99

3.43

1.39

3.61

21.31

18.49

3.71

17.82

0.58

0.84

1.46

1.92

0.00

0.00

0.00

0.00
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FVVGYALDYNEYFRDLNHVC[330]VISETGK

ATSM[147]DLPMPMRFR
RFIEDEDYDPPIKIAR
PEDAGEKEHVTKSSVGHK
LFSPLHSGTRFDM[147]HKR
ATSMDLPMPMRFRHLK

IKELNNTC[330]JEPVVTQPKPK
LMSSNSTDLPLNIEC[339]FMNDKDVSGKM[147]NR

VFIM[147]DNC[339]EELIPEYLNFIR

VLLDTILQLLGDLKPGQCI[339]TK

AAAIGIDLGTTYSC[330]VGVFQHGK

EIAEAYLGK

SAATSGAGSTTSGVVSGSLGSR
SFDQADRAKFLQFVTGTSK

HWVIRSLLSILQR
AKFLQFVTGTSKVPLQGFAALEGM[147]NGIQK
M[147]ILNLTQSSGFNGFTPLVTLLLR
STRM[147]ILNLTQSSGFNGFTPLVTLLLR
RKYFR

FRLTFFIC[330]SVGFTSPM[147]LFDER

DBSKBTLYLQM[147]NSLRAEBTAVYYCI[330]AR

BTLYLZM[147]KTLRTEDTAVYYC[339]AK

SAC[339]SLQSLGNAAPHAK

AAKYDYAGVGRATPGSTTLLQGAPC[330]JAPGFK
RCI[339]PC[330]SPGRPAVGGGPGEAR
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HXK1_HUMAN (P19367) Hexokinase-1 (EC
2.7.1.1) (Hexokinase type I) (HK I) (Brain form  1.00 19.85 1.17 0.08
hexokinase) [MASS=102484]

IBP5_HUMAN (P24593) Insulin-like growth
factor-binding protein 5 precursor (IGFBP-5)
(IBP-5) (IGF-binding protein 5) [MASS=30570]

* 515 * *

ICAM5_HUMAN (Q9UMFO) Intercellular
adhesion molecule 5 precursor (ICAM-5) 1.00 281 043 0.06
(Telencephalin) [MASS=97330]

IDH3A_HUMAN (P50213) Isocitrate

dehydrogenase [NAD] subunit alpha,

mitochondrial precursor (EC 1.1.1.41) (Isocitric  0.96 7.38 1.00 0.02
dehydrogenase) (NAD(+)-specific ICDH)

[MASS=39591]

26

11

NN

N =2 W-=2NNN

M[147]C[339]INTEWGAFGDDGSLEDIRTEFDR
AAQLC[330]GAGM[147]AAVVDK

AAQLC[339]GAGM[147]AAVVDKIR
C[339]NVSFLLSEDGSGK
AILQQLGLNSTC[330]DDSILVK

LPVGFTFSFPC[330]QQSK
LGVEPSDDDCI[339]VSVQHVCI[339]TIVSFR
AILQQLGLNSTCI[339]DDSILVK

ATDC[339]VGHDVVTLLR
RAAQLC[339]GAGM[147]AAVVDK
AAQLC[339]GAGM[147]AAVVDK

KLPVGFTFSFPC[339]QQSK
C[330]NVSFLLSEDGSGK
ATDC[330]VGHDVVTLLR
ATDC[339]VGHDVVTLLR
AILQQLGLNSTC[339]DDSILVK
ATDC[330]VGHDVVTLLR
LPVGFTFSFPC[339]QQSK

TVCI[330]GVVSR

HM[147]EASLQELKASPR

GNPEPSVHC[339]AR
GNPEPSVHC[330]AR
LFSC[330]EVDGKPQPSVK

C[339]REVAESC[339]K
TFDLYANVRPCI[339]VSIEGYK
C[330]REVAESCI[330]K
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IDH3G_HUMAN (P51553) Isocitrate
dehydrogenase [NAD] subunit gamma,
mitochondrial precursor (EC 1.1.1.41) (Isocitric
dehydrogenase) (NAD(+)-specific ICDH)
[MASS=42794]

IDHP_HUMAN (P48735) Isocitrate
dehydrogenase [NADP], mitochondrial
precursor (EC 1.1.1.42) (Oxalosuccinate
decarboxylase) (IDH) (NADP(+)-specific ICDH)
(IDP) (ICD-M) [MASS=50909]

IDLC_HUMAN (014645) Axonemal dynein light
intermediate polypeptide 1 (Inner dynein arm
light chain, axonemal) (hp28) [MASS=29662]

IF122_HUMAN (Q9HBGB) Intraflagellar
transport 122 homolog (WD repeat protein 10)
[MASS=141968]

IF140_HUMAN (Q96RY7) Intraflagellar
transport 140 homolog (WD and
tetratricopeptide repeats protein 2)
[MASS=165192]

IF2M_HUMAN (P46199) Translation initiation

1.00

1.00

*

0.00

factor IF-2, mitochondrial precursor (IF-2Mt) (IF- 0.00

2(Mt)) [MASS=81344]

IF3X_HUMAN (075153) Putative eukaryotic
translation initiation factor 3 subunit (elF-3)
[MASS=146669]

IF4AG1_HUMAN (Q04637) Eukaryotic
translation initiation factor 4 gamma 1 (elF-4-
gamma 1) (elF-4G1) (elF-4G 1) (p220)
[MASS=175534]

IFAG3_HUMAN (043432) Eukaryotic
translation initiation factor 4 gamma 3 (elF-4-
gamma 3) (elF-4G 3) (elF4G 3) (elF-4-gamma
I) (elF4GIl) [MASS=176651]

0.00

*

*

6.11

15.27

3.49

2.90

1.50

4.54

4.35

2.88

2.33

1.28

1.10

1.40

0.39

11.77

0.05

0.10

0.00

0.00

0.00

N
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LGDGLFLQC[330]C[330]R
TSLDLYANVIHC[339]K

NILGGTVFREPIIC[339]K
DLAGC[330]IHGLSNVK
VC[330]VETVESGAM[147]TK
C[330]ATITPDEAR
DLAGC[339]IHGLSNVK
DLAGC[339]IHGLSNVK
GKLDGNQDLIRFAQMLEK
NILGGTVFREPIIC[330]K
DLAGC[330]IHGLSNVK

YDTPVLVSR

IFC[330]JLHVFSISAVEVPQSAPM[147]YQYLDRK
EWQM[147]ESLIR

VASLC[339]WHPTR
AQAFKNAIRLC[330]K

TGMDCI[330]GLSLDEDNMEFQVGDR
FKLTRNGHVIWK

NRDRAEEPMATEPAPAGAPGDLGSQPPAAK
TFPPDLNFLPVPGEELPEECI[339]JARAGFPR

RYDREFLLGFQFIFASM[147]QK
ELNKKEAVGDLLDAFK
DRGEEDADGSK

M[147]FFDC[330]LYDEEVISEDAFYK
LDFIESDSPC[339]SSEALSKK
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IFRD1_HUMAN (O00458) Interferon-related
developmental regulator 1 (Nerve growth factor-
inducible protein PC4) [MASS=50268]

IF_HUMAN (P27352) Gastric intrinsic factor
precursor (Intrinsic factor) (IF) (INF)
[MASS=45416]

IG2R_HUMAN (P09565) Putative insulin-like
growth factor 2-associated protein (Insulin-like
growth factor Il-associated protein)
[MASS=9081]

IGS21_HUMAN (Q96ID5) Immunoglobulin
superfamily member 21 precursor
[MASS=51835]

IGS4B_HUMAN (Q8N126) Immunoglobulin
superfamily member 4B precursor (Nectin-like
protein 1) (TSLC1-like protein 1) (Synaptic cell
adhesion molecule 3) (Brain immunoglobulin
receptor) [MASS=43300]

IGSF8_HUMAN (Q969P0) Immunoglobulin
superfamily member 8 precursor (CD81 partner
3) (Glu-Trp-lle EWI motif-containing protein 2)
(EWI-2) (Keratinocytes-associated
transmembrane protein 4) (KCT-4) (LIR-D1)
(CD316 antigen) [MASS=65034]

IKAP_HUMAN (095163) IkappaB kinase
complex-associated protein (IKK complex-
associated protein) (p150) [MASS=150190]

IKKA_HUMAN (O15111) Inhibitor of nuclear
factor kappa-B kinase alpha subunit (EC
2.7.11.10) (I kappa-B kinase alpha) (IkBKA)
(IKK-alpha) (IKK-A) (lkappaB kinase) (I-kappa-
B kinase 1) (IKK1) (Conserved helix-loop-helix
ubiquitous kinase) (Nuclear factor N
[MASS=84653]

0.62

0.00

0.51

0.52

1.00

0.84

0.00

*

5.32

7.19

26.19

6.64

17.59

8.32

4.73

2.28

1.71

0.07

0.92

0.73

0.40

0.64

2.36

0.00

0.00

0.00

0.00

0.29

0.00

0.00
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AAAALASVLCI[330]IQLGPGIESEEILK

FAKTLLANSSPFNVDTGAM[147]ATLALTC[330]MYNK

QDTHPPSVIFC[330]LAGVGVPGLPV

YQAQNFTLVC[330]IVSGGK
C[330]TAQNPLGSTDTHTR

LLLHC[330]JEGR
EKDTATLNC[339]QSSGSKPAAR
EDDGASIVC[330]SVNHESLK
EKDTATLNC[330]QSSGSKPAAR
PIITGYKSSLR
EKDTATLNC[330]QSSGSK
EDDGASIVC[339]SVNHESLK
LLLHC[330]JEGR
EKDTATLNC[330]QSSGSKPAAR

LGKEGTDR
LQAQDAGIYEC[330]JHTPSTDTR
AVLAHVDVQTLSSQLAVTVGPGER

GDGQFFAVSVVCI[339]PETGAR
LMFKEAFEC[339]MR
NGLLHGHFTLPFLKDEVKVNDLLWNADSSVLAVR

PFLHHLQPFTWHEKIKK



IL1R1_HUMAN (P14778) Interleukin-1 receptor
type | precursor (IL-1R-1) (IL-1RT1) (IL-1R-
alpha) (p80) (CD121a antigen) [MASS=65402]

IL2_HUMAN (P60568) Interleukin-2 precursor
(IL-2) (T-cell growth factor) (TCGF)
(Aldesleukin) [MASS=17628]

IL8_HUMAN (P10145) Interleukin-8 precursor
(IL-8) (CXCL8) (Monocyte-derived neutrophil
chemotactic factor) (MDNCF) (T-cell
chemotactic factor) (Neutrophil-activating
protein 1) (NAP-1) (Protein 3-10C)
(Granulocyte chemotactic protein 1) (GCP-1)
(Monocyte [MASS=11098]

IMB1_HUMAN (Q14974) Importin beta-1
subunit (Karyopherin beta-1 subunit) (Nuclear
factor P97) (Importin 90) [MASS=97170]

IMB3_HUMAN (000410) Importin beta-3
(Karyopherin beta-3) (Ran-binding protein 5)
(RanBP5) [MASS=123498]

IMMT_HUMAN (Q16891) Mitochondrial inner
membrane protein (Mitofilin) (p87/89)
(Proliferation-inducing gene 4 protein)
[MASS=83677]

INADL_HUMAN (Q8NI35) InaD-like protein
(Inadl protein) (hINADL) (Pals1-associated tight
junction protein) (Protein associated to tight
junctions) [MASS=196385]

INP5E_HUMAN (Q9NRRG6) 72 kDa inositol
polyphosphate 5-phosphatase (EC 3.1.3.36)
(Phosphatidylinositol-4,5-bisphosphate 5-
phosphatase) (Phosphatidylinositol
polyphosphate 5-phosphatase type 1V)
[MASS=70150]

IP3KA_HUMAN (P23677) Inositol-
trisphosphate 3-kinase A (EC 2.7.1.127)
(Inositol 1,4,5-trisphosphate 3-kinase A) (IP3K
A) (IP3 3-kinase A) [MASS=51008]

*

*

0.00

*

0.00

0.47

8.96

17.65

28.28

3.65

7.03

4.09

1.44

3.73

3.69

1.74

0.27

0.00

0.00

0.00
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LIC[330]FIALLISSLEADKC[330]K
WNGSVIDEDDPVLGEDYYSVENPANK
LIHILVR

HLQCI[330]JLEEELKPLEEVLNLAQSKNFHLR

VIESGPHC[330]JANTEIVKLSDGRELC[330]LDPK

MFQSTAGSGGVQEDALMAVSTLVEVLGGEFLK

LVLPM[147]IKEHIM[147]QM[147]LQNPDWKYR
RM[147]LVQC[339]M[147]QDQEHPSIR
KFHEKVIAALLQTMEDQGNQR
GPEYLTQMWHFMC[339]DALIK

IAGAGLLFVGGGIGGTILYAK
ELAEQKATEK

TGDKILEVSGVDLQNASHSEAVEAIK

SPLAC[330]DDC[330]SLRSAKSSFSLLAPIR

ERDC[339]LPAAGSSHLQQPR
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IP3KB_HUMAN (P27987) Inositol-
trisphosphate 3-kinase B (EC 2.7.1.127)
(Inositol 1,4,5-trisphosphate 3-kinase B) (IP3K
B) (IP3 3-kinase B) (IP3K-B) [MASS=102376]

IPO7_HUMAN (095373) Importin-7 (Imp7)
(Ran-binding protein 7) (RanBP7)
[MASS=119516]

IPO9_HUMAN (Q96P70) Importin-9 (Imp9)
(Ran-binding protein 9) (RanbP9)
[MASS=115831]

IQEC2_HUMAN (Q5JU85) IQ motif and Sec7
domain-containing protein 2 [MASS=161735]

IQEC3_HUMAN (Q9UPP2) IQ motif and Sec7
domain-containing protein 3 [MASS=127596]

IRAK2_HUMAN (043187) Interleukin-1
receptor-associated kinase-like 2 (IRAK-2)
[MASS=65270]

IRX4_HUMAN (P78413) Iroquois-class
homeodomain protein IRX-4 (Iroquois
homeobox protein 4) (Homeodomain protein
IRXA3) [MASS=54445]

ISL1_HUMAN (P61371) Insulin gene enhancer
protein ISL-1 (Islet-1) [MASS=39036]

ITA5_HUMAN (P08648) Integrin alpha-5
precursor (Fibronectin receptor subunit alpha)
(Integrin alpha-F) (VLA-5) (CD49e antigen)
[Contains: Integrin alpha-5 heavy chain;
Integrin alpha-5 light chain] [MASS=114536]

ITAX_HUMAN (P20702) Integrin alpha-X
precursor (Leukocyte adhesion glycoprotein
p150,95 alpha chain) (Leukocyte adhesion
receptor p150,95) (Leu M5) (CD11c antigen)
[MASS=127886]

ITB7_HUMAN (P26010) Integrin beta-7
precursor [MASS=86903]

0.90

0.00

0.00

0.00

0.00

0.00

5.39

2.89

1.73

1.83

4.23

3.39

7.13

9.74

4.67

1.55

0.88

0.25

0.99

1.52

2.22

0.85

0.94

0.00

0.00

0.00

0.00

0.00

0.00

ILQRELQNVQVNQKVGM[147]FEAHIQAQSSAIQAPR
QQVVAAGTLSPPGPEEAK

SLNFVSTLLQITMSEQLDLPVRQAGVIYLK

IPAGLC[330]JATAIDILTTVVR

TIQTAFRQYRMNK
M[147]IVGKKPVLSLPHR

DVLDCI[330]VVDEM[147]DFSSM[147]ELDEALRKFQAHIR
QQGTKTLSFKPC[339]GAQGDPQSK

PAPEIRC[339]PIPAFPDSVKPEK

IWSLAHTATAAAAAATSLSQTEFPSC[339]M[147]LK
MTWPPRNK

LYGIKC[339]AK

TC[330]YAANPRPDALM[147]KEQLVEM[147]TGLSPR

EPLSDPVGTC[339]YLSTDNFTR
TEKEPLSDPVGTC[339]YLSTDNFTRILEYAPC[339]R

RWWCI[330]DAVLYGEQGHPWGR

EGKAEDR



ITB8_HUMAN (P26012) Integrin beta-8
precursor [MASS=85632]

ITBP1_HUMAN (014713) Integrin beta-1-
binding protein 1 (Integrin cytoplasmic domain-
associated protein 1) (ICAP-1) [MASS=21782]

ITIH1_HUMAN (P19827) Inter-alpha-trypsin
inhibitor heavy chain H1 precursor (ITl heavy
chain H1) (Inter-alpha-inhibitor heavy chain 1)
(Inter-alpha-trypsin inhibitor complex
component Ill) (Serum-derived hyaluronan-
associated protein) (SHAP) [MASS=101388]

ITLN2_HUMAN (Q8WWU?7) Intelectin-2
precursor (Endothelial lectin HL-2)
[MASS=36211]

IVD_HUMAN (P26440) Isovaleryl-CoA
dehydrogenase, mitochondrial precursor (EC
1.3.99.10) (IVD) [MASS=46319]

JAD1A_HUMAN (P29375) Jumoniji/ARID
domain-containing protein 1A (Retinoblastoma-
binding protein 2) (RBBP-2) [MASS=195815]

JAG1_HUMAN (P78504) Jagged-1 precursor
(Jagged1) (hd1) (CD339 antigen)
[MASS=133798]

JHD1A_HUMAN (Q9Y2K7) JmjC domain-
containing histone demethylation protein 1A
(EC 1.14.11.-) (F-box/LRR-repeat protein 11) (F
box and leucine-rich repeat protein 11) (F-box
protein FBL7) (F-box protein Lilina)
[MASS=132792]

JOS1_HUMAN (Q15040) Josephin-1 (Josephin
domain-containing 1) [MASS=23198]

K0056_HUMAN (P42695) Protein KIAA0056
[MASS=168890]

0.00

0.00

0.00

0.00

0.00

8.58

7.50

4.72

14.77

1.1

2.85

2.71

10.93

15.84

4.61

6.56

0.76

0.49

0.81

0.29

0.00

0.00

0.00

0.00

0.00
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KYPVDLYYLVDVSASMHNNIEK
GQVC[330]SGRGTC[330]VC[339]GRC[330]EC[339]TDPR
VLIIRQVILQWNSNK

KC[339]DVTGGK

RHSSSSSQSSEISTK

RNHM[147]QYEIVIKVK
QSSFKADVQAHGEGQEFSITC[339]LVDEEEM[147]KK

NGVVYQTFC[330]DMTSGGGGWTLVASVHENDMRGK
ERCI[339]JHSAGDGLYFLRTK

LVLAGGPLGLM[147]QAVLDHTIPYLHVR
IGHFQLM[147]QGKM[147]JADMYTRLMAC[339]R

M[147]AADPEC[339]LDVGLAAM[147]VC[339]KELTLM[147]TEEETRLR
M[147]AADPEC[330]LDVGLAAM[147]VC[330]K

TC[330]QLDANEC[330]EAK
NSKM[147]SK
C[339]KSQSGGKFTC[330]DC[339]NK

LQAITASSANLR
YSLTELNM[147]AGC[339]NKLTDQTLIYLRR
LDLSHC[330]SHLTDQSSNLLTAVGSSTR
M[147]KQSC[339]VLRQC[330]LAPR
NSDGLGIKMPDPDFTVNDVKM[147]C[339]VGSR
DPLIFKNSDGLGIKMPDPDFTVNDVK

LSPNTM[147]VTPHKKSM[147]LGNGNYDVNVIM[147]AALQTK

YIFTLGDIAQLC[330]PAR
GLGSGLQPWC[330]PLDLR
LPC[330]GEYAM[147]FIAWLYKYSRSSK
DFFAVDKQLASELEYDM[147]K
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K0196_HUMAN (Q12768) Protein KIAA0196

[MASS=134286] 0.00
K0232_HUMAN (Q92628) Protein KIAA0232 0.00
(Fragment) [MASS=155619] '
K0427_HUMAN (043310) Protein KIAA0427 0.00
[MASS=67586] '
K0552_HUMAN (060299) Protein KIAA0552 0.00
[MASS=71790] ’
K0690_HUMAN (Q5JTH9) Protein KIAA0690 0.00
[MASS=143701] '
K1024_HUMAN (Q9UPX6) UPF0258 protein 0.00

KIAA1024 [MASS=102992]

K1196_HUMAN (Q96KM®6) Zinc finger protein "
KIAA1196 [MASS=97263]
K1279_HUMAN (Q96EKS5) Protein KIAA1279

[MASS=71814] 0.00

K2C5_HUMAN (P13647) Keratin, type Il
cytoskeletal 5 (Cytokeratin-5) (CK-5) (Keratin-5)  *
(K5) (58 kDa cytokeratin) [MASS=62447]

K6PF_HUMAN (P08237) 6-

phosphofructokinase, muscle type (EC

2.7.1.11) (Phosphofructokinase 1) .
(Phosphohexokinase) (Phosphofructo-1-kinase
isozyme A) (PFK-A) (Phosphofructokinase-M)
[MASS=85051]

4.31

4.14

8.70

9.66

5.63

7.64

1.46

4.83

4.75

4.24

238.64

1.78

0.98

1.33

0.57

17.18

18.15

0.00

0.00

0.00

0.00

0.00

0.00

0.00
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ITDPKMTC[330]HIDQLNTWYDM[147]K
NLGMVC[339]R

EEM[147]VLDNIPKLLNC[330]LRDC[339]NVAIR

C[339]SDLTLEEMKKQAAVQC[339]LR
IC[330]GVDRTQYRAIR
GESGLEEYPDAKETPSNEERLLDFNR

WHHGNM[147]KHPPGDKGEAGAHR
WHHGNM[147]KHPPGDKGEAGAHR
MALFM[147]VEGTKFRSLLLNMLQK
M[147]LC[339]PSESM[147]LTR

EKVIEYQKQLQLSYVEMYQR
ASSKSGSSSSM[147]GR

NFHSM[147]QNLC[339]PPQTNGTPEGRQGPGGLKGGLDK

WVLSCI[330]LATLLRK
VTVC[330]QALRTLITKGC[330]QAEADR
EIC[330JAVLAAVTEVIR
EC[330]VAPHM[147]ADIGSVTSSASGPAQSVAK

ETFISNEEPFVVQSC[339]VQKR
SDC[339]DSSPEHNLTKIANGVPNSK
SDC[339]DSSPEHNLTKIANGVPNSK
SVLFYTAC[339]LDPNFPATLFKDKM[147]K
HEPVKK

HM[147]EVC[339]QKLQDALK

INNLNK
YCI[339]LTLMQNAQLSMQDNIGELDLDK

NKLAELEEALQK
LDSELRNM[147]QDLVEDFK

GITNLC[330]VIGGDGSLTGADTFRSEWSDLLSDLQK
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K6PL_HUMAN (P17858) 6-
phosphofructokinase, liver type (EC 2.7.1.11)
(Phosphofructokinase 1) (Phosphohexokinase)
(Phosphofructo-1-kinase isozyme B) (PFK-B)
[MASS=84917]

K6PP_HUMAN (Q01813) 6-
phosphofructokinase type C (EC 2.7.1.11)
(Phosphofructokinase 1) (Phosphohexokinase)
(Phosphofructo-1-kinase isozyme C) (PFK-C)
(6-phosphofructokinase, platelet type)
[MASS=85596]

KAD4_HUMAN (P27144) Adenylate kinase
isoenzyme 4, mitochondrial (EC 2.7.4.3)
(Adenylate kinase 3-like 1) (ATP-AMP
transphosphorylase) [MASS=25268]

KBL_HUMAN (O75600) 2-amino-3-
ketobutyrate coenzyme A ligase, mitochondrial
precursor (EC 2.3.1.29) (AKB ligase) (Glycine
acetyltransferase) [MASS=45285]

KBTB9_HUMAN (Q96CT2) Kelch repeat and
BTB domain-containing protein 9
[MASS=71468]

KC1AL_HUMAN (Q8N752) Casein kinase |
isoform alpha-like (EC 2.7.11.1) (CKl-alpha-
like) (CK1) [MASS=39072]

KC1A_HUMAN

0.96

0.00

0.00

7.45

6.63

19.73

6.68

2.60

9.50

5.34

1.40

2.03

0.00

0.00

N

C[339]HDYYTTEFLYNLYSSEGKGVFDC[330]R
GGSM[147]LGTKR
QANWLSVSNIIQLGGTIIGSARC[330]K

NVLGHMQQGGAPSPFDRNFGTKISAR
THSINALLIIGGFEAYLGLLELSAAR

ENIKASTEVGEMAK
TLGQAEALDKIC[339]EVDLVISLNIPFETLKDR

FRSKM[147]EAAGFTISGASHPIC[330]PVM[147]LGDAR

YHMLPHARQEM[147]QTPRTR

TLNHQYDYTFDWTMLKQK
GFPAEFAMYLNYCI[339]R

M[147]ASSSGSKAEFIVGGKYK



KCC2A_HUMAN (Q9UQM7)

Calcium/calmodulin-dependent protein kinase

type Il alpha chain (EC 2.7.11.17) (CaM-kinase 1.00 3243 0.68 0.15 21
Il alpha chain) (CaM kinase Il alpha subunit)

(CaMK-Il subunit alpha) [MASS=54029]

KCC2B_HUMAN (Q13554) Calcium/calmodulin-

dependent protein kinase type Il beta chain (EC

2.7.11.17) (CaM-kinase Il beta chain) (CaM 1.00 873 0.71 0.04 4
kinase Il subunit beta) (CaMK-Il subunit beta)

[MASS=72726]

KCC2D_HUMAN (Q13557) Calcium/calmodulin-

dependent protein kinase type Il delta chain

(EC 2.7.11.17) (CaM-kinase Il delta chain) 0.89 842 0.80 0.00 1
(CaM kinase Il subunit delta) (CaMK-II subunit

delta) [MASS=56297]
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MCI[330]DPGM[147]TAFEPEALGNLVEGLDFHR

PENLLLASKLKGAAVK
EYYSEADASHCI[339]IQQILEAVLHC[339]HQMGVVHR
NSKPVHTTILNPHIHLM[147]GDESAC[330]IAYIR
QETVDC[330]LKK

STVASC[339]M[147]HR
QETVDC[339]LKK
STVASC[330]MHR

M[147]C[330]DPGMTAFEPEALGNLVEGLDFHR
STVASC[330]M[147]HR

MC[330]DPGM[147]TAFEPEALGNLVEGLDFHR
M[147]C[330]DPGM[147]TAFEPEALGNLVEGLDFHR
M[147]C[330]DPGM[147]TAFEPEALGNLVEGLDFHR
LKGAILTTMLATR
LYQQIKAGAYDFPSPEWDTVTPEAK
STVASC[339]MHR

M[147]C[339]DPGM[147]TAFEPEALGNLVEGLDFHR
MCI[330]DPGMTAFEPEALGNLVEGLDFHR

GTLPPAALEPQTTVIHNPVDGIK
IC[339]DPGLTSFEPEALGNLVEGM[147]DFHR
LC[330]TGHEYAAK
LC[339]TGHEYAAK
IC[330]DPGLTSFEPEALGNLVEGM[147]DFHR

IC[330]DPGLTAFEPEALGNLVEGM[147]DFHR
STVASM[147]M[147]HRQETVDC[330]LK
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KCMA1_HUMAN (Q12791) Calcium-activated
potassium channel subunit alpha 1 (Calcium-
activated potassium channel, subfamily M
subunit alpha 1) (Maxi K channel) (MaxiK) (BK
channel) (K(VCA)alpha) (BKCA alpha)
(KCa1.1) (Slowpoke homolog) (Slo homolog)
(Slo-al [MASS=137559]

KCNB2_HUMAN (Q92953) Potassium voltage-
gated channel subfamily B member 2 (Voltage-
gated potassium channel subunit Kv2.2)
[MASS=102562]

KCND2_HUMAN (Q9NZV8) Potassium voltage-
gated channel subfamily D member 2 (Voltage-
gated potassium channel subunit Kv4.2)
[MASS=70536]

KCNG4_HUMAN (Q8TDN1) Potassium voltage-
gated channel subfamily G member 4 (Voltage-
gated potassium channel subunit Kv6.4)
[MASS=58979]

KCRB_HUMAN (P12277) Creatine kinase B-
type (EC 2.7.3.2) (Creatine kinase B chain) (B-
CK) [MASS=42644]

0.00 3.72 1.96

0.00 582 0.08

* 3.02 *

* 4.24 *

1.00 23.88 0.72

0.07

0.00

0.12

14

N =N

w
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HIVVC[339]GHITLESVSNFLK
TYNM[147]LC[330]FGIYR
MDALIIPVTMEVPC[339]DSR

ENRGSAPQTPPSTAR
STLSLPPEPVDIIRSKTC[339]SR
EEGSVGSSSPQDTGHNC[330]R

TPLSNSRSSLNAKMEEC[330]VK

WGLC[339]MNRLREM[147]VENPQSGLPGK

SKDYEFM[147]WNPHLGYILTC[339]PSNLGTGLR
FC[339]TGLTQIETLFK

FC[330]TGLTQIETLFK

FC[339]TGLTQIETLFK
GFC[330]LPPHC[330]SR
SKDYEFM[147]WNPHLGYILTC[330]PSNLGTGLR

LGFSEVELVQMVVDGVKLLIEMEQR
LAVEALSSLDGDLAGR
FC[330]TGLTQIETLFK



KCRS_HUMAN (P17540) Creatine kinase,
sarcomeric mitochondrial precursor (EC
2.7.3.2) (S-MtCK) (Mib-CK) (Basic-type
mitochondrial creatine kinase) [MASS=47520]

0.00 19.33 2.03

KCRU_HUMAN (P12532) Creatine kinase,
ubiquitous mitochondrial precursor (EC 2.7.3.2)
(U-MtCK) (Mia-CK) (Acidic-type mitochondrial
creatine kinase) [MASS=47036]

1.00 8.87 1.18

KCTD5_HUMAN (Q9NXV2) Potassium channel
tetramerization domain-containing protein 5 0.00 21.37 0.87
[MASS=26092]

KGP1A_HUMAN (Q13976) cGMP-dependent
protein kinase 1, alpha isozyme (EC 2.7.11.12) 0.00 4.48 *
(CGK 1 alpha) (cGKl-alpha) [MASS=76233]

KGP1B_HUMAN (P14619) cGMP-dependent
protein kinase 1, beta isozyme (EC 2.7.11.12)  0.00 2.77 1.26
(cGK 1 beta) (cGKl-beta) [MASS=77803]

KIM13A_HUMAN (Q9H1H9) Kinesin-like protein
KIF13A (Kinesin-like protein RBKIN) 0.00 4.60 0.93
[MASS=202258]
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0.00

0.00
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LGYILTC[330]PSNLGTGLRAGVHVRIPK
LIDDHFLFDKPVSPLLTC[339]AGM[147]AR
LGYILTC[339]PSNLGTGLRAGVHVRIPK
LGYILTC[330]PSNLGTGLR
LGYILTC[339]PSNLGTGLR
KHNNC[339]M[147]AEC[330]LTPAIYSK
HNNC[330]M[147]ASHLTPAVYAR
SEVELVQLVIDGVNYLIDC[330]ER

HNNCI[339]M[147]ASHLTPAVYAR
HNNCI[330]MASHLTPAVYAR
HNNCI[339]MASHLTPAVYAR
SEVELVQLVIDGVNYLIDC[330]ER

SEVELVQLVIDGVNYLIDCI[339]ER

SEVELVQLVIDGVNYLIDCI[339]ER

TSQVPVKHVYRVLQCI[339]QEEELTQMVSTM[147]SDGWK
RC[339]SAGLGALAQRPGSVSK

GSFEDSTTRFYTACI[339]VVEAFAYLHSKGIIYR

SPQSKDLIKEAILDNDFMK

SLC[330]RTGSC[339]SELDAC[339]PSKISQPAR
RGDPFYEAQENHNLIGVANVFLEC[330]LFC[330]DVK
LQRGLDSYQRDDEDGDDMDSYQEEDLNC[339]VR
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KI13B_HUMAN (Q9NQT8) Kinesin-like protein
KIF13B (Kinesin-like protein GAKIN) *
[MASS=202665]

KI67_HUMAN (P46013) Antigen KI-67

[MASS=358743] 0.00

KIF11_HUMAN (P52732) Kinesin-like protein

KIF11 (Kinesin-related motor protein Eg5)
(Kinesin-like spindle protein HKSP) (Thyroid *
receptor-interacting protein 5) (TRIP5) (Kinesin-

like protein 1) [MASS=119273]

KIF6_HUMAN (Q6ZMV9) Kinesin-like protein
KIF6 [MASS=92539]

KLD7B_HUMAN (Q96G42) Kelch domain- "
containing protein 7B [MASS=53295]

0.00

KLF17_HUMAN (Q5JT82) Krueppel-like factor .
17 (Zinc finger protein 393) [MASS=42577]

KLF4_HUMAN (043474) Krueppel-like factor 4
(Epithelial zinc-finger protein EZF) (Gut- 0.00
enriched krueppel-like factor) [MASS=50078]

KNTC1_HUMAN (P50748) Kinetochore-
associated protein 1 (Rough deal homolog) *
(hRod) (HsROD) (Rod) [MASS=250747]

KPCA_HUMAN (P17252) Protein kinase C
alpha type (EC 2.7.11.13) (PKC-alpha) (PKC-A) 0.69
[MASS=76632]

KPCD_HUMAN (Q05655) Protein kinase C
delta type (EC 2.7.11.13) (nPKC-delta) 0.00
[MASS=77477]
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5.53

0.95
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2.31
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KPCE_HUMAN (Q02156) Protein kinase C
epsilon type (EC 2.7.11.13) (nPKC-epsilon)
[MASS=83673]

KPCG_HUMAN (P05129) Protein kinase C
gamma type (EC 2.7.11.13) (PKC-gamma)
[MASS=78447]

KPYM_HUMAN (P14618) Pyruvate kinase
isozymes M1/M2 (EC 2.7.1.40) (Pyruvate
kinase muscle isozyme) (Cytosolic thyroid
hormone-binding protein) (CTHBP) (THBP1)
[MASS=57805]

KR197_HUMAN (Q3SYF9) Keratin-associated
protein 19-7 [MASS=6644]

KREM2_HUMAN (Q8NCWO0) Kremen protein 2
precursor (Kringle-containing protein marking
the eye and the nose) (Kringle domain-
containing transmembrane protein 2) (Dickkopf
receptor 2) [MASS=48849]

KRHB1_HUMAN (Q14533) Keratin, type Il
cuticular Hb1 (Hair keratin, type Il Hb1)
(ghHKb1) (ghHb1) (MLN 137) [MASS=54971]

KRHB3_HUMAN (P78385) Keratin, type I
cuticular Hb3 (Hair keratin, type Il Hb3)
[MASS=54214]

KRIT1_HUMAN (000522) Krev interaction
trapped protein 1 (Krev interaction trapped 1)

(Cerebral cavernous malformations 1 protein)
[MASS=84347]

KSR2_HUMAN (Q6VABG6) Kinase suppressor
of ras-2 (hKSR2) [MASS=93585]

KV1P_HUMAN (P01608) Ig kappa chain V-|
region Roy [MASS=11782]

L1CAM_HUMAN (P32004) Neural cell
adhesion molecule L1 precursor (N-CAM L1)
(CD171 antigen) [MASS=140002]

0.99

1.00

0.00

0.00

0.00

0.00

0.00

0.00
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4.58

22.22
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LAMA2_HUMAN (P24043) Laminin alpha-2
chain precursor (Laminin M chain) (Merosin
heavy chain) [MASS=342769]

LAMP1_HUMAN (P11279) Lysosome-
associated membrane glycoprotein 1 precursor
(LAMP-1) (CD107a antigen) [MASS=44773]

LANC1_HUMAN (043813) LanC-like protein 1
(40 kDa erythrocyte membrane protein) (p40)
[MASS=45283]

LANC2_HUMAN (Q9NS86) LanC-like protein 2
(Testis-specific adriamycin sensitivity protein)
[MASS=50854]

LDH6A_HUMAN (Q6ZMR3) L-lactate
dehydrogenase A-like 6A (EC 1.1.1.27)
[MASS=36507]

LDHA_HUMAN (P00338) L-lactate
dehydrogenase A chain (EC 1.1.1.27) (LDH-A)
(LDH muscle subunit) (LDH-M) (Proliferation-
inducing gene 19 protein) (NY-REN-59 antigen)
[MASS=36557]

LDHB_HUMAN (P07195) L-lactate
dehydrogenase B chain (EC 1.1.1.27) (LDH-B)
(LDH heart subunit) (LDH-H) (NY-REN-46
antigen) [MASS=36507]

LDHC_HUMAN (P07864) L-lactate
dehydrogenase C chain (EC 1.1.1.27) (LDH-C)
(LDH testis subunit) (LDH-X) [MASS=36180]

LEG1_HUMAN (P09382) Galectin-1 (Lectin
galactoside-binding soluble 1) (Beta-
galactoside-binding lectin L-14-1) (Lactose-
binding lectin 1) (S-Lac lectin 1) (Galaptin) (14
kDa lectin) (HPL) (HBL) (Putative MAPK-
activating protein MP12) [MASS=14584]
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0.99

0.00
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1.00

0.00
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3.63
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5.51
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0.74
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0.51
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LRSDC[330]ESQEC[330]VTK
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LETM1_HUMAN (095202) Leucine zipper-EF-
hand-containing transmembrane protein 1, 0.99
mitochondrial precursor [MASS=83354]

LNX2_HUMAN (Q8N448) Ligand of Numb-

protein X 2 (Numb-binding protein 2) (PDZ N
domain-containing RING finger protein 1)
[MASS=76004]

LPPRC_HUMAN (P42704) 130 kDa leucine-
rich protein (LRP 130) (GP130) (Leucine-rich *
PPR motif-containing protein) [MASS=145200]

LRC21_HUMAN (Q9P2V4) Leucine-rich repeat-
containing protein 21 precursor (Photoreceptor-
associated LRR superfamily protein) (Retina-
specific protein PAL) [MASS=68040]

0.00

LRC27_HUMAN (Q9CO0I19) Leucine-rich repeat- N
containing protein 27 [MASS=60089]

LRC57_HUMAN (Q8N9N7) Leucine-rich repeat-

containing protein 57 [MASS=26754] 0.00
LRC59_HUMAN (Q96AG4) Leucine-rich repeat- 0.00
containing protein 59 [MASS=34930] '
LRMP_HUMAN (Q12912) Lymphoid-restricted
membrane protein (Protein Jaw1) 0.00

[MASS=62092]

LRP1_HUMAN (Q07954) Low-density

lipoprotein receptor-related protein 1 precursor

(LRP) (Alpha-2-macroglobulin receptor) 0.25
(A2MR) (Apolipoprotein E receptor) (APOER)

(CD91 antigen) [MASS=504573]

5.95

4.49
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7.06

3.96

10.46

20.52

6.67

1.94

1.05

0.70

0.36

1.86
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0.00

0.00

0.00
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LERGVGGAPPTVTLLRSER
SVIVDTK



LRRN3_HUMAN (Q9H3WS5) Leucine-rich
repeats neuronal protein 3 precursor (Neuronal
leucine-rich repeat protein 3) (NLRR-3)
[MASS=79424]

LSAMP_HUMAN (Q13449) Limbic system-
associated membrane protein precursor
(LSAMP) [MASS=37308]

LTK_HUMAN (P29376) Leukocyte tyrosine
kinase receptor precursor (EC 2.7.10.1)
(Protein tyrosine kinase 1) [MASS=91653]

LY6H_HUMAN (094772) Lymphocyte antigen
Ly-6H precursor [MASS=14669]

M2GD_HUMAN (Q9UI17) Dimethylglycine
dehydrogenase, mitochondrial precursor (EC
1.5.99.2) (ME2GLYDH) [MASS=96806]

M20OM_HUMAN (Q02978) Mitochondrial 2-
oxoglutarate/malate carrier protein (OGCP)
(Solute carrier family 25 member 11)
[MASS=33930]

M3K14_HUMAN (Q99558) Mitogen-activated
protein kinase kinase kinase 14 (EC 2.7.11.25)
(NF-kappa beta-inducing kinase)
(Serine/threonine-protein kinase NIK) (HsNIK)
[MASS=104041]

M3K4_HUMAN (Q9Y6R4) Mitogen-activated
protein kinase kinase kinase 4 (EC 2.7.11.25)
(MAPK/ERK kinase kinase 4) (MEK kinase 4)
(MEKK 4) (MAP three kinase 1)
[MASS=181550]

*
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0.99

0.63
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M3K5_HUMAN (Q99683) Mitogen-activated
protein kinase kinase kinase 5 (EC 2.7.11.25)
(MAPK/ERK kinase kinase 5) (MEK kinase 5)
(MEKK 5) (Apoptosis signal-regulating kinase
1) (ASK-1) [MASS=154536]

MACF1_HUMAN (Q9UPN3) Microtubule-actin
crosslinking factor 1, isoforms 1/2/3/5 (Actin
cross-linking family protein 7) (Macrophin-1)
(Trabeculin-alpha) (620 kDa actin-binding
protein) (ABP620) [MASS=620414]

MACF4_HUMAN (Q96PK2) Microtubule-actin

crosslinking factor 1, isoform 4 [MASS=670146]

MAGAB_HUMAN (P43364) Melanoma-
associated antigen 11 (MAGE-11 antigen)
[MASS=48129]

MAML3_HUMAN (Q96JK9) Mastermind-like
protein 3 (Mam-3) [MASS=121692]
MAON_HUMAN (Q16798) NADP-dependent
malic enzyme, mitochondrial precursor (EC
1.1.1.40) (NADP-ME) (Malic enzyme 3)
[MASS=67054]

MAOX_HUMAN (P48163) NADP-dependent

malic enzyme (EC 1.1.1.40) (NADP-ME) (Malic

enzyme 1) [MASS=64149]

MAP1A_HUMAN (P78559) Microtubule-

associated protein 1A (MAP 1A) (Proliferation-

related protein p80) [Contains: MAP1 light
chain LC2] [MASS=306529]

*

*
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MAP1B_HUMAN (P46821) Microtubule-
associated protein 1B (MAP 1B) [Contains: 0.00
MAP1 light chain LC1] [MASS=270618]

MASP2_HUMAN (000187) Mannan-binding

lectin serine protease 2 precursor (EC

3.4.21.104) (Mannose-binding protein-

associated serine protease 2) (MASP-2) (MBL- *
associated serine protease 2) [Contains:
Mannan-binding lectin serine protease 2 A

chain; Mannan-b [MASS=75685]

MAST3_HUMAN (060307) Microtubule-
associated serine/threonine-protein kinase 3
(EC 2.7.11.1) [MASS=143136]

MATR3_HUMAN (P43243) Matrin-3

[MASS=94623] 0.00

MCCC2_HUMAN (Q9HCCO0) Methylcrotonoyl-

CoA carboxylase beta chain, mitochondrial

precursor (EC 6.4.1.4) (3-Methylcrotonyl-CoA
carboxylase 2) (MCCase subunit beta) (3- 0.99
methylcrotonyl-CoA:carbon dioxide ligase

subunit beta) (3-Methylcrotonyl-CoA

carboxylase n [MASS=61333]

MCE1_HUMAN (060942) mRNA capping

enzyme (HCE) (HCAP1) [Includes:

Polynucleotide 5'-triphosphatase (EC 3.1.3.33) "
(mRNA 5'-triphosphatase) (TPase); mMRNA
guanylyltransferase (EC 2.7.7.50) (GTP--RNA
guanylyltransferase) (GTase)] [MASS=68556]

MDGA1_HUMAN (Q8NFP4) MAM domain-
containing glycosylphosphatidylinositol anchor
protein 1 precursor (MAM domain-containing
protein 3) (GPI and MAM protein)
(Glycosylphosphatidylinositol-MAM) (GPIM)
[MASS=105790]
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MDHC_HUMAN (P40925) Malate
dehydrogenase, cytoplasmic (EC 1.1.1.37)
(Cytosolic malate dehydrogenase)
[MASS=36295]

0.99

MDHM_HUMAN (P40926) Malate
dehydrogenase, mitochondrial precursor (EC
1.1.1.37) [MASS=35531]

MEGF8_HUMAN (Q7Z7MO0) Multiple epidermal
growth factor-like domains 8 (EGF-like domain- .
containing protein 4) (Multiple EGF-like domain
protein 4) [MASS=254572]

MERL_HUMAN (P35240) Merlin (Moesin-ezrin-
radixin-like protein) (Neurofibromin-2)
(Schwannomin) (Schwannomerlin)
[MASS=69690]

MFN2_HUMAN (095140) Transmembrane
GTPase MFN2 (EC 3.6.5.-) (Mitofusin-2) 0.00
[MASS=86402]

MGR2_HUMAN (Q14416) Metabotropic

glutamate receptor 2 precursor (mGluR2) 0.00
[MASS=95567]

0.00
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1.00 39.94
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PVSAALRRSFSTSAQNNAK
GYLGPEQLPDC[339]LKGC[339]DVVVIPAGVPR
TIPLISQC[339]TPK
SQETEC[339]TYFSTPLLLGK
GYLGPEQLPDC[339]LK

TIPLISQC[330]TPK

GYLGPEQLPDC[330]LK
GC[330]DVVVIPAGVPR

GYLGPEQLPDCI[330]LKGC[330]DVVVIPAGVPR
GC[339]DVVVIPAGVPR

TIPLISQC[339]TPK
SQETEC[330]TYFSTPLLLGKK
SQETEC[330]TYFSTPLLLGK

VSSFEEKMISDAIPELK

C[339]HPRATC[330]LNTPLSYEC[330]HC[339]QR
YSHVAAVLGGSVLLVAGGYSGRPR

QPKTFTVRIVTMDAEM[147]EFNC[330]EMK
QPKTFTVRIVTMDAEMEFNC[330]EM[147]K

VLPSGIGHTTNCI[330]FLR
TSNGKSTVINAM[147]LWDKVLPSGIGHTTNC[330]FLR

ALC[339]PNTTR
IM[147]FVVNAVYAM[147]AHALHNMHR

N = A N =

N =
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MGST3_HUMAN (014880) Microsomal
glutathione S-transferase 3 (EC 2.5.1.18)
(Microsomal GST-3) (Microsomal GST-III)
[MASS=16516]

MICA2_HUMAN (094851) Protein MICAL-2
[MASS=126688]

MIER1_HUMAN (Q8N108) Mesoderm

induction early response protein 1 (Mi-er1) (hmi-

er1) (Early response 1) (Er1) [MASS=60653]

MINK1_HUMAN (Q8N4C8) Misshapen-like
kinase 1 (EC 2.7.11.1) (Mitogen-activated
protein kinase kinase kinase kinase 6)
(MAPK/ERK kinase kinase kinase 6) (MEK
kinase kinase 6) (MEKKK 6) (Misshapen/NIK-
related kinase) (GCK family kinase MiNK)
[MASS=149808]

MLL2_HUMAN (014686) Myeloid/lymphoid or
mixed-lineage leukemia protein 2 (ALL1-related
protein) [MASS=564181]

MLP3A_HUMAN (Q9H492) Microtubule-
associated proteins 1A/1B light chain 3A
precursor (MAP1A/MAP1B LC3 A) (MAP1A/1B
light chain 3 A) (MAP1 light chain 3-like protein
1) (Microtubule-associated protein 1 light chain
3 alpha) (Autophagy-related protein LC3 A
[MASS=14272]

1.00

0.00

0.00

0.00

0.00

48.03

2.58

9.33

4.50

3.50

6.61

0.95

0.32

0.63

1.16

0.86

0.02

0.00

0.00

0.00

0.00

WNNNWNDN
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GALGSIALLGLVGTTVC[330]SAFQHLGWVK

YKVEYPIMYSTDPENGHIFNC[330]IQR
YKVEYPIM[147]YSTDPENGHIFNC[339]IQR
VEYPIM[147]YSTDPENGHIFNC[339]IQR
VEYPIM[147]YSTDPENGHIFNC[330]IQR
YKVEYPIM[147]YSTDPENGHIFNC[330]IQR
VEYPIM[147]YSTDPENGHIFNC[339]IQR
YKVEYPIM[147]YSTDPENGHIFNC[339]IQR

AQATSPDLESMRKSFPLNLGGSDTC[330]YFC[330]K

EIMVGSMFQAEIPVGIC[330]R
DSSGQEDETQSSNDDPSQSVASQDAQEIIRPR

KRFNSEILC[330]JAALWGVNLLVGTENGLM[147]LLDR
IIKDVVLQWGEMPTSVAYIC[330]SNQIMGWGEK

PALHLR

ASPVPSDPEKPGTPGEGMLSSDLDRISTEELPK
QPGLPQPLMPTQPPAHALQQR

AEINGHIDSKLAGLEQK
GSEVSVM[147]LTVSAAADKNLNGVM[147]VAVAELLSMK
PVAPVAPPELVPMK

LAPEGLRGLAVSGLPPQK
REANGEPIGAPGTSNHLLLAGPR

GYHTFC[339]LKPPM[147]EELPAHSWK

C[339]KEVQQIR
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MMP25_HUMAN (Q9NPA2) Matrix
metalloproteinase-25 precursor (EC 3.4.24.-)
(MMP-25) (Membrane-type matrix
metalloproteinase 6) (MT-MMP 6) (Membrane-
type-6 matrix metalloproteinase) (MT6-MMP)
(Leukolysin) [MASS=62554]

0.00 3.38

MMP3_HUMAN (P08254) Stromelysin-1

precursor (EC 3.4.24.17) (Matrix .
metalloproteinase-3) (MMP-3) (Transin-1) (SL-

1) [MASS=53977]

1.47

MMS19_HUMAN (Q96T76) MMS19-like protein

(hMMS19) (MET18 homolog) [MASS=113275] 00 %97

MMSA_HUMAN (Q02252) Methylmalonate-
semialdehyde dehydrogenase [acylating],
mitochondrial precursor (EC 1.2.1.27)
(MMSDH) (Malonate-semialdehyde
dehydrogenase [acylating]) (EC 1.2.1.18)
[MASS=57839]

0.99 13.64

MOG_HUMAN (Q16653) Myelin-
oligodendrocyte glycoprotein precursor 0.99 19.84
[MASS=28179]

C[330]EGNFDAIANIRGETFFFK

TFPGIPK

ACI[330]DSVTSNVLPLLLEQFHK
LLQAAAGASAR

RVQANM[147]GAKNHGVVMPDANK
LLQDSGAPDGTLNIHGQHEAVNFIC[339]DHPDIK

IKVKGYENGNFVGPTIISNVK

FSDEGGFTCI[339]FFR
NATGM[147]JEVGWYRPPFSR

ALVGDEVELPC[339]R
VIGPRHPIR



MORC4_HUMAN (Q8TE76) MORC family CW-
type zinc finger 4 (Zinc finger CW-type coiled-
coil domain protein 2) [MASS=106347]

*

MPCP_HUMAN (Q00325) Phosphate carrier
protein, mitochondrial precursor (PTP) (Solute  0.96
carrier family 25 member 3) [MASS=40095]

MPPA_HUMAN (Q10713) Mitochondrial-
processing peptidase alpha subunit,
mitochondrial precursor (EC 3.4.24.64) (Alpha-
MPP) (P-55) [MASS=58253]

0.99

MPRI_HUMAN (P11717) Cation-independent
mannose-6-phosphate receptor precursor (Cl
Man-6-P receptor) (CI-MPR) (M6PR) (Insulin-
like growth factor 2 receptor) (Insulin-like
growth factor Il receptor) (IGF-Il receptor)
(M6P/IGF2 receptor) (M6P/IGF2R) (300 kD
[MASS=274274]

MRC2_HUMAN (Q9UBGO0) Macrophage
mannose receptor 2 precursor (Urokinase
receptor-associated protein) (Endocytic
receptor 180) (CD280 antigen) [MASS=166654]

0.00

MTA3_HUMAN (Q9BTC8) Metastasis- .
associated protein MTA3 [MASS=67503]
MTCH1_HUMAN (Q9NZJ7) Mitochondrial

carrier homolog 1 (Presenilin-associated
protein) [MASS=41544]

MTCH2_HUMAN (Q9Y6C9) Mitochondrial
carrier homolog 2 (Met-induced mitochondrial 0.99
protein) [MASS=33331]

MTMR6_HUMAN (Q9Y217) Myotubularin-

related protein 6 (EC 3.1.3.-) [MASS=71953] 0.00

MTMRD_HUMAN (Q86WG5) Myotubularin-
related protein 13 (SET-binding factor 2) *
[MASS=208463]

5.98

14.09

2.10

5.90

1.35

2.53

5.40

9.24

10.47

3.03

1.09

1.02

0.80

0.34

0.00

0.00

0.00

0.00
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M[147]TGGVTSELPETEYSLRAFC[330]GILYMKPR
TVFIDVEEVKNKSCI[339]LTFTDDGC[339]GM[147]TPHK

VLYSNMLGEENTYLWR
LPRPPPPEMPESLKK
QIPYTMM[147]KFAC[339]FER
FAC[330]FER

FAC[330]FER

HGGIC[330]DC[330]QTSR

FISSPMKEKGNIQLSYSDGDDC[330]GHGK
NGSKNLGKFISSPMK
YDFYINVC[330]GPVSVSPC[339]QPDSGAC[330]QVAK
M[147]DGC[339]TLTDEQLLYSFNLSSLSTSTFKVTR
YASAC[339]QM[147]KYEK
TQYAC[339]PPFDLTEC[330]SFKDGAGNSFDLSSLSR
GKSSSAQQK

ISYHGSC[339]PQGLADSAWIPFR

PLAC[339]IIGYLEIHPAK

IGLFRGLSPRLMSNALSTVTR

VPFGKTYC[339]C[339]DLKM[147]LI
LC[330]SGVLGTVVHGK

AITVENASVLVHC[330]SDGWDR
TSQVC[339]SLGSLLLDSYYRTIK
LALTTSGCI[339]PLVIQC[330]JKNFRTVHFIVPR

ASFKKLMR

HFPSEDSDLAGEAGPRSQR
VSGLIQPAEVFAPKSLVLVSRLYYPEIFR

_ A A
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MUC2_HUMAN (Q02817) Mucin-2 precursor
(Intestinal mucin-2) [MASS=540296]

MX2_HUMAN (P20592) Interferon-induced
GTP-binding protein Mx2 (Interferon-regulated
resistance GTP-binding protein MxB) (p78-
related protein) [MASS=82088]

MY18B_HUMAN (Q8IUG5) Myosin-18B
(Myosin XVIiIb) [MASS=285183]

MYCN_HUMAN (P04198) N-myc proto-
oncogene protein [MASS=49561]

MYH9_HUMAN (P35579) Myosin-9 (Myosin
heavy chain, nonmuscle Ila) (Nonmuscle
myosin heavy chain Illa) (NMMHC lI-a)
(NMMHC-IIA) (Cellular myosin heavy chain,
type A) (Nonmuscle myosin heavy chain-A)
(NMMHC-A) [MASS=226400]

MYO5A_HUMAN (Q9Y411) Myosin-5A (Myosin
Va) (Dilute myosin heavy chain, non-muscle)
(Myosin heavy chain 12) (Myoxin)
[MASS=215420]

MYO7A_HUMAN (Q13402) Myosin-7A (Myosin
Vlla) [MASS=254404]

MYO9B_HUMAN (Q13459) Myosin-9B (Myosin
IXb) (Unconventional myosin-9b)
[MASS=243556]

MYOTI_HUMAN (Q9UBF9) Myotilin (Titin
immunoglobulin domain protein) (Myofibrillar
titin-like Ilg domains protein) (57 kDa
cytoskeletal protein) [MASS=55395]

0.00

0.53

0.93

0.00

1.95

6.71

1.75

3.23

3.57

2.16

4.83

2.55

7.03

1.39

0.81

0.96

3.37

0.00

0.00

0.00

0.00
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AQALDHSC[330]SC[330]C[339]KEEKTSQR
FPGLC[330]DYNFASDC[339]RGSYKEFAVHLK
VQC[339]DVSVGFIC[339]K
SLSEADSHC[339]LEGFAPVDGC[339]GC[339]PDHTFLDEK
PIYEEDLKKC[330]VTADK

AENM[147]IQLQFRM[147]EQMVFC[330]QDQIYSVVLKK
MEQM[147]VFC[339]QDQIYSVVLKKVR

TGYADHM[147]GLTR
QLAVASPEREIPEISISQPNSK
QSATSSRILSPR

SEASPRPLKSVIPPK

HEAM[147]ITDLEER
SM[147]EAEM[147]IQLQEELAAAER
SM[147]M[147]QDREDQSILC[330]TGESGAGKTENTK
KLEEEQIILEDQNC[330]K

C[330]IEEHADR
KLATATETYIK
EHKAVIIQK
MPKGTDDTWAQK

EQALDVRDAFVKGIYGR
ELLEQM[147]JERARHEPVNHSDM[147]VDK
MDDLLTSYISQMLTAM[147]SKQR
DAFVKGIYGRLFVWIVDK
LLC[339]ETSLGYKM[147]DDLLTSYISQM[147]LTAMSKQR

LVAAASPSAM[147]LSQSLDLSDR
LLPSLAKAQPAAETTDGERSAK
VTQEQGVSLLEDK

SRSTSRGDVNDQDAIQEK
FIQVPENMSIDEGRFC[339]R
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MYPN_HUMAN (Q86TC9) Myopalladin (145 .
kDa sarcomeric protein) [MASS=145256]

MYPR_HUMAN (P60201) Myelin proteolipid

protein (PLP) (Lipophilin) [MASS=29946] 1.00

MYST4_HUMAN (Q8WYB5) Histone
acetyltransferase MYST4 (EC 2.3.1.48) (EC

2.3.1.-) (MYST protein 4) (MOZ, YBF2/SAS3,

SAS2 and TIP60 protein 4) (Histone 0.00
acetyltransferase MOZ2) (Monocytic leukemia

zinc finger protein-related factor) (Histone
acetyltransferas [MASS=231343]

N4BM_HUMAN (095298) NADH-ubiquinone
oxidoreductase subunit B14.5b (EC 1.6.5.3) .
(EC 1.6.99.3) (Complex I-B14.5b) (CI-B14.5b)
[MASS=14187]

NAC2_HUMAN (Q9UPRS5) Sodium/calcium
exchanger 2 precursor (Na(+)/Ca(2+)-exchange 0.68
protein 2) [MASS=100367]

NADE1_HUMAN (Q61A69) Glutamine-
dependent NAD(+) synthetase (EC 6.3.5.1)
(NAD(+) synthase [glutamine-hydrolyzing])
(NAD(+) synthetase 1) [MASS=79293]

0.00

8.33

18.12

0.77

5.88

1.52

10.62

1.26

0.60

0.04

0.00
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IQKPNEVSSPPTTSAVIPPAVPQAQHLVAQPR
YGSLTSKGLDIFSAFSSMESTMVYSC[330]SSR
HFRVTEGSPVTFTC[330]K
FFRPHFLQAPGDMVAHEGR
VMQENSSSFSDLSER

VC[339]GSNLLSIC[339]K
VC[330]GSNLLSIC[330]K

TTIC[330]GK
VC[339]HC[339]LGK
GSRGQHQAHSLER
VC[339]GSNLLSIC[339]K
VC[330]GSNLLSIC[330]K
TSASIGSLC[330]JADAR
VC[330]HC[330]LGK
TSASIGSLC[339]ADAR

INIKQESADVNVIGNK

EM[147]FGYMK

IAEM[147]GKPVLGENC[330]R

SGNEEVLADVRTIVNQISYTPQDPRDLC[330]GR
MVLAYLFAQLSLWSR
AVMGIFSLVTGKSPLFAAHGGSSR

NLAASR

= A A A
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NAL14_HUMAN (Q86W24) NACHT, LRR and
PYD-containing protein 14 (Nucleotide-binding
oligomerization domain protein 5)
[MASS=124732]

NALP6_HUMAN (P59044) NACHT, LRR and
PYD-containing protein 6 (PYRIN-containing
APAF1-like protein 5) [MASS=98733]

NBEAL_HUMAN (Q6ZS30) Neurobeachin-like
1 (Amyotrophic lateral sclerosis 2 chromosomal
region candidate gene 17 protein)
[MASS=150732]

NCA11_HUMAN (P13591) Neural cell
adhesion molecule 1, 140 kDa isoform
precursor (N-CAM 140) (NCAM-140) (CD56
antigen) [MASS=93360]

NCAM2_HUMAN (015394) Neural cell
adhesion molecule 2 precursor (N-CAM 2)
[MASS=92932]

NCKX5_HUMAN (Q71RS6)
Sodium/potassium/calcium exchanger 5
precursor (Na(+)/K(+)/Ca(2+)-exchange protein
5) (Solute carrier family 24 member 5)
[MASS=54888]

NCS1_HUMAN (P62166) Neuronal calcium
sensor 1 (NCS-1) (Frequenin homolog)
(Frequenin-like protein) (Frequenin-like
ubiquitous protein) [MASS=21747]

* 7.04 * * *
* 4.26 * * *
* 2.44 * * *

1.00 991 039 044 12

* 2.03 * * *

* 5.80 * * *

0.00 741 148 0.00 1
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SAM[147INILHHELRHPNC[330]K

LLEHLFDVDVKTGAQPQIVVLQGAAGVGKTTLVR

KVM[147]LPEASLLVTTRLTTSK
YVFYLNGR

QALCI[339]RFPELALQR

MDVAVLSYC[330]VRC[330]C[330]PAGQALRLISC[330]R

M[147]RLKLVPNYNFK
GNLQVC[330]AM[147]ASAKLNTLLQTK

FFLC[330]QVAGDAK

GPVEAKPEC[339]QETETKPAPAEVK
KVDKNDEAEYIC[330]IAENK

FFLC[339]QVAGDAK
KVDKNDEAEYIC[330]IAENK
LEGQMGEDGNSIKVNLIK
GPVEAKPEC[330]QETETKPAPAEVK
FFLC[330]QVAGDAK
KVDKNDEAEYIC[339]IAENK
VDKNDEAEYIC[330]IAENK

AVDGFTFTEGDKSPDGR

KGKGDMAMSNIVGSNVFDMLC[330]LGIPWFIK

DC[339]PSGQLDAAGFQK
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N =
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NDRG1_HUMAN (Q92597) Protein NDRG1 (N-
myc downstream-regulated gene 1 protein)
(Differentiation-related gene 1 protein) (DRG-1)
(Reducing agents and tunicamycin-responsive
protein) (RTP) (Nickel-specific induction protein
Cap43) (Rit42) [MASS=42835]

NDRG2_HUMAN (Q9UN36) Protein NDRG2
(Protein Syld709613) [MASS=40798]

NDUA2_HUMAN (043678) NADH
dehydrogenase [ubiquinone] 1 alpha
subcomplex subunit 2 (EC 1.6.5.3) (EC
1.6.99.3) (NADH-ubiquinone oxidoreductase
B8 subunit) (Complex I-B8) (CI-B8)
[MASS=10790]

NDUA5_HUMAN (Q16718) NADH
dehydrogenase [ubiquinone] 1 alpha
subcomplex subunit 5 (EC 1.6.5.3) (EC
1.6.99.3) (NADH-ubiquinone oxidoreductase 13
kDa-B subunit) (Complex |-13Kd-B) (CI-13Kd-
B) (Complex | subunit B13) [MASS=13327]

NDUA8_HUMAN (P51970) NADH
dehydrogenase [ubiquinone] 1 alpha
subcomplex subunit 8 (EC 1.6.5.3) (EC
1.6.99.3) (NADH-ubiquinone oxidoreductase 19
kDa subunit) (Complex I-19KD) (CI-19KD)
(Complex I-PGIV) (CI-PGIV) [MASS=19974]

NDUAA_HUMAN (095299) NADH
dehydrogenase [ubiquinone] 1 alpha
subcomplex subunit 10, mitochondrial
precursor (EC 1.6.5.3) (EC 1.6.99.3) (NADH-
ubiquinone oxidoreductase 42 kDa subunit)
(Complex I1-42KD) (Cl-42KD) [MASS=40750]

1.00

1.00

1.00

0.99

1.00

8.38

18.60

37.76

13.91

4.09

3.10

0.49

1.05

1.84

1.65

1.56

0.36

0.07

0.07

0.00

0.00
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SRSHTSEGAHLDITPNSGAAGNSAGPKSM[147]EVSC[339]

LTEAFKYFLQGM[147]GYM[147]ASSC[330]M[147]TRLSR
SC[330]FQPLFQFEDMQEIIQNFVR
C[339]PVM[147]LVVGDQAPHEDAVVEC[339]NSK
SC[330]FQPLFQFEDM[147]QEIIQNFVR

IHLC[339]QR
YAFGQETNVPLNNFSADQVTRALENVLSGKA
IHLC[330]QR

TTGLVGLAVC[339INTPHER

TTGLVGLAVC[330]NTPHER

C[339]ALDFFR

KQCI[339]VDHYNEVK
KQCI[330]VDHYNEVK

= A



NDUAB_HUMAN (Q86Y39) NADH
dehydrogenase [ubiquinone] 1 alpha
subcomplex subunit 11 (EC 1.6.5.3) (EC

1.6.99.3) (NADH-ubiquinone oxidoreductase 0.95 16.43 0.86 0.00 1 1 2 EKPDDPLNYFLGGCI[339]JAGGLTLGAR
subunit B14.7) (Complex I-B14.7) (CI-B14.7)

[MASS=14721]

NDUB7_HUMAN (P17568) NADH 2  DYC[330]JAHHLIR

dehydrogenase [ubiquinone] 1 beta 3  DYC[339]AHHLIR

subcomplex subunit 7 (EC 1.6.5.3) (EC 3  DYCI[330]JAHHLIR

1.6.99.3) (NADH-ubiquinone oxidoreductase 100 13.97 120 004 6 2 2  DSFPNFLAC[339]K

B18 subunit) (Complex I-B18) (CI-B18) (Cell 2  DYC[339]AHHLIR

adhesion protein SQM1) [MASS=16271]

NDUBA_HUMAN (096000) NADH

dehydrogenase [ubiquinone] 1 beta

subcomplex subunit 10 (EC 1.6.5.3) (EC "
1.6.99.3) (NADH-ubiquinone oxidoreductase

PDSW subunit) (Complex I-PDSW) (CI-PDSW)
[MASS=20645]

9.36 * * * 1 3  EEDIMC[330]M[147]YEAEM[147]QWKR

3 SSLQQSDFEYKLDREFLK
SLQDDPKLVLSMNVAK

N

AAKASR
YSTLMDSMNMVLAQNNAKIM[147]NEHLYKQAWEADK
KQIQGKAAYVLDTPEMR
QKGHYLAGKVIGEFPGVVHC[330]LDFQK
NSKGKITVVQDTPEILR
GHYLAGKVIGEFPGVVHC[339]LDFQKMR
QKSIFTSVPDTPDLLRAK
ENM[147]GKGTPLPVTPEMER
NKGKADYNVLPASENPQLR

NEBU_HUMAN (P20929) Nebulin .

[MASS=773208] 3.16 "

NNNWOWNWNW-=

NEGR1_HUMAN (Q7Z3B1) Neuronal growth

regulator 1 precursor [MASS=38719] 099 791 048 0.00 1 1 3 DYSLQIQNVDVTDDGPYTC[330]SVQTQHTPR

NEK4_HUMAN (P51957) Serine/threonine-

protein kinase Nek4 (EC 2.7.11.1) (NimA-

related protein kinase 4) (Serine/threonine- 0.00 273 0.30 0.00 1 1 3  VAGITGVC[330JHHAQDQVAGECI330]IIEK
protein kinase 2) (Serine/threonine-protein

kinase NRK2) [MASS=94571]

N = a A

N =
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NELL2_HUMAN (Q99435) Protein kinase C-
binding protein NELL2 precursor (NEL-like

protein 2) (Nel-related protein 2) 0.00
[MASS=91346]
NFASC_HUMAN (094856) Neurofascin 1.00

precursor [MASS=150026]

NFIB_HUMAN (000712) Nuclear factor 1 B-

type (Nuclear factor 1/B) (NF1-B) (NFI-B) (NF- .
1/B) (CCAAT-box-binding transcription factor)

(CTF) (TGGCA-binding protein) [MASS=47442]

NFS1_HUMAN (Q9Y697) Cysteine
desulfurase, mitochondrial precursor (EC 0.46
2.8.1.7) [MASS=50195]

NIFUN_HUMAN (Q9H1K1) NifU-like N-terminal
domain-containing protein, mitochondrial .
precursor (NifU-like protein) (Iron-sulfur cluster
assembly enzyme ISCU) [MASS=17937]

NIPS1_HUMAN (Q9BPWS8) Protein NipSnap1

[MASS=33310] 0.45
NIPS2_HUMAN (075323) Protein NipSnap2
(Glioblastoma amplified sequence) 1.00

[MASS=33742]

NKRF_HUMAN (015226) NF-kappa-B-

repressing factor (NFKB-repressing factor) .
(Transcription factor NRF) (ITBA4 protein)
[MASS=77672]

NKTR_HUMAN (P30414) NK-tumor recognition
protein (Natural-killer cells cyclophilin-related 0.00
protein) (NK-TR protein) [MASS=165675]

NKX32_HUMAN (P78367) Homeobox protein
Nkx-3.2 (Bagpipe homeobox protein homolog *
1) [MASS=34814]

1.23

4.01

3.33

5.47

11.38

4.93

9.09

4.49

5.40

18.32

3.93

0.82

0.42

1.00

1.68

0.00

0.26

0.00

0.00

0.12

0.02
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TC[339]LDEM[147]NVVR

RGTTVQLEC[330]R
GDGPRSETKEFTTPEGVPSAPR
LDC[330]PFFGSPIPTLR
VKHDPSLK

HPC[339]C[339]VLSNPDQKGK

VLDAMLPYLINYYGNPHSR
C[339]IQHVK

TFGC[339]GSAIASSSLATEWVK
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LQFHNVKPEC[339]LEAYNK

LQFHNVKPEC[339]LEAYNK
LQFHNVKPEC[330]LEAYNK
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LQFHNVKPEC[330]JLEAYNK

MSIEYKYEMM[147]PNRTWR
VILESEVIAEAVGVK
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NLTP_HUMAN (P22307) Nonspecific lipid-
transfer protein (EC 2.3.1.176) (Propanoyl-CoA
C-acyltransferase) (NSL-TP) (Sterol carrier
protein 2) (SCP-2) (Sterol carrier protein X)
(SCP-X) (SCP-chi) (SCPX) [MASS=58993]

NMUR2_HUMAN (Q9GZQ4) Neuromedin U
receptor 2 (NMU-R2) (G-protein coupled
receptor TGR-1) (G-protein coupled receptor
FM-4) [MASS=47726]

NNTM_HUMAN (Q13423) NAD(P)
transhydrogenase, mitochondrial precursor (EC
1.6.1.2) (Pyridine nucleotide transhydrogenase)
(Nicotinamide nucleotide transhydrogenase)
[MASS=113895]

NOP14_HUMAN (P78316) Probable nucleolar
complex protein 14 [MASS=97668]

NOP5_HUMAN (Q9Y2X3) Nucleolar protein
NOP5 (Nucleolar protein 5) (NOP58)
[MASS=59578]

NOS1_HUMAN (P29475) Nitric-oxide synthase,
brain (EC 1.14.13.39) (NOS type I) (Neuronal
NOS) (N-NOS) (nNOS) (Constitutive NOS) (NC-
NOS) (bNOS) [MASS=160969]

NOTC4_HUMAN (Q99466) Neurogenic locus
notch homolog protein 4 precursor (Notch 4)
(hNotch4) [Contains: Notch 4 extracellular
truncation; Notch 4 intracellular domain]
[MASS=209621]

0.00

1.00

*

4.20

4.82

5.52

1.40

8.88

1.95

1.80

1.81

0.96

0.00

0.10

ITGNMGLAMKLQNLQLQPGNAKL

MLFVLVLVFAIC[339]WAPFHIDR

VPPAKILIVGGGVAGLASAGAAK
FFTGQITAAGK
KTC[339]DALQAK
EANSIIITPGYGLC[339]AAK

KTC[330]DALQAK

VLEFGRKQGSSK

FSADKVDTM[147]IVQAISLLDDLDKELNNYIMR
TYDPSGDSTLPTC[339]SKKR

DNFESAGPLANVRFSVFGLGSR
MRDDNR

GGGAYSHC[339]RSLSGVGAGGGPTPRGR
C[339]SC[330]PHSSPGPR

C[330]SC[339]PHSSPGPR



NOV_HUMAN (P48745) Protein NOV homolog

precursor (NovH) (Nephroblastoma
overexpressed gene protein homolog)
[MASS=39162]

NOX3_HUMAN (Q9HBYO0) NADPH oxidase 3
(EC 1.6.3.-) (gp91phox homolog 3) (GP91-3)
(Mitogenic oxidase 2) [MASS=64934]

NP1L4_HUMAN (Q99733) Nucleosome
assembly protein 1-like 4 (Nucleosome
assembly protein 2) (NAP2) [MASS=42823]

NPC1_HUMAN (015118) Niemann-Pick C1
protein precursor [MASS=142166]

NPHP1_HUMAN (015259) Nephrocystin-1
(Juvenile nephronophthisis 1 protein)
[MASS=83299]

NPT3_HUMAN (000624) Sodium-dependent
phosphate transport protein 3
(Sodium/phosphate cotransporter 3) (Na(+)/PI
cotransporter 3) (Solute carrier family 18
member 2) [MASS=47350]

NPTN_HUMAN (Q9Y639) Neuroplastin
precursor (Stromal cell-derived receptor 1)
(SDR-1) [MASS=31291]

NR4A3_HUMAN (Q92570) Orphan nuclear
receptor NR4A3 (Nuclear hormone receptor
NOR-1) (Neuron-derived orphan receptor 1)
(Mitogen-induced nuclear orphan receptor)

[MASS=68229]

NRG2_HUMAN (014511) Pro-neuregulin-2,
membrane-bound isoform precursor (Pro-
NRG2) [Contains: Neuregulin-2 (NRG-2)
(Neural- and thymus-derived activator for
ERBB kinases) (NTAK) (Divergent of
neuregulin-1) (DON-1)] [MASS=91678]

NRX1A_HUMAN (Q9ULB1) Neurexin-1-alpha
precursor (Neurexin |-alpha) [MASS=161882]

0.00

0.73

0.00

1.00

0.00

*

5.04

4.05

1.87

1.25

4.51

1.83

11.70

4.95

4.71

2.10

2.74

0.85

0.38

1.33

0.00

0.00

0.01

0.00

AIHLQFKNCI[339]TSLHTYKPR

LVAYGIAVNATIHIVAHFFNLER

C[339]AHIEAK

FFKNSYSPLLLKDWM[147]R

DRMSLQSTDLISHPM[147]LATFPM[147]LLEQPDVMDALR

M[147]DGKPATR

SENKNEGQDATM[147]YC[330]K
AEDSGEYHC[339]VYHFVSAPK

AEDSGEYHCI[330]VYHFVSAPK

YC[339]PTDQAAAGTDAEHVQQFYNLLTASIDVSR

MRQVC[330]C[339]SALPPPPLEK
SDSPPLC[339]PAADSRTYYSLDSHSTR

HPQM[147]IKVDFFAIEM[147]LDGHLYLLLDM[147]GSGTIK
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NRX3A_HUMAN (Q9Y4CO0) Neurexin-3-alpha
precursor (Neurexin lll-alpha) [MASS=169922]

NSF_HUMAN (P46459) Vesicle-fusing ATPase
(EC 3.6.4.6) (Vesicular-fusion protein NSF) (N-
ethylmaleimide sensitive fusion protein) (NEM-
sensitive fusion protein) [MASS=82654]

NU214_HUMAN (P35658) Nuclear pore
complex protein Nup214 (Nucleoporin Nup214)
(214 kDa nucleoporin) (CAN protein)
[MASS=213765]

NU3M_HUMAN (P03897) NADH-ubiquinone
oxidoreductase chain 3 (EC 1.6.5.3) (NADH
dehydrogenase subunit 3) [MASS=13186]

NUAM_HUMAN (P28331) NADH-ubiquinone
oxidoreductase 75 kDa subunit, mitochondrial
precursor (EC 1.6.5.3) (EC 1.6.99.3) (Complex
I-75Kd) (CI-75Kd) [MASS=79467]

1.00

0.95

1.00

7.01

9.54

1.77

13.04

18.98

0.61

0.88

1.17

0.22

0.00

0.03
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PSTRSDRLAVGFSTTVK
NNAVC[330]KDGWNRFIC[339]DC[330]TGTGYWGR
IADTKMKIYGEVVFK
NLDLKGDLYM[147]AGLAQGM[147]YSNLPKLVASR
RMGSISFDFRTTEPNGLILFTHGK

GILLYGPPGC[330]GK
SQLSC[339]VVVDDIER
LGANSGLHIIIFDEIDAIC[330]K
LGANSGLHIIIFDEIDAIC[330]K
APPQGRKLLIIGTTSR
MAGRSM[147]QAAR

DSDPVM[147]AGIGEEIAHFQK
PTLESTPVPSVSAPNIAMK

STPYEC[330]GFDPM[147]SPAR

LSVAGNC[339]R
FC[339]YHER

VVAAC[339]AM[147]PVM[147]K
DC[330]FIlYQGHHGDVGAPIADVILPGAAYTEK
MC[330]LVEIEKAPKVVAAC[339]JAM[147]PVMK
NIGPLVKTIMTRC[330]IQC[339]TR
VVAAC[330]AM[147]PVM[147]K
LSVAGNC[330]R
DC[339]FIIlYQGHHGDVGAPIADVILPGAAYTEK
TESIDVMDAVGSNIVVSTRTGEVMRILPR
VLFLLGADGGC[339]ITR
MC[330]LVEIEKAPKVVAAC[330]JAMPVM[147]K
FC[330]YHER

= A A A

R\ (L G

IR QR AL G QA QI (U P U G



NUBM_HUMAN (P49821) NADH-ubiquinone
oxidoreductase 51 kDa subunit, mitochondrial
precursor (EC 1.6.5.3) (EC 1.6.99.3) (Complex
I-51KD) (CI-51KD) (NADH dehydrogenase
flavoprotein 1) [MASS=50817]

NUCM_HUMAN (075306) NADH-ubiquinone
oxidoreductase 49 kDa subunit, mitochondrial
precursor (EC 1.6.5.3) (EC 1.6.99.3) (Complex
I-49KD) (CI-49KD) [MASS=52545]

NUHM_HUMAN (P19404) NADH-ubiquinone
oxidoreductase 24 kDa subunit, mitochondrial
precursor (EC 1.6.5.3) (EC 1.6.99.3)
[MASS=27391]

NUIM_HUMAN (000217) NADH-ubiquinone
oxidoreductase 23 kDa subunit, mitochondrial
precursor (EC 1.6.5.3) (EC 1.6.99.3) (Complex
I-23KD) (CI-23KD) (TYKY subunit)
[MASS=23705]

NUKM_HUMAN (075251) NADH-ubiquinone
oxidoreductase 20 kDa subunit, mitochondrial
precursor (EC 1.6.5.3) (EC 1.6.99.3) (Complex
I-20KD) (CI-20KD) (PSST subunit)
[MASS=23563]

NUMM_HUMAN (075380) NADH-ubiquinone
oxidoreductase 13 kDa-A subunit,
mitochondrial precursor (EC 1.6.5.3) (EC
1.6.99.3) (Complex I-13KD-A) (CI-13KD-A)
[MASS=13712]

NVL_HUMAN (O15381) Nuclear valosin-
containing protein-like (Nuclear VCP-like
protein) (NVLp) [MASS=95050]
010G2_HUMAN (Q8NGC3) Olfactory receptor
10G2 [MASS=34472]

1.00

0.73

1.00

1.00

0.71

1.00

0.00

22.20

1.73

5.62

21.90

12.68

21.77

4.67

5.48

0.90

1.32

0.95

1.27

1.12

0.82

1.73

0.53

0.00

0.04

0.04

0.00

0.05

0.00

NNMNNMNNMNN

N W

N=2MNWON NDNWOWNNW

YLVVNADEGEPGTC[330]KDR
HESC[339]GQC[339]TPC[339]R
NAC[339]GSGYDFDVFVVR
GAGAYIC[339]GEETALIESIEGK
LLEGC[330]LVGGR
NAC[330]GSGYDFDVFVVR

SVC[330]ETVLM[147]DFDALVQAQTGLGTAAVIVMDR
GAGAYIC[330]GEETALIESIEGK
YLVVNADEGEPGTC[339]KDR

IIAQC[339]LNK

YHIQVC[330]TTTPC[330]M[147]LR
YHIQVC[339]TTTPC[339]M[147]LR
YHIQVC[330]TTTPC[330]MLR

YHIQVC[339]TTTPC[339]M[147]LR
YHIQVC[330]TTTPC[330]M[147]LR

C[330]IAC[330]K
C[330]IAC[330]KLC[330]EAIC[330]PAQAITIEAEPR
C[339]IAC[339]K

C[339]IAC[339]K
LC[339]EAIC[339]PAQAITIEAEPR

IVPVDIYIPGCI[330]PPTAEALLYGILQLQR

VIAC[339]DGGGGALGHPK
VIAC[330]DGGGGALGHPK

VIAC[339]DGGGGALGHPK

VIAC[330]DGGGGALGHPK
TGTC[339]GYC[339]GLQFR

KGNPDSVSNTPEMEQR
KGNPDSVSNTPEMEQRETTSSTPR

YLAIC[339]QPLHYPVLM[147]INGR
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051A4_HUMAN (Q8NGJ6) Olfactory receptor
51A4 [MASS=35256]

0O51F1_HUMAN (Q8NH®61) Olfactory receptor
51F2 [MASS=37205]

051Q1_HUMAN (Q8NH59) Olfactory receptor
51Q1 [MASS=35747]

0O51T1_HUMAN (Q8NGJ9) Olfactory receptor
51T1 [MASS=36998]

052K1_HUMAN (Q8NGK4) Olfactory receptor
52K1 [MASS=35289]

OAT5_HUMAN (Q63ZE4) Solute carrier family
22 member 10 (Organic anion transporter 5)
[MASS=59033]

OBSCN_HUMAN (Q5VST9) Obscurin
(Obscurin-myosin light chain kinase) (Obscurin-
MLCK) (Obscurin-RhoGEF) [MASS=868479]

OCLN_HUMAN (Q16625) Occludin
[MASS=59143]

OCRL_HUMAN (Q01968) Inositol
polyphosphate 5-phosphatase OCRL-1 (EC
3.1.3.36) (Lowe oculocerebrorenal syndrome
protein) [MASS=104204]

OCTC_HUMAN (Q9UKG9) Peroxisomal

carnitine O-octanoyltransferase (EC 2.3.1.137)
(COT) [MASS=70178]

ODO1_HUMAN (Q02218) 2-oxoglutarate
dehydrogenase E1 component, mitochondrial
precursor (EC 1.2.4.2) (Alpha-ketoglutarate
dehydrogenase) [MASS=113475]

0.00

0.00

0.00

0.00

0.00

0.00

0.75

9.27

7.27

9.15

11.62

6.69

5.08

2.75

5.94

2.1

8.88

5.29

0.52

0.97

0.36

1.37

0.44

0.00

0.00

0.00

0.00

0.00

0.00

0.00
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LRALNNC[339]LSHILAVLVLYIPM[147]VGVSMTHR

TIRQAMFQLLQSKGSWGFNVR
FVAIC[330]NPLNYATILTDR

IGMAAVAWAVTLMTPLPFLLR

ISIPLDSNLRPEKC[330]R
C[339]LALLTLNHMGR

LHVSLM[147]ENYPGTLQALGEPIR
FQQGPTC[330]HLAVRGPM[147]HTLTLSGLRPEDSGLM[147]VFK
ASLIVRERPAAIIK
VTLEDAGTVSFHVGTC[330]SSEAQLKVTAK
ASAELRIQSPM[147]LQAQEQC[330]HR
LMPADAGVYR
EAMRAEGAPASPPSTGTRTC[330]TVTEGK
GVLEC[339]QVSRASAQVR

AAPVEWRK
LLGPKAPGPSTGDLTGPGPC[330]PR
LEVRVKPVVFLK

RVLLVRDVAR
ASAELRIQSPMLQAQEQC[339]HR

GFM[147]LAM[147]AAFC[339]FIAALVIFVTSVIRSEM[147]SRTR

C[339]LDSAYDPR
LC[330]M[147]PDANEVK

M[147]LFSTC[330]K

WVRQNGIVLLLPHGM[147]JEGMGPEHSSARPER
FGLEGCI330]EVLIPALK
RNGHNEM[147]DEPMFTQPLMYKQIR
ELEQIFC[339]QFDSKLEAADEGSGDVK
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ODP2_HUMAN (P10515) Dihydrolipoyllysine-
residue acetyltransferase component of
pyruvate dehydrogenase complex,
mitochondrial precursor (EC 2.3.1.12)
(Pyruvate dehydrogenase complex E2 subunit)
(PDCEZ2) (E2) (Dihydrolipoamide S-
acetyltransferase component [MASS=65781]

ODPA_HUMAN (P08559) Pyruvate
dehydrogenase E1 component alpha subunit,
somatic form, mitochondrial precursor (EC
1.2.4.1) (PDHE1-A type |) [MASS=43295]

ODPB_HUMAN (P11177) Pyruvate
dehydrogenase E1 component subunit beta,
mitochondrial precursor (EC 1.2.4.1) (PDHE1-
B) [MASS=39219]

ODPX_HUMAN (000330) Pyruvate
dehydrogenase protein X component,
mitochondrial precursor (Dihydrolipoamide
dehydrogenase-binding protein of pyruvate
dehydrogenase complex) (Lipoyl-containing
pyruvate dehydrogenase complex component
X) (E3-binding protein) [MASS=54122]

OMGP_HUMAN (P23515) Oligodendrocyte-
myelin glycoprotein precursor [MASS=49608]

OPA1_HUMAN (060313) Dynamin-like 120
kDa protein, mitochondrial precursor (Optic
atrophy 1 gene protein) [MASS=111657]

0.69

1.00

1.00

0.97

1.00

3.58

14.36

14.76

4.19

3.64

7.81

1.55

1.1

0.99

0.54

0.97

0.00

0.15

0.04

0.00
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DVPIGAIIC[339]ITVGKPEDIEAFK

KC[339]DLHR
C[339]DLHR
C[339]DLHR
VDGM[147]DILC[339]VR

GKGGSM[147[HMYAKNFYGGNGIVGAQVPLGAGIALAC[330]K

PVGHC[330]LEAAAVLSK
EGVEC[330]EVINM[147]R

PVGHC[339]LEAAAVLSKEGVECI[339]EVINMRTIR

PVGHC[339]LEAAAVLSK

STVPHAYATADC[330]DLGAVLKVR

AHVIGTPC[330]STQISSLK

TQEQC[330]VHNETKNELEK
TQEQC[339]VHNETKNELEK
C[330]NEEHPAYLASDEITTVR
TALNHC[339]NLC[339]R
C[330]NEEHPAYLASDEITTVRK
TQEQC[339]VHNETKNELEK
IFPRGSGEM[147]M[147]TR
TALNHC[330]NLC[339]R
TALNHC[330]NLC[330]R
TQEQC[330]VHNETKNELEK
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OPCM_HUMAN (Q14982) Opioid-binding
protein/cell adhesion molecule precursor
(OBCAM) (Opioid-binding cell adhesion
molecule) (OPCML) [MASS=38007]
OR4DB_HUMAN (Q8NGI4) Olfactory receptor
4D11 [MASS=34969]

OR4N4_HUMAN (Q8NO0Y3) Olfactory receptor
4N4 [MASS=35822]

OR6A2_HUMAN (095222) Olfactory receptor
6A2 (Olfactory receptor 11-55) (OR11-55) (hP2
olfactory receptor) [MASS=36154]

OR8S1_HUMAN (Q8NHO09) Olfactory receptor
8S1 [MASS=39694]

ORNT1_HUMAN (Q9Y619) Mitochondrial
ornithine transporter 1 (Solute carrier family 25
member 15) [MASS=32736]

OSBP1_HUMAN (P22059) Oxysterol-binding
protein 1 [MASS=89420]

OTOF_HUMAN (Q9HC10) Otoferlin (Fer-1-like
protein 2) [MASS=226735]

OVOL2_HUMAN (Q9BRPO) Transcription
factor Ovo-like 2 (hOvo2) (Zinc finger protein
339) [MASS=30438]

PA2G6_HUMAN (060733) 85 kDa calcium-
independent phospholipase A2 (EC 3.1.1.4)
(iPLA2) (Cal-PLA2) (Group VI phospholipase
A2) (GVI PLA2) [MASS=89902]

PACN1_HUMAN (Q9BY11) Protein kinase C
and casein kinase substrate in neurons protein
1 [MASS=50965]

1.00

0.00

0.00

0.00

0.00

0.52

13.62

8.04

5.06

11.62

1.67

17.94

6.82

4.71

4.73

1.49

4.05

0.90

0.80

25.20

0.35

0.63

0.07

0.00

0.00

0.00

0.00

0.00
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DQSGEYECI[330]SALNDVAAPDVRK
DQSGEYECI[339]SALNDVAAPDVRK
GRMSTLTFFNVSEKDYGNYTC[339]VATNK
DQSGEYEC[330]SALNDVAAPDVRK

NLAILDIC[330]FSSTTAPKVLLDLLSKK
AASEGKNKAMSM[147]C[339]TTR

ALC[339]C[339]TLHLYQHQDPDPKKASR

YM[147]AIC[339]YPLHYPVIVSGR

GERSLR

LSDLQNAAAGSFASAFAALVLC[330]PTELVK
AFPANGALFLAYEYSRKLM[147]M[147]NQLEAY

PFNPLLGETFELDR
PNYSLNLWSIMKNC[330]IGKELSK
M[147]EC[339]FKVQPVIGENGGDARQR

QC[339]TM[147]EMATGEVDVPLVSIFK
DSQETDGLLPGSRPSSR
GPIM[147]PVPMGIRPVLSKYR
RHTVRDK

GVQSSLIHNYKK
PITFEVTIGNYGNEVDGLSR

IHGVQQQYAYKQR

PAFILGSMRDEK

AQKPWAKK
AYHLAC[330]KEEK
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PADI2_HUMAN (Q9Y2J8) Protein-arginine
deiminase type-2 (EC 3.5.3.15) (Protein-

arginine deiminase type Il) (Peptidylarginine 0.55
deiminase Il) (PAD-H19) [MASS=75563]
PADI3_HUMAN (Q9ULWS8) Protein-arginine
deiminase type-3 (EC 3.5.3.15) (Protein- 0.00

arginine deiminase type lll) (Peptidylarginine
deiminase Ill) [MASS=74743]

PANK4_HUMAN (Q9NVE?7) Pantothenate
kinase 4 (EC 2.7.1.33) (Pantothenic acid kinase  *
4) (hPanK4) [MASS=85990]

PAPS1_HUMAN (043252) Bifunctional 3'-
phosphoadenosine 5'-phosphosulfate

synthetase 1 (PAPS synthetase 1) (PAPSS 1)
(Sulfurylase kinase 1) (SK1) (SK 1) [Includes: *
Sulfate adenylyltransferase (EC 2.7.7.4)

(Sulfate adenylate transferase) (SAT) (ATP-

sulfuryl [MASS=70833]

PARK7_HUMAN (Q99497) Protein DJ-1

(Oncogene DJ1) [MASS=19891] 1.00
PAX3_HUMAN (P23760) Paired box protein N
Pax-3 (HUP2) [MASS=52967]

PAXI_HUMAN (P49023) Paxillin N
[MASS=64533]

PCCB_HUMAN (P05166) Propionyl-CoA

carboxylase beta chain, mitochondrial

precursor (EC 6.4.1.3) (PCCase subunit beta) 0.51
(Propanoyl-CoA:carbon dioxide ligase subunit

beta) [MASS=58205]

PCD18_HUMAN (Q9HCLO) Protocadherin-18 N
precursor [MASS=125307]

PCD19_HUMAN (Q8TAB3) Protocadherin-19 N
precursor [MASS=126252]

PCDG5_HUMAN (Q9Y5G8) Protocadherin
gamma A5 precursor (PCDH-gamma-A5) *
[MASS=100934]

3.16

10.84

4.27

9.46

28.57

4.18

4.40

5.75

4.79

1.66

2.36

1.76

0.01

0.65

3.28

0.00

0.00

0.19

0.00
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GLLEPLGLEC[339]TFIDDISAYHK

MLLASPGAC[330]FKLFQEK
MLLASPGACI[330]FK
KATAFFPDLVNMLVLGKHLGIPK
ATAFFPDLVNMLVLGKHLGIPK

FDELLHLASR
LLLVQTGSSSPC[339]LDLSR
SLLDTR

EGQKPPEGFM[147]APKAWTVLTEYYK
VLTM[147]APGLITLEIVPFRVAAYNK
ATNVTYQAHHVSR

VTVAGLAGKDPVQCI[330]SR
GLIAAIC[330]JAGPTALLAHEIGFGSK
DVVIC[339]PDASLEDAKK

DVVIC[330]PDASLEDAKK

ILC[330]JRYQETGSIRPGAIGGSK

VGEEEHVYSFPNK
ELDELMASLSDFK

FC[339]DAFNIPLITFVDVPGFLPGTAQEYGGIIR

SYEIDVQAQDLGPNSIPAHC[339]K
SYEIDVQAQDLGPNSIPAHC[330]KIIIKVVDVNDNK

AHLIKSSSTFKDLEGNSLK

SHLIFPQPNYADTLLSEESC[330]EK



PCDLK_HUMAN (Q9BYE9) Protocadherin LKC
precursor (PC-LKC) [MASS=141574]

PCLO_HUMAN (Q9Y6V0) Protein piccolo .
(Aczonin) [MASS=566653]

PCNT_HUMAN (095613) Pericentrin .
(Pericentrin B) (Kendrin) [MASS=378079]

PCOC1_HUMAN (Q15113) Procollagen C-
endopeptidase enhancer 1 precursor

(Procollagen COOH-terminal proteinase

enhancer 1) (Procollagen C-proteinase 0.00
enhancer 1) (PCPE-1) (Type | procollagen
COOH-terminal proteinase enhancer) (Type 1
procollagen C-proteinase [MASS=47972]

PCSK6_HUMAN (P29122) Proprotein

convertase subtilisin/kexin type 6 precursor (EC
3.4.21.-) (Paired basic amino acid cleaving "
enzyme 4) (Subtilisin/kexin-like protease

PACE4) (Subtilisin-like proprotein convertase

4) (SPC4) [MASS=106420]

PCYOX_HUMAN (Q9UHG3) Prenylcysteine
oxidase precursor (EC 1.8.3.5) (PCL1) *
[MASS=56611]

PDCD8_HUMAN (095831) Programmed cell
death protein 8, mitochondrial precursor (EC 1.- 0.99
.-.-) (Apoptosis-inducing factor) [MASS=66900]
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5.56

1.68

5.57

7.12

6.14

9.14

11.74  0.00

0.76

0.00
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TAAGVMPSAPAIPGTNMYNTERANPM[147]LNLPNK

SSC[339]SEYSPSIESDPEGFEISPEK
PLPEEKKLIPEEEK

AKSPGVDPKQLAAELQK
EEHKSSMM[147]PGFLSEVNALSAVSSVVNK
PPIAPKPVIPQLPTTTQK

REETDWFDK

APFQYTEGYTTKGSQTMTSSGAQKK
GYDRDIAFIMDDFQHAMSDSEAYHLRR
RILPPSM[147]YLLQKTK
QIIEEMSADEDASGSEDDEFIR
AVLPTKLEKSPK
RTLPNPPPEEISTGTQSTFSTM[147]GTVSR
HRPHGPLLPTIEDSSEEEELR
TAPVTTTSAVSKSSPQPQQTSPK
AIPRPASDSK

EPPTAQDGELAALHVKEDC[330]ALQLM[147]LAR
DAPLC[330]KQEGVMSVLTVC[330]QRQLQSELLLVK

RTGTLQSNFC[339]ASSLVVTATVKSM[147]VR

NHPDLAPNYDSYASYDVNGNDYDPSPR
GSC[339]IPDC[339]EPGTYFDSELIR
C[339]VPAC[330]GEGFYPEEM[147]PGLPHKVC[339]R

LYYLNGIEC[339]JAASAMEM[147]SAIAAHNAALLAYHR

C[339]LIATGGTPR
SITHIGGGFLGSELAC[330]JALGR
ISREVKSITIIGGGFLGSELAC[339]ALGR
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PDIA3_HUMAN (P30101) Protein disulfide-
isomerase A3 precursor (EC 5.3.4.1) (Disulfide
isomerase ER-60) (ERp60) (58 kDa 0.63
microsomal protein) (p58) (ERp57) (58 kDa
glucose-regulated protein) [MASS=56782]

PDZK3_HUMAN (015018) PDZ domain-
containing protein 3 (PDZ domain-containing
protein 2) (Activated in prostate cancer protein)
[MASS=301609]

0.00

PDZK4_HUMAN (Q76G19) PDZ domain-
containing protein 4 (PDZ domain-containing
RING finger protein 4-like protein)
[MASS=86170]

PDZK6_HUMAN (Q9ULD6) PDZ domain- N
containing protein 6 [MASS=105647]
PE2R2_HUMAN (P43116) Prostaglandin E2
receptor, EP2 subtype (Prostanoid EP2 .
receptor) (PGE receptor, EP2 subtype)
[MASS=39760]

0.00

PEA15_HUMAN (Q15121) Astrocytic
phosphoprotein PEA-15 (Phosphoprotein
enriched in diabetes) (PED) [MASS=15040]

PECI_HUMAN (O75521) Peroxisomal 3,2-trans-
enoyl-CoA isomerase (EC 5.3.3.8) (Dodecenoyl

CoA isomerase) (Delta(3),delta(2)-enoyl-CoA
isomerase) (D3,D2-enoyl-CoA isomerase) (DBI- 0.21
related protein 1) (DRS-1) (Hepatocellular
carcinoma-associated antigen 88) (NY
[MASS=39609]

PEPL1_HUMAN (Q8NDH3) Probable
aminopeptidase NPEPL1 (EC 3.4.11.-) *
(Aminopeptidase-like 1) [MASS=55861]
PEX19_HUMAN (P40855) Peroxisomal
biogenesis factor 19 (Peroxin-19) (Peroxisomal
farnesylated protein) (33 kDa housekeeping
protein) [MASS=32806]

0.00

4.75

3.70

7.02

2.02

2.51

8.46

9.47

1.72

11.04

1.59

0.41

0.82

0.82

2.45

0.00

0.00

0.00

0.00

0.00
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FIQENIFGIC[339]PHM[147]TEDNKDLIQGK

IKSFENLANADR
TPGPKDRIVM[147]EVTLNK
HYC[339]YEQNWPHESTSFFSVKQRIK
QASLPGSPQALRNPLLR

TPGPKDR

NPLLRQR
TELEITPRRSPGPPAGGVSCI[330]PEK

AMAGNSNLNRTPPGPAVATPAK
M[147]GC[330]NM[147]C[339]VVQK
RHRGQGQEGEHYHSC[339]VQLAPTR

STLPNPFHLGNLKKDLPEK

LMRSVLC[330]C[339]R

PDLLTM[147]VVDYR

EKLHAVNAEEC[330JNVLQGR
LYALYKQATEGPC[330]NMPK

GKTTM[147]PGMK

ELAGEM[147]PPGLNFDLDALNLSGPPGASGEQCI[339]LIM[147]



PGAM1_HUMAN (P18669) Phosphoglycerate
mutase 1 (EC 5.4.2.1) (EC 5.4.2.4) (EC
3.1.3.13) (Phosphoglycerate mutase isozyme
B) (PGAM-B) (BPG-dependent PGAM 1)
[MASS=28673]

PGBM_HUMAN (P98160) Basement
membrane-specific heparan sulfate
proteoglycan core protein precursor (HSPG)
(Perlecan) (PLC) [MASS=468822]

PGCB_HUMAN (Q96GW?7) Brevican core
protein precursor (Brain-enriched hyaluronan-
binding protein) (Protein BEHAB)
[MASS=99117]

PGK1_HUMAN (P00558) Phosphoglycerate
kinase 1 (EC 2.7.2.3) (Primer recognition
protein 2) (PRP 2) [MASS=44483]

PHAR3_HUMAN (Q96KR7) Phosphatase and
actin regulator 3 (Scapinin) (Scaffold-
associated PP1-inhibiting protein)
[MASS=62552]

PHLA1_HUMAN (Q8WV24) Pleckstrin
homology-like domain family A member 1 (T-
cell death-associated gene 51 protein)
(Apoptosis-associated nuclear protein) (Proline-
and histidine-rich protein) (Proline- and
glutamine-rich protein) (PQ-rich protein)
[MASS=29524]

PHLD1_HUMAN (P80108) Phosphatidylinositol-
glycan-specific phospholipase D 1 precursor
(EC 3.1.4.50) (PI-G PLD) (Glycoprotein
phospholipase D) (Glycosyl-
phosphatidylinositol-specific phospholipase D)
[MASS=92374]

1.00

0.00

0.99

1.00

*

0.00

8.30

2.39

5.05

7.69

1.79

4.63

4.64

0.94

0.88

0.49

0.65

2.48

0.06

0.00

0.00

0.27

0.00
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YADLTEDQLPSC[330]ESLKDTIAR
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C[330]EHSQALHC[330]HPEAC[330]GPDATC[330]VNR
TDEANC[330]PTK

EFREVSEAVVDTLESEYLK
C[330]KNNVVGRLC[339]NEC[330]JADGSFHLSTR
DMSDELNC[339]EEPVLGISPTFSLLVETTSLPPR

GGVAVVPASGDC[330]VPSPC[330]HNGGTC[330]LEEEEGVR
FC[339]NPGWDAFQGAC[330]YK

AC[330JANPAAGSVILLENLR
DVLFLKDC[330]VGPEVEK

QQIEMKLSKR

YMYFTVVM[147]AEGK

VYLIYGNDLGLPPVDLDLDKEAHR
GSPC[339]GLSTHVEIGHR
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PHLPP_HUMAN (060346) PH domain leucine-

rich repeat-containing protein phosphatase (EC

3.1.3.16) (PH domain leucine-rich repeat

protein phosphatase) (Pleckstrin homology * 2.04 * *
domain-containing family E protein 1)

(Suprachiasmatic nucleus circadian oscillatory

[MASS=184671]

PI3R4_HUMAN (Q99570) Phosphoinositide 3-

kinase regulatory subunit 4 (EC 2.7.11.1) (PI3-

kinase regulatory subunit 4) (PI3-kinase p150 * 1.25 * *
subunit) (Phosphoinositide 3-kinase adaptor

protein) [MASS=152971]

PI52A_HUMAN (P48426) Phosphatidylinositol-

4-phosphate 5-kinase type-2 alpha (EC

2.7.1.68) (Phosphatidylinositol-4-phosphate 5-

kinase type Il alpha) (1-phosphatidylinositol-4-  0.97 9.11  0.96 0.00
phosphate 5-kinase 2-alpha) (PtdIns(4)P-5-

kinase isoform 2-alpha) (PIP5KIl-alpha

[MASS=46224]

PIGT_HUMAN (Q969N2) GPI transamidase
component PIG-T precursor .
(Phosphatidylinositol-glycan biosynthesis, class

T protein) [MASS=65699]

PIN1_HUMAN (Q13526) Peptidyl-prolyl cis-
trans isomerase NIMA-interacting 1 (EC
5.2.1.8) (Rotamase Pin1) (PPlase Pin1)
[MASS=18243]

PITM2_HUMAN (Q9BZ72) Membrane-

associated phosphatidylinositol transfer protein

2 (Phosphatidylinositol transfer protein, .
membrane-associated 2) (Pyk2 N-terminal
domain-interacting receptor 3) (NIR-3)
[MASS=148932]

5.36 * *

097 429 0.67 0.00

4.37 * *

w

RGAPQPIAGGAAPVPGAGGGANSLLLRR
TLLLKHR

PLLQQGLSDAEEFVIVK

FKEYC[330]PM[147]VFR
EVYFMAIIDILTHYDAK
ENMPSHFKFK

PSYIHYQPAQDRLQPHLLEM[147]LIQLPANSVTK

C[330]SHLLVK

QRVVAWLAQHNFPHGVVSFC[330]DGLVHDPLRHK
PYTDGPGGSGQYTHKVYHVGM[147]HIPSWFR



PK3CG_HUMAN (P48736) Phosphatidylinositol:
4,5-bisphosphate 3-kinase catalytic subunit
gamma isoform (EC 2.7.1.153) (PI3-kinase
p110 subunit gamma) (PtdIns-3-kinase subunit
p110) (PI3K) (PI3Kgamma) (p120-PI3K)
[MASS=126453]

PKDRE_HUMAN (Q9NTG1) Polycystic kidney
disease and receptor for egg jelly-related
protein precursor (PKD and REJ homolog)
[MASS=255447]

PKHA5_HUMAN (Q9HAUO) Pleckstrin
homology domain-containing family A member
5 (Phosphoinositol 3-phosphate-binding protein
2) (PEPP-2) [MASS=127463]

PKHD1_HUMAN (Q8TCZ9) Polycystic kidney
and hepatic disease 1 precursor (Fibrocystin)
(Polyductin) (Tigmin) [MASS=446699]

PKP1_HUMAN (Q13835) Plakophilin-1 (Band-6
protein) (B6P) [MASS=82860]

PLCB2_HUMAN (Q00722) 1-
phosphatidylinositol-4,5-bisphosphate
phosphodiesterase beta 2 (EC 3.1.4.11)
(Phosphoinositide phospholipase C)
(Phospholipase C-beta-2) (PLC-beta-2)
[MASS=133679]

PLEC1_HUMAN (Q15149) Plectin-1 (PLTN)
(PCN) (Hemidesmosomal protein 1) (HD1)
[MASS=531733]

*

*

0.00

7.62
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8.87

0.93

4.28

5.84

297

1.95

0.00
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SAAASLSSMELIPIEFVLPTSQRKC[339]K
HYQQRFAVILEAYLR
GALLNLQIYC[339]GKAPALSSK
HHTNLLIILFSM[147]MLMTGM[147]PQLTSK

MHPEEMQRIHDQIVR
TTSM[147]RTPNFNM[147]YVK
GAPVRLSMQAEATINASVQLDC[330]PAAR

TNSMQQLEQWIK

TNSM[147]QQLEQWIK
IQDVMEGLSKHKQQR
TYYFC[330]TDTGKEM[147]ELWM[147]K
PFSTVKYK

VDKITSENAPTKETNNIPNHR
KTENISYEMLFEPEPNGVNSVEM[147]MDK

LAAEVGLLTR
TPKLELLGGAM[147]YYLEAEHHGIAPSRGMR

DATLEAC[339]AGALQNLTASKGLM[147]SSGM[147]SQLIGLK

SLPREESAGAAPGEGPEGVDGRVR
AC[330]EC[330]PPELC[330]EQDPLIAKADAQESR
PPDEEPIITHGFTM[147]TTDIFFK

ELEEVSPETPVVPATTQRTLAR
LVAIRTEYNLRLK
M[147]VAGM[147]LM[147]PRDQLR
EKEAENER
QEQIQAM[147]PLADSQAVREQLR
NDDIADGNPK
LKAGVAAPATQVAQVTLQSVQR
WLC[330]QAEVERAR
M[147]KQVAEEAAR
ALAEEAKRQR
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PLMN_HUMAN (P00747) Plasminogen
precursor (EC 3.4.21.7) [Contains: Plasmin
heavy chain A; Activation peptide; Angiostatin;
Plasmin heavy chain A, short form; Plasmin
light chain B] [MASS=90569]

PLOD3_HUMAN (060568) Procollagen-
lysine,2-oxoglutarate 5-dioxygenase 3
precursor (EC 1.14.11.4) (Lysyl hydroxylase 3)
(LH3) [MASS=84785]

PLSB_HUMAN (Q9HCL2) Glycerol-3-
phosphate acyltransferase, mitochondrial
precursor (EC 2.3.1.15) (GPAT) [MASS=93794]

PLXA1_HUMAN (Q9UIW2) Plexin-A1
precursor (Semaphorin receptor NOV)
[MASS=211086]

PLXA4_HUMAN (Q9HCM2) Plexin-A4
precursor [MASS=212454]

PLXB3_HUMAN (Q9ULL4) Plexin-B3 precursor
[MASS=206846]

PLXD1_HUMAN (Q9Y4D7) Plexin-D1
precursor [MASS=212094]

PMS2_HUMAN (P54278) PMS1 protein
homolog 2 (DNA mismatch repair protein
PMS2) [MASS=95797]

POPD1_HUMAN (Q8NE79) Blood vessel
epicardial substance (hBVES) (Popeye domain-
containing protein 1) (Popeye protein 1)
[MASS=41451]

PP1A_HUMAN (P62136) Serine/threonine-
protein phosphatase PP1-alpha catalytic
subunit (EC 3.1.3.16) (PP-1A) [MASS=37512]

0.00

0.00

0.00

0.69

4.20

6.64

5.92

0.74
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6.08

4.31

6.84

3.61

3.03

1.26

0.51

0.78

0.58

0.00

0.00

0.00

0.00
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RRLDETPDGR

IRKILVDLSNPGGR

DRGNVASLIM[147]TVLQSKLEYATDVLK
PC[330]TVTVSDVQLLC[330]ESPNLIGR

DPAEC[339]PQAQLTDNANQLLLVSSR
VPDGATVGLVPQLHR
AFADVQYAVSVASRPCI[339]INPEPSLYRTSAR
VSDNVDAILAVIAQTFIDSC[330]TTSEHK
LLSMKGTLQKFVDDTFQAILSVNR

SLDTRGDLAK
AEDVDLEWFASSTQSYILRDLDDTSVVEDGRK
TDTSIAC[330]TMPEGALPAPVPVC[339]VRFER
C[339]EASPNPTSPQDC[330]PR

HHTSK

RGMLSSSTSGAISDK
SVHQIC[330]SGQVVLSLSTAVK
TMFAEM[147]EIIGQFNLGFIITK

RLTGQFC[330]M[147]IQTLK

GNHEC[330]ASINR
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PP2BA_HUMAN (Q08209) Serine/threonine-
protein phosphatase 2B catalytic subunit alpha
isoform (EC 3.1.3.16) (Calmodulin-dependent
calcineurin A subunit alpha isoform) (CAM-PRP
catalytic subunit) [MASS=58687]

PPARB_HUMAN (Q03181) Peroxisome
proliferator-activated receptor delta (PPAR-
delta) (PPAR-beta) (Nuclear hormone receptor
1) (NUC1) (NUCI) [MASS=49903]

PPB1_HUMAN (P05187) Alkaline
phosphatase, placental type precursor (EC
3.1.3.1) (PLAP-1) (Regan isozyme)
[MASS=57953]

PPCKC_HUMAN (P35558)
Phosphoenolpyruvate carboxykinase, cytosolic
[GTP] (EC 4.1.1.32) (Phosphoenolpyruvate
carboxylase) (PEPCK-C) [MASS=69194]

PPCT_HUMAN (Q9UKL6) Phosphatidylcholine
transfer protein (PC-TP) (StAR-related lipid
transfer protein 2) (StARD2) (START domain-
containing protein 2) [MASS=24843]

PPIA_HUMAN (P62937) Peptidyl-prolyl cis-
trans isomerase A (EC 5.2.1.8) (PPlase A)
(Rotamase A) (Cyclophilin A) (Cyclosporin A-
binding protein) [MASS=17881]

PPIB_HUMAN (P23284) Peptidyl-prolyl cis-
trans isomerase B precursor (EC 5.2.1.8)
(PPlase) (Rotamase) (Cyclophilin B) (S-
cyclophilin) (SCYLP) (CYP-S1) [MASS=22742]

PPID_HUMAN (Q08752) 40 kDa peptidyl-prolyl
cis-trans isomerase (EC 5.2.1.8) (PPlase)
(Rotamase) (Cyclophilin-40) (CYP-40)
(Cyclophilin-related protein) [MASS=40632]

*

*

1.00

2.30

10.88

3.36

3.54

4.67

31.71

6.73

5.15

0.96

1.00

0.16

0.00
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IIPGFM[147]C[330]QGGDFTR
KITIADC[339]GQLE
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IIPGFMC[339]QGGDFTR
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PRC1_HUMAN (043663) Protein regulator of .
cytokinesis 1 [MASS=71664]

PRD15_HUMAN (P57071) PR domain zinc
finger protein 15 (PR domain-containing protein  0.00
15) (Zinc finger protein 298) [MASS=169203]

PRDM1_HUMAN (075626) PR domain zinc

finger protein 1 (PR domain-containing protein

1) (Beta-interferon gene positive-regulatory .
domain I-binding factor) (BLIMP-1) (Positive
regulatory domain I-binding factor 1) (PRDI-

binding factor 1) (PRDI-BF 1) [MASS=87991]

PRDX3_HUMAN (P30048) Thioredoxin-
dependent peroxide reductase, mitochondrial
precursor (EC 1.11.1.15) (Peroxiredoxin-3)

(PRX Ill) (Antioxidant protein 1) (AOP-1) 0.99
(Protein MER5 homolog) (HBC189)

[MASS=27692]

PRI1_HUMAN (P49642) DNA primase small

subunit (EC 2.7.7.-) (DNA primase 49 kDa *

subunit) (p49) [MASS=49902]

PRI2_HUMAN (P49643) DNA primase large

subunit (EC 2.7.7.-) (DNA primase 58 kDa *
subunit) (p58) [MASS=58806]

PROD_HUMAN (043272) Proline oxidase,
mitochondrial precursor (EC 1.5.3.-) (Proline 0.82
dehydrogenase) [MASS=59216]

PRP31_HUMAN (Q8WWY3) U4/U6 small
nuclear ribonucleoprotein Prp31 (Pre-mRNA-
processing factor 31) (U4/U6 snRNP 61 kDa

protein) (hPrp31) (Protein 61K) (Serologically 0.00
defined breast cancer antigen NY-BR-99)
[MASS=55456]

PRP4B_HUMAN (Q13523) Serine/threonine-

protein kinase PRP4 homolog (EC 2.7.11.1) 0.00

(PRP4 pre-mRNA-processing factor 4
homolog) (PRP4 kinase) [MASS=116972]

3.39

4.78

0.63

12.11

10.00

6.88

3.29

3.01

2.18

0.74

1.08

0.99

0.67

2.21

0.00

0.00

0.00

0.00

0.00

w

AFMVNGQKFMEYVAEQWEM[147]HR

FSDC[330]EFPYEFC[330]TVC[330]FSPFK
ENLPDPNVQKYIHPC[330]EIC[339]GRIFNSIGNLER
GYEDRDRADPQQLPEAVPAGLVR

EYSVK

AFQYVETHGEVC[330]JPANWTPDSPTIKPSPAASK

DDIYIRYQSFNNQSDLEKEMQK
C[339]C[330]SSADIC[339]PKC[339]WTLMTM[147]AIR

ISLDQIDLLSTKSFPPC[330]M[147]R
GRKVYLEDGFAYVPLK

FNVEKPLIFNTYQC[339]YLK

LEEAC[330]DMALELNASK

SYDYGIDM[147]WSVGC[339]TLYELYTGK



PRS23_HUMAN (095084) Serine protease 23
precursor (EC 3.4.21.-) (Putative secreted
protein ZSIG13) [MASS=43001]

PSD12_HUMAN (000232) 26S proteasome
non-ATPase regulatory subunit 12 (26S
proteasome regulatory subunit p55)
[MASS=52773]

PTC1_HUMAN (Q13635) Protein patched
homolog 1 (PTC1) (PTC) [MASS=160560]

PTN14_HUMAN (Q15678) Tyrosine-protein
phosphatase non-receptor type 14 (EC
3.1.3.48) (Protein-tyrosine phosphatase pez)
[MASS=135238]

PTN6_HUMAN (P29350) Tyrosine-protein
phosphatase non-receptor type 6 (EC 3.1.3.48)
(Protein-tyrosine phosphatase 1C) (PTP-1C)
(Hematopoietic cell protein-tyrosine
phosphatase) (SH-PTP1) (Protein-tyrosine
phosphatase SHP-1) [MASS=67561]

PTN_HUMAN (P21246) Pleiotrophin precursor
(PTN) (Heparin-binding growth-associated
molecule) (HB-GAM) (Heparin-binding growth
factor 8) (HBGF-8) (Osteoblast-specific factor
1) (OSF-1) (Heparin-binding neurite outgrowth-
promoting factor 1) (HBNF-1) (Hepar
[MASS=18942]

PTPR2_HUMAN (Q92932) Receptor-type
tyrosine-protein phosphatase N2 precursor (EC
3.1.3.48) (R-PTP-N2) (Islet cell autoantigen-
related protein) (ICAAR) (IAR) (Phogrin)
[MASS=111281]

PTPRK_HUMAN (Q15262) Receptor-type
tyrosine-protein phosphatase kappa precursor
(EC 3.1.3.48) (Protein-tyrosine phosphatase
kappa) (R-PTP-kappa) [MASS=162087]

0.00

0.97

*

*

6.79

7.91

0.90

3.96

3.36

5.95

443

1.53

0.85

0.85

0.00

0.00

w

LSTGC[330]TGTLVAEKHVLTAAHC[330]IHDGK

YYNLM[147]IQLDQHEGSYLSIC[339]K
EWDLLNENIMLLSKRR

IPFEDRTGEC[339]LKR

QDQASLPPAM[147]AR
MAGLEAQKRPLMLAALNGLSVAR
RQPTWSRSSLPR

TIQM[147]VRAQRSGM[147]VQTEAQYK

TVTISKPC[339]GK

LGCI[339]LLEEGLC[330]GASEAC[339]VNDGVFGR
LSGLGGDPGADATAAYQELC[339]R

VTC[330]VEMEPLAEYVVRTFTLERR



PTPRM_HUMAN (P28827) Receptor-type
tyrosine-protein phosphatase mu precursor (EC .
3.1.3.48) (Protein-tyrosine phosphatase mu) (R-
PTP-mu) [MASS=163632]

PTPRT_HUMAN (014522) Receptor-type
tyrosine-protein phosphatase T precursor (EC
3.1.3.48) (R-PTP-T) (RPTP-rho)
[MASS=164371]

0.00

PTPRZ_HUMAN (P23471) Receptor-type
tyrosine-protein phosphatase zeta precursor 0.71
(EC 3.1.3.48) (R-PTP-zeta) [MASS=254528]

PUR4_HUMAN (015067)
Phosphoribosylformylglycinamidine synthase

(EC 6.3.5.3) (FGAM synthase) (FGAMS) .
(Formylglycinamide ribotide amidotransferase)
(FGARAT) (Formylglycinamide ribotide

synthetase) [MASS=144663]

PURA_HUMAN (Q00577) Transcriptional
activator protein Pur-alpha (Purine-rich single-

stranded DNA-binding protein alpha) 1.00
[MASS=34911]

PYGB_HUMAN (P11216) Glycogen

phosphorylase, brain form (EC 2.4.1.1) *
[MASS=96564]

PYGM_HUMAN (P11217) Glycogen
phosphorylase, muscle form (EC 2.4.1.1)
(Myophosphorylase) [MASS=96960]
PZRN4_HUMAN (Q6ZMN7) PDZ domain-
containing RING finger protein 4 (Ligand of .
Numb-protein X 4) (SEMACAP3-like protein)
[MASS=117072]

RA611_HUMAN (Q61Q26) Rab6-interacting
protein 1 (Rab61P1) [MASS=147094]
RABE2_HUMAN (Q9H5N1) Rab GTPase-
binding effector protein 2 (Rabaptin-5beta) 0.85
[MASS=63542]

0.00

1.45

1.71

1.77

4.48

217

2.02

3.69

6.47

4.66

7.73

1.50

0.41

1.63

0.61

2.36

0.00

0.00

0.00

0.00

0.00

NNW WW WONWN

M[147]VWHENTASIIM[147]VTNLVEVGR

C[339]LPFLISVDGESSNYINAALMDSHK

SESSHQVVPSLYSNDELFQTANLEINQAHPPK
KYPTC[330]NSPK

RIVLVDDREC[330]PVR

RNGQGDAPPTPPPTPVDLELEWVLGKMPR
PIM[147]FSGGIGSMEADHISK

FGHTFC[339]K
FGHTFC[330]K

EPDCI[330]FKDIVNMLM[147]HHDR

QVIEQLSSGFFSPKQPDLFKDIVNM[147]LMHHDR

SGMTTDDDTM[147]SEMK
GGC[339]ASGLGGGEVPAR
ESQKC[339]SEPKMEWK
ILQINGEDVQNREEAVALLSNDEC[330]K
QIC[330]SAM[147]QTLYHMHNAEYDVLHAPPADDR
DHTLVNSLIRVLQTLQEFNITLETSLVKGIDI
SIM[147]DEAPLTDVRDIK

QQQQQDC[339]EEK
RPRHAPSLHGSTELLPLSR

[ UL G (UL G L QL G



RAC1_HUMAN (P63000) Ras-related C3
botulinum toxin substrate 1 precursor (p21-
Rac1) (Ras-like protein TC25) [MASS=21450]

RAD9B_HUMAN (Q6WBX8) Cell cycle
checkpoint control protein RAD9B homolog
(RAD9 homolog B) (RRAD9B) [MASS=46392]

RAG1_HUMAN (P15918) V(D)J recombination-
activating protein 1 (RAG-1) (RING finger
protein 74) [MASS=119115]

RAI14_HUMAN (Q9PO0K?7) Ankycorbin (Ankyrin
repeat and coiled-coil structure-containing
protein) (Retinoic acid-induced protein 14)
(Novel retinal pigment epithelial cell protein)
[MASS=110041]

RAI1_HUMAN (Q725J4) Retinoic acid-induced
protein 1 [MASS=203351]

RAP1A_HUMAN (P62834) Ras-related protein
Rap-1A precursor (GTP-binding protein smg-
p21A) (Ras-related protein Krev-1) (C21KG) (G-
22K) [MASS=20987]

RAPSN_HUMAN (Q13702) 43 kDa receptor-
associated protein of the synapse (RAPsyn)
(Acetylcholine receptor-associated 43 kDa
protein) (43 kDa postsynaptic protein)
[MASS=46197]

RASF4_HUMAN (Q9H2L5) Ras association
domain-containing protein 4 [MASS=36748]

RBBP8_HUMAN (Q99708) Retinoblastoma-
binding protein 8 (RBBP-8) (CtBP-interacting
protein) (CtIP) (Retinoblastoma-interacting
protein and myosin-like) (RIM) [MASS=101967]

1.00

0.00

0.42

0.83

0.00

0.00

7.29

4.59

1.05

6.43

5.77

5.98

3.16

9.97

1.23

0.67

0.53

1.31

0.54

0.46

0.17

0.17

0.00

0.00

0.00

0.00

0.00
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RBL2_HUMAN (Q08999) Retinoblastoma-like
protein 2 (130 kDa retinoblastoma-associated
protein) (PRB2) (P130) (RBR-2)
[MASS=128356]

RBM4B_HUMAN (Q9BQ04) RNA-binding
protein 4B (RNA-binding motif protein 4B)
(RNA-binding protein 30) (RNA-binding motif
protein 30) [MASS=40149]

RBP17_HUMAN (Q9H2T7) Ran-binding protein
17 [MASS=124375]

RBY1A_HUMAN (Q15414) RNA-binding motif
protein, Y chromosome, family 1 member A1
(RNA-binding motif protein 1) [MASS=55783]

RCBT2_HUMAN (095199) RCC1 and BTB
domain-containing protein 2 (Regulator of
chromosome condensation and BTB domain-
containing protein 2) (Chromosome
condensation 1-like) (CHC1-L) (RCC1-like G
exchanging factor) [MASS=60315]

RCC2_HUMAN (Q9P258) Protein RCC2
(Telophase disk protein of 60 kDa) (RCC1-like
protein TD-60) [MASS=56084]

RECQ1_HUMAN (P46063) ATP-dependent
DNA helicase Q1 (EC 3.6.1.-) (DNA-dependent
ATPase Q1) [MASS=73456]

RECQ5_HUMAN (094762) ATP-dependent
DNA helicase Q5 (EC 3.6.1.-) (RecQ protein-
like 5) (RecQ5) [MASS=108858]

RED2_HUMAN (Q9NS39) Double-stranded
RNA-specific editase B2 (EC 3.5.-.-) (dsRNA
adenosine deaminase B2) (RNA-dependent
adenosine deaminase 3) (RNA-editing
deaminase 2) (RNA-editing enzyme 2)
[MASS=80621]

RENT2_HUMAN (Q9HAUS5) Regulator of
nonsense transcripts 2 (Nonsense mRNA
reducing factor 2) (Up-frameshift suppressor 2
homolog) (hUpf2) [MASS=147809]

*

*

0.00

*

0.00

5.18

5.01

3.95

4.23

2.18

1.53

7.24

6.56

10.15

1.26

0.40

0.00
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RF1M_HUMAN (075570) Peptide chain
release factor 1, mitochondrial precursor (MRF-
1) [MASS=52305]

RHOA_HUMAN (P61586) Transforming protein
RhoA precursor (H12) [MASS=21768]

RHOB_HUMAN (P62745) Rho-related GTP-
binding protein RhoB precursor (H6)
[MASS=22123]

RHOG_HUMAN (P84095) Rho-related GTP-
binding protein RhoG precursor [MASS=21308]

RIMS3_HUMAN (Q9UJDO0) Regulating synaptic
membrane exocytosis protein 3 (Nim3) (Rab-3-
interacting molecule 3) (RIM 3) (RIM3 gamma)

[MASS=32796]

RINI_HUMAN (P13489) Ribonuclease inhibitor
(Ribonuclease/angiogenin inhibitor 1) (RAI)
(Placental ribonuclease inhibitor) (RNase
inhibitor) (RI) [MASS=49842]

RIPK4_HUMAN (P57078) Receptor-interacting
serine/threonine-protein kinase 4 (EC 2.7.11.1)
(Ankyrin repeat domain protein 3) (PKC-delta-
interacting protein kinase) [MASS=91610]

RKHD1_HUMAN (Q86XN8) RING finger and
KH domain-containing protein 1 [MASS=49802]

RL18A_HUMAN (Q02543) 60S ribosomal
protein L18a [MASS=20762]

RL30_HUMAN (P62888) 60S ribosomal protein
L30 [MASS=12653]

RL3_HUMAN (P39023) 60S ribosomal protein

L3 (HIV-1 TAR RNA-binding protein B) (TARBP-:

B) [MASS=45977]

RL4_HUMAN (P36578) 60S ribosomal protein
L4 (L1) [MASS=47566]

RL7_HUMAN (P18124) 60S ribosomal protein
L7 [MASS=29226]

0.99

0.96

0.00

0.00

0.00

0.00

0.98

0.64

0.95

*

3.60

7.25

16.33

5.24

7.79

8.91

4.93

5.57

4.55

37.72

2.99

6.10

6.85

0.74

0.71

1.42

0.23

0.00

0.00

0.00

0.00

0.00

0.00

0.00

0.00
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RLAO_HUMAN (P05388) 60S acidic ribosomal
protein PO (L10E) [MASS=34273]

RN5A_HUMAN (Q05823) 2-5A-dependent
ribonuclease (EC 3.1.26.-) (2-5A-dependent
RNase) (Ribonuclease L) (RNase L)
(Ribonuclease 4) [MASS=83532]

RNF17_HUMAN (Q9BXT8) RING finger protein
17 [MASS=73736]

ROBO3_HUMAN (Q96MS0) Roundabout
homolog 3 precursor (Roundabout-like protein
3) [MASS=148208]

RP1_HUMAN (P56715) Oxygen-regulated
protein 1 (Retinitis pigmentosa RP1 protein)
(Retinitis pigmentosa 1 protein)
[MASS=240660]

RPC1_HUMAN (014802) DNA-directed RNA
polymerase lll largest subunit (EC 2.7.7.6)
(RPC155) (RPC1) [MASS=155748]

RPC2_HUMAN (Q9NWO08) DNA-directed RNA
polymerase Il subunit 127.6 kDa polypeptide
(EC 2.7.7.6) (RNA polymerase Il subunit 2)
(RPC2) [MASS=127784]

RPC5_HUMAN (Q9NVUO0) DNA-directed RNA
polymerases Il 80 kDa polypeptide (EC
2.7.7.6) (RNA polymerase Ill subunit 5) (RPC5)
[MASS=79898]

RRAGA_HUMAN (Q7L523) Ras-related GTP-
binding protein A (Rag A) (RagA) (Adenovirus
E3 14.7 kDa-interacting protein 1) (FIP-1)
[MASS=36566]

RS15A_HUMAN (P62244) 40S ribosomal
protein S15a [MASS=14708]

RS16_HUMAN (P62249) 40S ribosomal protein
S16 [MASS=16314]

*

*

*

*

0.00

0.00

0.99

3.47

2.70

5.67
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1.48

6.47

4.41
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6.21
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RSF1_HUMAN (Q96T23) Remodeling and

spacing factor 1 (Rsf-1) (Hepatitis B virus X-

associated protein) (HBV pX-associated protein * 4.26 *
8) (p325 subunit of RSF chromatin remodelling

complex) [MASS=163004]

RSPO4_HUMAN (Q2I0M5) R-spondin-4
precursor (Roof plate-specific spondin-4) * 16.67 *
(hRspo4) [MASS=26171]

RTN1_HUMAN (Q16799) Reticulon-1
(Neuroendocrine-specific protein) 099 6.83 0.92
[MASS=83617]

RUSC2_HUMAN (Q8N2Y8) RUN and SH3

domain-containing protein 2 [MASS=161194] 0.00 4.29 161

RYR1_HUMAN (P21817) Ryanodine receptor 1
(Skeletal muscle-type ryanodine receptor)
(RyR1) (RYR-1) (Skeletal muscle calcium
release channel) [MASS=565172]

0.00 464 0.62

RYR2_HUMAN (Q92736) Ryanodine receptor

2 (Cardiac muscle-type ryanodine receptor)

(RyR2) (RYR-2) (Cardiac muscle ryanodine * 2.42 *
receptor-calcium release channel) (hRYR-2)

[MASS=564495]

RYR3_HUMAN (Q15413) Ryanodine receptor

3 (Brain-type ryanodine receptor) (RyR3) (RYR-
3) (Brain ryanodine receptor-calcium release
channel) [MASS=551928]

2.36 *

w

w N
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S12A2_HUMAN (P55011) Solute carrier family
12 member 2 (Bumetanide-sensitive sodium-
(potassium)-chloride cotransporter 1)
(Basolateral Na-K-Cl symporter)
[MASS=131446]

S12A3_HUMAN (P55017) Solute carrier family
12 member 3 (Thiazide-sensitive sodium-
chloride cotransporter) (Na-Cl symporter)
[MASS=113138]

S12A4_HUMAN (Q9UP95) Solute carrier family
12 member 4 (Electroneutral potassium-
chloride cotransporter 1) (Erythroid K-CI
cotransporter 1) (hRKCC1) [MASS=120649]

S12A6_HUMAN (Q9UHW?9) Solute carrier
family 12 member 6 (Electroneutral potassium-
chloride cotransporter 3) (K-Cl cotransporter 3)
[MASS=127616]

S14L1_HUMAN (Q92503) SEC14-like protein 1
[MASS=81277]

S27A1_HUMAN (Q6PCB7) Long-chain fatty
acid transport protein 1 (EC 6.2.1.-) (Fatty acid
transport protein 1) (FATP-1) (Solute carrier
family 27 member 1) [MASS=71108]

S27A4_HUMAN (Q6P1M0) Long-chain fatty
acid transport protein 4 (EC 6.2.1.-) (Fatty acid
transport protein 4) (FATP-4) (Solute carrier
family 27 member 4) [MASS=72064]

S3TC2_HUMAN (Q8TF17) SH3 domain and
tetratricopeptide repeats-containing protein 2
[MASS=144776]

SAMD4_HUMAN (Q9UPU9) Sterile alpha motif
domain-containing protein 4 [MASS=58610]

248

5.78

3.04

2.96

6.15

3.56

5.29

1.40

3.97

1.76

0.57

1.68

0.00

0.00

0.00
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SAP_HUMAN (P07602) Proactivator
polypeptide precursor [Contains: Saposin A
(Protein A); Saposin B-Val; Saposin B
(Sphingolipid activator protein 1) (SAP-1)
(Cerebroside sulfate activator) (CSAct)
(Dispersin) (Sulfatide/GM1 activator); Saposin
C (Co-beta- [MASS=58112]

SATB2_HUMAN (Q9UPW6) DNA-binding
protein SATB2 (Special AT-rich sequence-
binding protein 2) [MASS=82555]

SATT_HUMAN (P43007) Neutral amino acid
transporter A (SATT) (Alanine/serine/cysteine/
threonine transporter) (ASCT1) [MASS=55723]

SC10A_HUMAN (Q9Y5Y9) Sodium channel
protein type 10 subunit alpha (Sodium channel
protein type X subunit alpha) (Voltage-gated
sodium channel subunit alpha Nav1.8)
(Peripheral nerve sodium channel 3) (hPN3)
[MASS=220564]

SC11A_HUMAN (Q9UI33) Sodium channel
protein type 11 subunit alpha (Sodium channel
protein type XI subunit alpha) (Voltage-gated
sodium channel subunit alpha Nav1.9)
(Sensory neuron sodium channel 2) (Peripheral
nerve sodium channel 5) (hNaN)
[MASS=204947]

1.00

0.00

1.00

0.00

9.54

4.09

2.07

3.37

2.96

244

1.35

0.40

0.19

0.03

0.00

0.39

0.00
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3 DIPDGATVLVGGFGLCI[339]GIPENLIDALLK
STGC[339]DFAVSPK
3 DIPDGATVLVGGFGLCI[330]GIPENLIDALLK

N

SCOT_HUMAN (P55809) Succinyl-CoA:3-

ketoacid-coenzyme A transferase 1,

mitochondrial precursor (EC 2.8.3.5) (Somatic- 1.00 9.04 1.09 0.05 11 3 2 DIPDGATVLVGGFGLC[330]GIPENLIDALLK
type succinyl CoA:3-oxoacid CoA-transferase)

(Scot-S) [MASS=56157] 2  STGC[330]DFAVSPK

2  DIPDGATVLVGGFGLC[339]GIPENLIDALLK

2 NFNLPM[147]C[330]K

2 NFNLPM[147]C[339]K
SCRB1_HUMAN (Q8WTV0) Scavenger
receptor class B member 1 (SRB1) (SR-BI) 3  WAAGALGVAGLLC[330]JAVLGAVMIVMVPSLIK
(CD36 antigen-like 1) (CD36 and LIMPII 0.00 16.49 0.28 0.00 1 3 3 TVGEIM[147]WGYKDPLVNLINKYFPGM[147]FPFK
analogous 1) (CLA-1) (Collagen type | receptor, 3  WAAGALGVAGLLC[330]AVLGAVM[147]IVM[147]VPSLIKQQVLK
thrombospondin receptor-like 1) [MASS=60878]
SCRN1_HUMAN (Q12765) Secernin-1
[MASS=46382] 099 386 0.62 0.00 1 1 2  SSPC[330]IHYFTGTPDPSR
SEHL2_HUMAN (Q9NQF3) Serine hydrolase- . . . .
like protein 2 (EC 3.1.-.-) [MASS=22471] 12.81 1 2  FSILGHSFGGVVGGM[147]FFC[339]TFPEM[147]VDK
SELO_HUMAN (Q9BVL4) Selenoprotein O " " . "
[MASS=73442] 3.14 1 2 NYIAQNAIEAAERGDFSEVRR
SEMAC_HUMAN (Q9C0C4) Semaphorin-4C - o 549 55 000 1 1 2 C[330]TYVNM[147]LTFTLEHGEFEDGK

precursor [MASS=92622]

SEM4F_HUMAN (095754) Semaphorin-4F
precursor (Semaphorin W) (Sema W) 0.00 5.19 3.23 0.00 1 2
(Semaphorin M) (Sema M) [MASS=83511]

SEM5B_HUMAN (Q9P283) Semaphorin-5B

2  WTTFLKADLLC[339]PGPEHGR
2  GLVQDIESADVSSLC[339]PKEPGER

precursor [MASS=119866] 0.00 1.19 1.08 0.00 1 1 2 C[339]SSNC[339]GGGM[147]QSRR
SEPR_HUMAN (Q12884) Seprase (EC 3.4.21.-

) (Fibroblast activation protein alpha) (Integral

membrane serine protease) (170 kDa * 3.03 * * * 1 3 VQNVSVLSIC[339]DFREDWQTWDC[330]PK
melanoma membrane-bound gelatinase)

[MASS=87793]

SEPT5_HUMAN (Q99719) Septin-5 (Peanut- 2 DVTC[330]DVHYENYR

like protein 1) (Cell division control-related 1.00 596 060 0.16 3 2 2 AHCI[330]IQQM[147]TSK

protein 1) (CDCrel-1) [MASS=42777] 2 AHC[330]IQQMTSK

w =
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SEPT7_HUMAN (Q16181) Septin-7 (CDC10
protein homolog) [MASS=50680]

SERA_HUMAN (043175) D-3-
phosphoglycerate dehydrogenase (EC
1.1.1.95) (3-PGDH) [MASS=56519]

SETBP_HUMAN (Q9Y6X0) SET-binding
protein (SEB) [MASS=169631]

SETX_HUMAN (Q7Z333) Probable helicase
senataxin (EC 3.6.1.-) (SEN1 homolog)
[MASS=302951]

SF01_HUMAN (Q15637) Splicing factor 1 (Zinc
finger protein 162) (Transcription factor ZFM1)
(Zinc finger gene in MEN1 locus) (Mammalian
branch point-binding protein mBBP) (BBP)
[MASS=68198]

SFR14_HUMAN (Q8IX01) Putative splicing
factor, arginine/serine-rich 14 (Arginine/serine-
rich-splicing factor 14) [MASS=120236]

SFXN1_HUMAN (Q9H9B4) Sideroflexin-1
(Tricarboxylate carrier protein) (TCC)
[MASS=35488]

SFXN3_HUMAN (Q9BWM?7) Sideroflexin-3
[MASS=35503]

SGOL2_HUMAN (Q562F6) Shugoshin-like 2
(Tripin) [MASS=144738]

SGTB_HUMAN (Q96EQO0) Small glutamine-rich
tetratricopeptide repeat-containing protein B
(Small glutamine-rich protein with
tetratricopeptide repeats 2) [MASS=33429]

SHOC2_HUMAN (Q9UQ13) Leucine-rich
repeat protein SHOC-2 (Ras-binding protein
Sur-8) [MASS=64888]

1.00

0.00

0.00

0.00

0.74

0.88

0.00

8.01

7.14

7.72

1.38

1.88

7.58

5.92

2212

1.26

4.28

12.89

0.67

0.07

1.68

0.90

0.97

0.66

0.03

0.00

0.00

0.13

0.00

0.00

NWNWW w

w w

W WNDN

N

THMQDLKDVTNNVHYENYRSR
ADTLTPEEC[330]QQFKK

ADTLTPEEC[339]QQFKK

FM[147]GTELNGK

KGILVMNTPNGNSLSAAELTC[339]GMIMC[330]LAR

SSYDSSMSPGMPSPHLKVDQTAVHSKNEGSVPTMMTR

ALASGITMSSEVVNR
MIENESPSVGLETGGNAEKVIPGGVSK
M[147]IENESPSVGLETGGNAEKVIPGGVSKPR
REIEAIQC[330]EVR

LSLLAQASVITFPSDSPQNSSQLQR
AQKTMIQKDLDK

C[339]GGAGHIASDC[339]K

SVTPLLMACI[330]NAYELSVK
LLKSVTPLLMACI[339]NAYELSVK
VDNEFLNMLLDKGAVK
ALNIVDQEGSLLGKGETQGLLTAKGGVGK

FVPFAAVAAANCI339]INIPLMR

IC[339]MAIPAMAIPPLIM[147]DTLEK
QGIFQVVISRIC[339]M[147]AIPAMAIPPLIMDTLEK
MSAQVPMNM[147]TITGC[330]M[147]LTFYRK

TSLMSEMRNAQSIGRR

LGHYTDAIKDCI[330]EK

DNQLTSLPLDFGTWTSMVELNLATNQLTK
LDSLTTLYLRFNRITTVEK
QLPAEIGELC[330]NLITLDVAHNQLEHLPK
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SHPS1_HUMAN (P78324) Tyrosine-protein
phosphatase non-receptor type substrate 1
precursor (SHP substrate 1) (SHPS-1)
(Inhibitory receptor SHPS-1) (Signal-regulatory
protein alpha-1) (Sirp-alpha-1) (Sirp-alpha-2)
(Sirp-alpha-3) (MyD-1 antigen) (Brain Ig-I
[MASS=54812]

SI1L1_HUMAN (043166) Signal-induced
proliferation-associated 1-like protein 1 (High-
risk human papilloma viruses E6 oncoproteins
targeted protein 1) (E6-targeted protein 1)
[MASS=199940]

SIM2_HUMAN (Q14190) Single-minded
homolog 2 [MASS=73218]

SIRB1_HUMAN (000241) Signal-regulatory
protein beta-1 precursor (SIRP-beta-1)
(CD172b antigen) [MASS=43255]

SIRT2_HUMAN (Q81XJ6) NAD-dependent
deacetylase sirtuin-2 (EC 3.5.1.-) (SIR2-like)
(SIR2-like protein 2) [MASS=43182]

SLIT1_HUMAN (075093) Slit homolog 1
protein precursor (Slit-1) (Multiple epidermal
growth factor-like domains 4) [MASS=167924]

1.00

*

0.97

0.99

*

14.12

2.05

1.50

10.55

5.66

3.19

0.34

0.26

0.39 13
0.00 2
0.05 2
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ATPQHTVSFTC[330]ESHGFSPR

ATPQHTVSFTC[330]JESHGFSPR

EGHFPRVTTVSESTK
EDVHSQVIC[330]JEVAHVTLQGDPLR
ATPQHTVSFTC[339]ESHGFSPR
ATPQHTVSFTC[339]ESHGFSPR
LTC[339]QVEHDGQPAVSK
LTC[339]QVEHDGQPAVSK
LTC[330]QVEHDGQPAVSK
EDVHSQVIC[330]EVAHVTLQGDPLR
LTC[330]QVEHDGQPAVSK

VAVATLSHEQM[147]IDLLR
SSPVSQGSSVSLNSNDSAM[147]LK

TALSTSQETR

GTANLSEAIRVPPTLEVTQQPMR
ATPEHTVSFTC[330]JESHGFSPR
ATPEHTVSFTC[339]ESHGFSPR
ATPEHTVSFTC[339]ESHGFSPR

C[339]EDC[339]QSLVKPDIVFFGESLPAR

HYTLNSEAPLYVGGMPVDVNSAAFR
NDFAGLKQLRVLQLM[147]ENQIGAVER
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SMCA1_HUMAN (P28370) Probable global
transcription activator SNF2L1 (EC 3.6.1.-)
(ATP-dependent helicase SMARCA1) N
(SWI/SNF-related matrix-associated actin-
dependent regulator of chromatin subfamily A
member 1) [MASS=114731]

SMCE1_HUMAN (Q969G3) SWI/SNF-related
matrix-associated actin-dependent regulator of
chromatin subfamily E member 1 (BRG1-
associated factor 57) [MASS=46649]

0.00

SMOC1_HUMAN (Q9H4F8) SPARC-related
modular calcium-binding protein 1 precursor .
(Secreted modular calcium-binding protein 1)
(SMOC-1) [MASS=48162]

SMOO_HUMAN (P53814) Smoothelin .
[MASS=99516]

SMRA3_HUMAN (Q14527) SWI/SNF-related
matrix-associated actin-dependent regulator of
chromatin subfamily A member 3 (EC 3.6.1.-)
(Sucrose nonfermenting protein 2-like 3) (DNA-
binding protein/plasminogen activator inhibitor
1 regulator) (Helicase-like tran [MASS=113928]

0.00

SMRC1_HUMAN (Q92922) SWI/SNF-related
matrix-associated actin-dependent regulator of
chromatin subfamily C member 1 (SWI/SNF 0.00
complex 155 kDa subunit) (BRG1-associated

factor 155) [MASS=122752]

0.61 *
11.44 0.12
4.61 *
2.40 *
793 0.87
434 0.10

0.00

0.00

0.00

2

N

GYEYC[339]R

RLC[330]GLKVEVDM[147]EK

DDENIPMETEETHLEETTESQQNGEEGTSTPEDK

C[330]JARLLTPHLLLVLVQLSPAR

EQRGVAQPLAQLRSC[339]PQEEGPR

GHVVGLRYYTGVVNNNEM[147]VALQRDPNNPYDK
EYNVNDDSMKLGGNNTSEKADGLSK
RVESIQC[330]JFQNTEAGSPTIM[147]LLSLK

M[147]AAAAGGGGPGTAVGATGSGIAAAAAGLAVYRRK
AGGALCI[330]HILGAAYK
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SMYD3_HUMAN (Q9H7B4) SET and MYND
domain-containing protein 3 (EC 2.1.1.43) (Zinc
finger MYND domain-containing protein 1)
[MASS=49083]

SMYD4_HUMAN (Q8I1YR2) SET and MYND
domain-containing protein 4 [MASS=89122]

SNAB_HUMAN (Q9H115) Beta-soluble NSF
attachment protein (SNAP-beta) (N-
ethylmaleimide-sensitive factor attachment
protein, beta) [MASS=33557]

SNAT_HUMAN (Q16613) Serotonin N-
acetyltransferase (EC 2.3.1.87) (Aralkylamine N
acetyltransferase) (AA-NAT) (Serotonin
acetylase) [MASS=23344]

SNTB2_HUMAN (Q13425) Beta-2-syntrophin
(59 kDa dystrophin-associated protein A1 basic
component 2) (Syntrophin 3) (SNT3)
(Syntrophin-like) (SNTL) [MASS=57949]

SNX23_HUMAN (Q96L93) Kinesin-like motor
protein C200rf23 (Sorting nexin-23)
[MASS=152010]

SODC_HUMAN (P00441) Superoxide
dismutase [Cu-Zn] (EC 1.15.1.1)
[MASS=15804]

SON_HUMAN (P18583) SON protein (SON3)
(Negative regulatory element-binding protein)
(NRE-binding protein) (DBP-5) (Bax antagonist
selected in saccharomyces 1) (BASS1)
[MASS=263845]

SORCN_HUMAN (P30626) Sorcin (22 kDa
protein) (CP-22) (V19) [MASS=21676]

*

0.00

1.00

*

*

0.00

*

12.15

7.96

14.09

4.83

6.85

4.10

3.92

3.50

16.16

0.82

0.88

0.73

0.47

0.14

0.06

N

NN DN

N WNNW
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VLDC[339]AM[147]DACI[330]INLGLLEEALFYGTRTM[147]EPYR

GVQVM[147]KVGKLQLHQGM[147]FPQAMK

AEEVLSLHC[339]GPWDDEIQELQKM[147]K
HM[147]LQLQCI[330]NAQAMTTIQHTGPK
AAVTPELC[339]PDVTIWGVAM[147]LR

AALCI[339]HFIVDELNAK
AALC[330]JHFIVDELNAKLALEK
VKASHSFLR

AALC[330]JHFIVDELNAK

RHTLPASEFR

PIVFVLHTFLSAKVTR
PIVFVLHTFLSAKVTRM[147]GLLV

LASLNSGSR

SHAIFTIKFTQAKFDSEM[147]PC[339]ETVSK
LQDLHRVISEGC[330]STSADTMK

VWGSIK

SMM[147]SPMADRSMMSMGADRSMMSSYSAADR
SMMSPMAERSMMSAYERSMMSAYER
DLSGKHPVSALM[147]EIC[339]NK
SMMSPM[147]JAERSMMSAYERSMMSAYER
HFLFRVLRNGALTR

C[339]LTQSGIAGGYKPFNLETC[339]R
ITFDDYIAC[330]C[330]VK
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SPAG1_HUMAN (Q07617) Sperm-associated
antigen 1 (Infertility-related sperm protein Spag-
1) (HSD-3.8) [MASS=103600]

SPAG6_HUMAN (075602) Sperm-associated
antigen 6 (PF16 protein homolog) (Sperm
flagellar protein) (Repro-SA-1) [MASS=55476]

SPAG8_HUMAN (Q99932) Sperm-associated
antigen 8 (Sperm membrane protein 1) (SMP-
1) (HSD-1) (Sperm membrane protein BS-84)
[MASS=44818]

SPAST_HUMAN (Q9UBPO) Spastin
[MASS=67197]

SPN90_HUMAN (Q9NZQ3) SH3 adapter
protein SPIN90 (NCK-interacting protein with
SH3 domain) (SH3 protein interacting with Nck,
90 kDa) (VacA-interacting protein, 54 kDa)
(VIP54) (AF3p21) (Diaphanous protein-
interacting protein) (Dia-interacting protein 1)
[MASS=78960]

SPR1B_HUMAN (P22528) Cornifin B (Small
proline-rich protein IB) (SPR-IB) (14.9 kDa
pancornulin) [MASS=9888]

SPSY_HUMAN (P52788) Spermine synthase
(EC 2.5.1.22) (Spermidine
aminopropyltransferase) (SPMSY)
[MASS=41268]

SPT5H_HUMAN (000267) Transcription
elongation factor SPT5 (hSPT5) (DRB
sensitivity-inducing factor large subunit) (DSIF
large subunit) (DSIF p160) (Tat-
cotransactivator 1 protein) (Tat-CT1 protein)
[MASS=120999]

SPTA2_HUMAN (Q13813) Spectrin alpha
chain, brain (Spectrin, non-erythroid alpha
chain) (Alpha-ll spectrin) (Fodrin alpha chain)
[MASS=284537]

*

0.00

0.00

3.13

5.89

3.76

244

8.86

23.60

12.02

2.76

2.22

0.13

2.07

0.00

0.00

w
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SGEEGYYPELTEFC[339]EKHLQALAPESRALR

AVAVTNTLPVLLSLYMSTESSEDLQVKSKK

PHDYRQEQPETFWIQR

SQTDVYNDSTNLAC[339]R

M[147]EYLSLMHAIVRTTPYLQHR
LRMEYLSLMHAIVRTTPYLQHR
M[147]C[330]JKRNEFESVLALVAYYQM[147]EHR

VPEPC[339]PSIVTPAPAQQKTKQK

EGREFDYVINDLTAVPISTSPEEDSTWEFLR
RLPPIVRGGAIDR

IGEERATAISLMRK
SVTGGMCI[330]SVYLKDSEK

EANKQQNFNTGIK
QFQDAGHFDAENIKKK
FLSDFRDLMSWINGIRGLVSSDELAK



SPTA3_HUMAN (Q8NHX4) Spermatogenesis-
associated protein 3 (Testis spermatocyte
apoptosis-related protein 1) (Testis and
spermatogenesis cell-related protein 1)
[MASS=19949]

SPTB1_HUMAN (P11277) Spectrin beta chain,
erythrocyte (Beta-I spectrin) [MASS=246189]

SPTB2_HUMAN (Q01082) Spectrin beta chain,
brain 1 (Spectrin, non-erythroid beta chain 1)
(Beta-Il spectrin) (Fodrin beta chain)
[MASS=274629]

SPTN2_HUMAN (015020) Spectrin beta chain,
brain 2 (Spectrin, non-erythroid beta chain 2)
(Beta-lll spectrin) [MASS=271293]

SQRD_HUMAN (Q9Y6NS5) Sulfide:quinone
oxidoreductase, mitochondrial precursor (EC 1.-
-.-) [MASS=49960]

SRC_HUMAN (P12931) Proto-oncogene
tyrosine-protein kinase Src (EC 2.7.10.2) (p60-
Src) (c-Src) (pp60c-src) [MASS=59703]

SSDH_HUMAN (P51649) Succinate
semialdehyde dehydrogenase, mitochondrial
precursor (EC 1.2.1.24) (NAD(+)-dependent
succinic semialdehyde dehydrogenase)
[MASS=57214]

ST18_HUMAN (060284) Suppression of
tumorigenicity protein 18 (Zinc finger protein
387) [MASS=115154]

0.98

0.98

0.98

0.00

0.00

1.00

12.57

4.17

2.16

3.35

4.67

8.60

5.79

4.01

0.74

3.64

5.44

2.02

0.00

0.00

0.00

0.13
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LREVQTGWEDLRATMR

FREFSRDTSTIGQER

RERLQEHLR

EVQTGWEDLRATMRR
GM[147]TRAMTM[147]PPVSPVGAEGPVVLRSK

YDGYTSC[339]PLVTGYNR
ALQDFK

HADGLC[339]HR
LTTVC[339]PTSKPQTQGLAK
MPC[339]PPEC[339]PESLHDLM[147]C[330]QC[330]WRK

NFFEPTLLC[330]NVTQDM[147]LC[339]THEETFGPLAPVIK
NFFEPTLLC[339]NVTQDMLC[339]THEETFGPLAPVIK

NFFEPTLLC[330]NVTQDM[147]LC[330]THEETFGPLAPVIK

GGVKMTPTKEEK
C[339]PVIGC[339]DGQGHISGK
RQKENPLNGASLSWK
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STAB2_HUMAN (Q8WWQ8) Stabilin-2
precursor (FEEL-2 protein) (Fasciclin EGF-like
laminin-type EGF-like and link domain-
containing scavenger receptor 1) (FAS1 EGF-
like and X-link domain-containing adhesion
molecule 2) (Hyaluronan receptor for
endocytosis) [ [MASS=277027]

STAG2_HUMAN (Q8N3U4) Cohesin subunit
SA-2 (Stromal antigen 2) (SCC3 homolog 2)
[MASS=141326]

STAR8_HUMAN (Q92502) StAR-related lipid
transfer protein 8 (StARD8) (START domain-
containing protein 8) [MASS=112600]

STS_HUMAN (P08842) Steryl-sulfatase
precursor (EC 3.1.6.2) (Steroid sulfatase)
(Steryl-sulfate sulfohydrolase) (Arylsulfatase C)
(ASC) [MASS=65492]

STX11_HUMAN (075558) Syntaxin-11
[MASS=33196]

STXB1_HUMAN (P61764) Syntaxin-binding
protein 1 (Unc-18 homolog) (Unc-18A) (Unc-18-
1) (N-Sec1) (p67) [MASS=67568]

SUCA_HUMAN (P53597) Succinyl-CoA ligase
[GDP-forming] alpha-chain, mitochondrial
precursor (EC 6.2.1.4) (Succinyl-CoA
synthetase, alpha chain) (SCS-alpha)
[MASS=35047]

0.00

1.00

0.00

4.59

3.33

8.11

10.98

244

16.84

12.01

1.45

0.65

1.00

0.00 1
0.26 11
0.00 1
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SUCB1_HUMAN (Q9P2R7) Succinyl-CoA
ligase [ADP-forming] beta-chain, mitochondrial
precursor (EC 6.2.1.5) (Succinyl-CoA
synthetase, betaA chain) (SCS-betaA) (ATP-
specific succinyl-CoA synthetase subunit beta)
(NY-REN-39 antigen) [MASS=50317]

SURF4_HUMAN (015260) Surfeit locus protein
4 [MASS=30394]

SV2A_HUMAN (Q7L0J3) Synaptic vesicle
glycoprotein 2A [MASS=82695]

SVIL_HUMAN (095425) Supervillin (Archvillin)
(p205/p250) [MASS=247705]

SYA_HUMAN (P49588) Alanyl-tRNA
synthetase (EC 6.1.1.7) (Alanine--tRNA ligase)
(AlaRS) (NY-REN-42 antigen) [MASS=106801]

SYEP_HUMAN (P07814) Bifunctional
aminoacyl-tRNA synthetase [Includes: Glutamyl:
tRNA synthetase (EC 6.1.1.17) (Glutamate--
tRNA ligase); Prolyl-tRNA synthetase (EC
6.1.1.15) (Proline--tRNA ligase)]
[MASS=163025]

SYFA_HUMAN (Q9Y285) Phenylalanyl-tRNA
synthetase alpha chain (EC 6.1.1.20)
(Phenylalanine--tRNA ligase alpha chain)
(PheRS) (CML33) [MASS=57432]

SYFB_HUMAN (Q9NSD9) Phenylalanyl-tRNA
synthetase beta chain (EC 6.1.1.20)
(Phenylalanine--tRNA ligase beta chain)
(PheRS) [MASS=66129]

*

*

0.77

*

9.07

4.83

2.16

3.61

4.96

5.07
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0.00

0.00
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VILEDVAM[147]LHIKPDQFTYTSDHFETIMK
GVPIRLEVGPRDMK
HEELMLGDPCI[339]LKDLK
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SYHH_HUMAN (P49590) Histidyl-tRNA
synthetase homolog (EC 6.1.1.21) (Histidine--
tRNA ligase homolog) (HisRS) [MASS=56888]

SYIM_HUMAN (Q9NSE4) Isoleucyl-tRNA
synthetase, mitochondrial precursor (EC
6.1.1.5) (Isoleucine--tRNA ligase) (lleRS)
[MASS=113791]

SYM_HUMAN (P56192) Methionyl-tRNA
synthetase (EC 6.1.1.10) (Methionine--tRNA
ligase) (MetRS) [MASS=101115]

SYNE1_HUMAN (Q8NF91) Nesprin-1 (Nuclear
envelope spectrin repeat protein 1) (Synaptic
nuclear envelope protein 1) (Syne-1) (Myocyte
nuclear envelope protein 1) (Myne-1) (Enaptin)
[MASS=1011035]

SYNPR_HUMAN (Q8TBG9) Synaptoporin
[MASS=29166]

SYPH_HUMAN (P08247) Synaptophysin
(Major synaptic vesicle protein p38)
[MASS=33845]

SYT11_HUMAN (Q9BT88) Synaptotagmin-11
(Synaptotagmin XI) (SytXl) [MASS=48306]

0.99

0.97

0.00

0.99

1.00

*

2,57

7.1

2.22

2.76

5.28

5.75

5.57

1.40

0.78

0.59

0.64

0.43

0.00

0.00

0.00

0.00
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DQLGGWFQSSLLTSVAARKR
C[339]WKYTAESSDTLC[339]PR
KPGLEEAVESAC[339]AM[147]R
LLVRSVSGASNHQPNSNSGRYR

VPVLQLDSGNYLFSTSAIC[330]R

ATEM[147]IDQLQDKLPGSSAEKASK
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SYT1_HUMAN (P21579) Synaptotagmin-1
(Synaptotagmin 1) (Sytl) (p65) [MASS=47573]

SYT7_HUMAN (043581) Synaptotagmin-7
(Synaptotagmin VII) (SytVIl) [MASS=45567]

SYV_HUMAN (P26640) Valyl-tRNA synthetase
(EC 6.1.1.9) (Valine—tRNA ligase) (ValRS)
(Protein G7a) [MASS=140475]

SYW_HUMAN (P23381) Tryptophanyl-tRNA
synthetase (EC 6.1.1.2) (Tryptophan--tRNA
ligase) (TrpRS) (IFP53) (hWRS)
[MASS=53165]

TAB1_HUMAN (Q15750) Mitogen-activated
protein kinase kinase kinase 7-interacting
protein 1 (TGF-beta-activated kinase 1-binding
protein 1) (TAK1-binding protein 1)
[MASS=54644]

TAB3_HUMAN (Q8N5C8) Mitogen-activated
protein kinase kinase kinase 7-interacting
protein 3 (TAK1-binding protein 3) (NF-kappa-B-
activating protein 1) [MASS=78652]

TAD2L_HUMAN (O75478) Transcriptional
adapter 2-like (ADA2-like protein)
[MASS=51496]

TAP1_HUMAN (Q03518) Antigen peptide
transporter 1 (APT1) (Peptide transporter
TAP1) (ATP-binding cassette sub-family B
member 2) (Peptide transporter PSF1) (Peptide
supply factor 1) (PSF-1) (Peptide transporter
involved in antigen processing 1)
[MASS=80964]

TATD2_HUMAN (Q93075) TatD DNase
domain-containing deoxyribonuclease 2 (EC
3.1.21.-) [MASS=85039]

TAU_HUMAN (P10636) Microtubule-
associated protein tau (Neurofibrillary tangle
protein) (Paired helical filament-tau) (PHF-tau)
[MASS=78746]

0.00

*

0.00

0.00

1.00

2.61
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1.19
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5.42

4.28
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4.13
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0.00

0.00

0.00
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GLC[339]LLGIMLWGSVSLTM[147]VTLITLPLLFLLPKK

HC[339]FTGSYPVIEPLLK
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FSRSSEEREVK
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C[330]GSLGNIHHKPGGGQVEVK



TBA1_HUMAN (P68366) Tubulin alpha-1 chain
(Alpha-tubulin 1) (Testis-specific alpha-tubulin)
(Tubulin H2-alpha) [MASS=49924]

TBA2_HUMAN (Q13748) Tubulin alpha-2 chain
(Alpha-tubulin 2) [MASS=49959]

TBA3_HUMAN (Q71U36) Tubulin alpha-3
chain (Alpha-tubulin 3) (Tubulin B-alpha-1)
[MASS=50135]

TBA6_HUMAN (Q9BQES3) Tubulin alpha-6
chain (Alpha-tubulin 6) [MASS=49895]

TBA8_HUMAN (Q9NY65) Tubulin alpha-8
chain (Alpha-tubulin 8) [MASS=50093]

TBB1_HUMAN (Q9H4B7) Tubulin beta-1 chain
[MASS=50327]

1.00

0.00

0.00

1.00

0.57

0.00

17.41

2.89

7.10

5.35

18.49

8.20

0.71

0.82

0.88

0.10

0.17

0.00
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LSDQC[339]TGLQGFLVFHSFGGGTGSGFTSLLM[147]ER
AYHEQLSVAEITNAC[339]FEPANQM[147]VK
LSDQC[330]TGLQGFLVFHSFGGGTGSGFTSLLM[147]ER

TIQFVDWC[330]PTGFK
TIQFVDWCI[339]PTGFK

LADQC[339]TGLQGFLVFHSFGGGTGSGFTSLLM[147]ER

LADQC[339]TGLQGFLVFHSFGGGTGSGFTSLLMER

LADQC[330]TGLQGFLVFHSFGGGTGSGFTSLLM[147]ER

AYHEQLTVAEITNAC[339]FEPANQM[147]VK

IRKLTDAC[330]SGLQGFLIFHSFGGGTGSGFTSLLM[147]ER
AYHEQLSVAEITSSC[330]FEPNSQM[147]VK
HVPRAVM[147]IDLEPTVVDEVRAGTYR

LAVNM[147]VPFPR
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TBB2C_HUMAN (P68371) Tubulin beta-2C
chain (Tubulin beta-2 chain) [MASS=49831]

1.00 35.06 0.63

0.10

N WNNW
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LTTPTYGDLNHLVSATM[147]SGVTTC[330]LR

EAESC[339]DC[339]LQGFQLTHSLGGGTGSGMGTLLISK
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LTTPTYGDLNHLVSATM[147]SGVTTC[330]LR

LTTPTYGDLNHLVSATMSGVTTC[330]LR
TAVC[330]DIPPR
NM[147]M[147]AAC[330]DPR
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TAVC[330]DIPPR

GRM[147]SM[147]K
NM[147]M[147]AAC[339]DPR
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TBB2C_HUMAN (P68371) Tubulin beta-2C
chain (Tubulin beta-2 chain) [MASS=49831]

TBB2_HUMAN (P07437) Tubulin beta-2 chain
[MASS=49671]

TBCD2_HUMAN (Q9BYX2) TBC1 domain
family member 2 (Prostate antigen recognized
and identified by SEREX) (PARIS-1)
[MASS=104165]

TBCD4_HUMAN (060343) TBC1 domain
family member 4 (Akt substrate of 160 kDa)
(AS160) [MASS=146562]

TBCDS5_HUMAN (Q92609) TBC1 domain
family member 5 [MASS=89004]

1.00 35.06 0.63

1.00

8.11

3.05

3.70

1.38

0.64

0.10

0.64

51

N W= Ww

N

LTTPTYGDLNHLVSATM[147]SGVTTC[339]LR

EAESCI[330]DC[330]LQGFQLTHSLGGGTGSGMGTLLISK

NMM[147]AAC[330]DPR

NMM[147]AAC[339]DPR

EAESC[330]DC[330]LQGFQLTHSLGGGTGSGM[147]GTLLISK

LTTPTYGDLNHLVSATMSGVTTC[339]LR
TAVC[339]DIPPR
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EIVHIQAGQC[339]GNQIGAK
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TBCD8_HUMAN (095759) TBC1 domain
family member 8 (Vascular Rab-GAP/TBC-
containing protein) (AD 3) [MASS=102676]

TCF20_HUMAN (Q9UGUO) Transcription factor
20 (Stromelysin 1 PDGF-responsive element-
binding protein) (SPRE-binding protein)
(Nuclear factor SPBP) (AR1) [MASS=211770]

TCGAP_HUMAN (014559) TC10/CDC42
GTPase-activating protein (Sorting nexin-26)
[MASS=137212]

TCPH_HUMAN (Q99832) T-complex protein 1
subunit eta (TCP-1-eta) (CCT-eta) (HIV-1 Nef-
interacting protein) [MASS=59366]

TCPQ_HUMAN (P50990) T-complex protein 1
subunit theta (TCP-1-theta) (CCT-theta) (NY-
REN-15 antigen) [MASS=59489]

TCRG1_HUMAN (014776) Transcription
elongation regulator 1 (TATA box-binding
protein-associated factor 2S) (Transcription
factor CA150) [MASS=123959]

TDRD6_HUMAN (060522) Tudor domain-
containing protein 6 (Aantigen NY-CO-45)
(Fragment) [MASS=85665]
TDRKH_HUMAN (Q9Y2W6) Tudor and KH
domain-containing protein [MASS=67024]

TEBP_HUMAN (Q15185) Prostaglandin E
synthase 3 (EC 5.3.99.3) (Cytosolic
prostaglandin E2 synthase) (cPGES)
(Telomerase-binding protein p23) (Hsp90 co-
chaperone) (Progesterone receptor complex
p23) [MASS=18697]

TENR_HUMAN (Q92752) Tenascin-R
precursor (TN-R) (Restrictin) (Janusin)
[MASS=149547]
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TEP1_HUMAN (Q99973) Telomerase protein
component 1 (Telomerase-associated protein
1) (Telomerase protein 1) (p240) (p80
telomerase homolog) [MASS=290413]

0.00 10.28

TESK2_HUMAN (Q96S53) Dual specificity
testis-specific protein kinase 2 (EC 2.7.12.1) * 7.71
(Testicular protein kinase 2) [MASS=63639]

TEX15_HUMAN (Q9BXT5) Testis-expressed .

sequence 15 protein [MASS=315360] 147

TEX9_HUMAN (Q8N6V9) Testis-expressed .

sequence 9 protein [MASS=44826] 9.46

TFF3_HUMAN (Q07654) Trefoil factor 3
precursor (Intestinal trefoil factor) (hP1.B) 0.00 41.25
[MASS=8641]

TGT_HUMAN (Q9BXR0) Queuine tRNA-
ribosyltransferase (EC 2.4.2.29) (tRNA-guanine
transglycosylase) (Guanine insertion enzyme)
[MASS=42492]

THAP7_HUMAN (Q9BT49) THAP domain- .
containing protein 7 [MASS=34440]
THIL_HUMAN (P24752) Acetyl-CoA
acetyltransferase, mitochondrial precursor (EC
2.3.1.9) (Acetoacetyl-CoA thiolase) (T2)
[MASS=45199]

0.00 3.36

6.15

1.00 2.81
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PHGHVSAHPDILSLENRC[339]LATLPSLK
SVTEM[147]EVM[147]QFLNRNQRLQPSAQALIYFR

LAVVGSPFWM[147]APEVLR
M[147]NTLSSNRANMLKEVQLM[147]NR
MNTLSSNR

DLNNEPISPIGLEEDTIIASRK
SYGENIVELSSSDSSLLLR

QAASSQSATEVRLNR
QQRTINMQQSQVEK
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THIM_HUMAN (P42765) 3-ketoacyl-CoA
thiolase, mitochondrial (EC 2.3.1.16) (Beta-
ketothiolase) (Acetyl-CoA acyltransferase)
(Mitochondrial 3-oxoacyl-CoA thiolase) (T1)
[MASS=41924]

THRB_HUMAN (P00734) Prothrombin
precursor (EC 3.4.21.5) (Coagulation factor Il)
[Contains: Activation peptide fragment 1;
Activation peptide fragment 2; Thrombin light
chain; Thrombin heavy chain] [MASS=70036]

THY1_HUMAN (P04216) Thy-1 membrane
glycoprotein precursor (Thy-1 antigen) (CD90
antigen) (CDw90 antigen) [MASS=17935]

TIM10_HUMAN (P62072) Mitochondrial import
inner membrane translocase subunit Tim10
[MASS=10333]

TIM13_HUMAN (Q9Y5L4) Mitochondrial import
inner membrane translocase subunit Tim13
[MASS=10500]

TIM9_HUMAN (Q9Y5J7) Mitochondrial import
inner membrane translocase subunit Tim9
[MASS=10378]

TKT_HUMAN (P29401) Transketolase (EC
2.2.1.1) (TK) [MASS=67877]

TLN2_HUMAN (Q9Y4G6) Talin-2
[MASS=271553]

TLR5_HUMAN (060602) Toll-like receptor 5
precursor (Toll/interleukin-1 receptor-like
protein 3) [MASS=97725]

TMED9_HUMAN (Q9BVK6) Transmembrane
emp24 domain-containing protein 9 precursor
(Glycoprotein 25L2) [MASS=25105]

TMEM8_HUMAN (Q9HCN3) Transmembrane
protein 8 precursor (M83 protein)
[MASS=84716]

0.72
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0.99

1.00

1.00

0.75

0.00
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60.00
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3.34
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QFKEFLGTYNK
EVKPEETTC[330]SEHC[330]LQK
EVKPEETTC[339]SEHC[339]LQK

IIALDGDTKNSTFSEIFK
FIEC[339]YIAEQNMVSIAVGC[339]ATR

SASAAQRELVAQGKVGSIPANAADDGQWSQGLISAAR
DPPTWSVLAGHSHTVSDSIKSLITSIR
GVKLLAALM[147]DDEVGSGEDLLR

MGDHLDLLLGVVLMAGPVFGIPSC[330]SFDGR

KC[339]FIEEIPDETMVIGNYRTQLYDK

RGMWNMLGPC[330]LFAFVIM[147]JASMWAYRCI[339]GHR
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TMM27_HUMAN (Q9HBJ8) Collectrin
precursor (Transmembrane protein 27)
[MASS=25235]

TMPS9_HUMAN (Q72410) Transmembrane
protease, serine 9 (EC 3.4.21.-) (Polyserase-1)
(Polyserase-l) (Polyserine protease 1) 0.00
[Contains: Serase-1; Serase-2; Serase-3]
[MASS=114020]

TNI3K_HUMAN (Q59H18) Serine/threonine-

protein kinase TNNI3K (EC 2.7.11.1) (TNNI3- .
interacting kinase) (Cardiac ankyrin repeat

kinase) [MASS=104178]

TNK1_HUMAN (Q13470) Non-receptor tyrosine
protein kinase TNK1 (EC 2.7.10.2) (CD38 *
negative kinase 1) [MASS=72499]

TOM70_HUMAN (094826) Mitochondrial
precursor proteins import receptor (Translocase 1.00
of outer membrane TOM70) [MASS=67454]

TPA_HUMAN (P00750) Tissue-type

plasminogen activator precursor (EC 3.4.21.68)
(tPA) (t-PA) (t-plasminogen activator) .
(Alteplase) (Reteplase) [Contains: Tissue-type
plasminogen activator chain A; Tissue-type
plasminogen activator chain B] [MASS=62917]

TPIS_HUMAN (P60174) Triosephosphate
isomerase (EC 5.3.1.1) (TIM) (Triose- 1.00
phosphate isomerase) [MASS=26538]

TR4_HUMAN (P49116) Orphan nuclear
receptor TR4 (Orphan nuclear receptor TAK1)
[MASS=65414]

*

TRABD_HUMAN (Q9UGIO) Protein TRABID
(Zinc finger Ran-binding domain-containing
protein 1) [MASS=80907]
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4.95
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TRFR_HUMAN (P34981) Thyrotropin-releasing
hormone receptor (TRH-R) (Thyroliberin
receptor) [MASS=45085]

TRI18_HUMAN (015344) Midline-1 (EC 6.3.2.-
) (Tripartite motif-containing protein 18)
(Putative transcription factor XPRF) (Midin)
(RING finger protein 59) (Midline 1 RING finger
protein) [MASS=75250]

TRI32_HUMAN (Q13049) Tripartite motif-
containing protein 32 (EC 6.3.2.-) (Zinc-finger
protein HT2A) (72 kDa Tat-interacting protein)
[MASS=71988]

TRIM4_HUMAN (Q9C037) Tripartite motif-
containing protein 4 (RING finger protein 87)
[MASS=57400]

TRIO_HUMAN (075962) Triple functional
domain protein (PTPRF-interacting protein)
[MASS=341614]

TRPM7_HUMAN (Q96QT4) Transient receptor
potential cation channel subfamily M member 7
(EC 2.7.11.1) (Long transient receptor potential
channel 7) (LTrpC7) (Channel-kinase 1)
[MASS=212696]

TRPV4_HUMAN (Q9HBAO) Transient receptor
potential cation channel subfamily V member 4
(TrpV4) (osm-9-like TRP channel 4) (OTRPC4)
(Vanilloid receptor-like channel 2) (Vanilloid
receptor-like protein 2) (VRL-2) (Vanilloid
receptor-related osmotically-acti
[MASS=98281]

TRXR2_HUMAN (Q9NNW?7) Thioredoxin
reductase 2, mitochondrial precursor (EC
1.8.1.9) (TR3) (TR-beta) (Selenoprotein Z)
(SelZ) [MASS=56459]

TSC2_HUMAN (P49815) Tuberin (Tuberous
sclerosis 2 protein) [MASS=200748]

0.28

0.00

0.00

5.03

8.85

3.52

13.20

1.32
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1.26
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0.00
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C[339]LTIITGLPIPDHLDC[330]TEQLP
ILVSHC[339]ATNESVESITAFQC[339]PTC[339]R

FVTC[339]DAEGTVYFTQGLGLNLENR

RFQVAVNLAEDTAHPKLVFSQEGR
TAFVERFQHLPC[330]VLGKNVFTSGK
HYWEVESRDSLEVAVGVC[339]R

MFDWITHNK
TPHNSSINHIETVLQQLDEAQSQM[147]EELFQER

DEIVDIDDPETKRFPYPLNELLIWAC[339]LMK
RQVMARFLWQHGEESM[147]AK
YVRLSYDTKPEVILQLLLK
KHGVVNTLSSSLPQGDLESNNPFHC[339]NILM[147]K

MYDLLLLKC[339]AR

GFDQQMSSMVIEHM[147]ASHGTRFLRGC[339]APSR

EMVYC[330]LEQGLIHRC[330]AR
TDLHLAVVPVLTALISYHNYLDKTK
NLLGTHLGHSAIYNM[147]C[330]HLMEDRAYMEDAPLLR
ADVGRLSPEVKAR
AYM[147]EDAPLLRGAVFFVGM[147]JALWGAHRLYSLR
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TSH1_HUMAN (Q62SZ6) Teashirt homolog 1
(Serologically defined colon cancer antigen 3)
(Antigen NY-CO-33) [MASS=117916]

TSH3_HUMAN (Q63HK5) Teashirt homolog 3
(Zinc finger protein 537) [MASS=118565]

TSN18_HUMAN (Q96SJ8) Tetraspanin-18
(Tspan-18) [MASS=27710]

TSP2_HUMAN (P35442) Thrombospondin-2
precursor [MASS=129955]

TSSP_HUMAN (Q9NQE7) Thymus-specific

serine protease precursor (EC 3.4.-.-)
[MASS=55049]

TTC3_HUMAN (P53804) Tetratricopeptide
repeat protein 3 (TPR repeat protein 3) (TPR
repeat protein D) [MASS=229890]

TTLL2_HUMAN (Q9BWV7) Tubulin--tyrosine
ligase-like protein 2 (Testis-specific protein
NYD-TSPG) [MASS=67237]

TXND3_HUMAN (Q8N427) Thioredoxin
domain-containing protein 3 (Spermatid-
specific thioredoxin-2) (Sptrx-2) (NM23-H8)
[MASS=67269]

TXND4_HUMAN (Q9BS26) Thioredoxin
domain-containing protein 4 precursor
(Endoplasmic reticulum resident protein
ERp44) [MASS=46971]

TYRO3_HUMAN (Q06418) Tyrosine-protein
kinase receptor TYROS3 precursor (EC 2.7.10.1)
(Tyrosine-protein kinase RSE) (Tyrosine-
protein kinase SKY) (Tyrosine-protein kinase
DTK) (Protein-tyrosine kinase byk)
[MASS=96905]
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0.00

0.00

0.00

0.00

0.98

0.00
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1.67
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16.54
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11.15

7.65

2.96

5.51

1.00

0.85

0.87

0.06
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0.00
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FYGLSIPAGGLEM[147]AQLRFLSSR

LNSFGLDATGTFFSRYGASLK
C[339]QFLDDRILQC[339]IKQYADK
TQSC[330]MDC[330]IEEGELM[147]KM[147]K
FVVIDNC[330]IALK

LQIM[147]ESQAEAFLKK
SSRAAHQDFANIMKM[147]LR

GGLDAPDC[330]LPYDSLSFTSR

GKAPDPQAGNFVLVFPFNEATLGASRNGLNVK
TLM[147]PYASLFQSHSC[330]K

DFYKDLLEMLSVGPSM[147]VM[147]ILTK
KREVQLQTVINNQSLWDEMLQNK

VDC[339]DQHSDIAQR

M[147]LKADIIASSDIEEFLREAAC[339IM[147]K
TSWVPVVLGVLTALVTAAALALILLR



U3IP2_HUMAN (043818) U3 small nucleolar
RNA-interacting protein 2 (U3 small nucleolar
ribonucleoprotein-associated 55 kDa protein)
(U3 snoRNP-associated 55 kDa protein) (U3-
55K) [MASS=51840]

UBE1_HUMAN (P22314) Ubiquitin-activating
enzyme E1 (A1S9 protein) [MASS=117848]

UBE3C_HUMAN (Q15386) Ubiquitin-protein
ligase E3C (EC 6.3.2.-) [MASS=123922]

UBE4B_HUMAN (095155) Ubiquitin
conjugation factor E4 B (Ubiquitin-fusion
degradation protein 2) (Homozygously deleted
in neuroblastoma 1) [MASS=146184]

UBP28_HUMAN (Q96RU2) Ubiquitin carboxyl-
terminal hydrolase 28 (EC 3.1.2.15) (Ubiquitin
thioesterase 28) (Ubiquitin-specific-processing
protease 28) (Deubiquitinating enzyme 28)
[MASS=122490]

UBP38_HUMAN (Q8NB14) Ubiquitin carboxyl-
terminal hydrolase 38 (EC 3.1.2.15) (Ubiquitin
thioesterase 38) (Ubiquitin-specific-processing
protease 38) (Deubiquitinating enzyme 38)
(HP43.8KD) [MASS=116545]

UBP4_HUMAN (Q13107) Ubiquitin carboxyl-
terminal hydrolase 4 (EC 3.1.2.15) (Ubiquitin
thioesterase 4) (Ubiquitin-specific-processing
protease 4) (Deubiquitinating enzyme 4)
(Ubiquitous nuclear protein homolog)
[MASS=108564]

UBP5_HUMAN (P45974) Ubiquitin carboxyl-
terminal hydrolase 5 (EC 3.1.2.15) (Ubiquitin
thioesterase 5) (Ubiquitin-specific-processing
protease 5) (Deubiquitinating enzyme 5)
(Isopeptidase T) [MASS=95786]
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0.00
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PLTSSRSSM[147]EM[147]PSQPAPR
ASNGDITQAVSLLTDERVK

PEFESFFNK
ELM[147]DAITKDNKLYLQEQELNAR

LC[339]ENSDPTNVLSC[330]JHFSKADTIATIEK
KDRVM[147]EVFLVPADPHCI[339]R

LGHGLLSGEYSKPVPESGDGER
QAEEEKM[147]ALPELVR
NLGNSC[330]YLNSVVQVLFSIPDFQR
NLGNSC[339]YLNSVVQVLFSIPDFQR
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UBP6_HUMAN (P35125) Ubiquitin carboxyl-
terminal hydrolase 6 (EC 3.1.2.15) (Ubiquitin
thioesterase 6) (Ubiquitin-specific-processing
protease 6) (Deubiquitinating enzyme 6) (Proto-
oncogene TRE-2) [MASS=158657]

UBR1_HUMAN (Q8IWV7) Ubiquitin-protein
ligase E3 component N-recognin-1 (EC 6.-.-.-)
(Ubiquitin-protein ligase E3-alpha-1) (Ubiquitin-
protein ligase E3-alpha-l) [MASS=200209]

UBR2_HUMAN (Q8IWV8) Ubiquitin-protein
ligase E3 component N-recognin-2 (EC 6.-.-.-)
(Ubiquitin-protein ligase E3-alpha-2) (Ubiquitin-
protein ligase E3-alpha-1l) [MASS=200537]

UCHL1_HUMAN (P09936) Ubiquitin carboxyl-
terminal hydrolase isozyme L1 (EC 3.4.19.12)
(EC 6.-.-.-) (UCH-L1) (Ubiquitin thioesterase
L1) (Neuron cytoplasmic protein 9.5) (PGP 9.5)
(PGP9.5) [MASS=24824]

UCP4_HUMAN (095847) Mitochondrial
uncoupling protein 4 (UCP 4) (Solute carrier
family 25 member 27) [MASS=36064]
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UCRH_HUMAN (P07919) Ubiquinol-
cytochrome c reductase complex 11 kDa
protein, mitochondrial precursor (EC 1.10.2.2)
(Mitochondrial hinge protein) (Cytochrome C1,
nonheme 11 kDa protein) (Complex Il subunit
VIII) [MASS=10739]

1.00 46.15 1.19 0.06 16

UCRQ_HUMAN (014949) Ubiquinol-

cytochrome c reductase complex ubiquinone-

binding protein QP-C (EC 1.10.2.2) (Ubiquinol- * 9.88 * * *
cytochrome c reductase complex 9.5 kDa

protein) (Complex Il subunit VII) [MASS=9775]

UGGG1_HUMAN (Q9NYU2) UDP-
glucose:glycoprotein glucosyltransferase 1
precursor (EC 2.4.1.-) (UDP-glucose ceramide .
glucosyltransferase-like 1) (UDP--

Glc:glycoprotein glucosyltransferase) (HUGT1)
[MASS=174976]

ULK1_HUMAN (0O75385) Serine/threonine-
protein kinase ULK1 (EC 2.7.11.1) (Unc-51-like * 6.19 * * *
kinase 1) [MASS=112601]

4.25 * * *

UN13C_HUMAN (Q8NB66) Unc-13 homolog C

(Munc13-3) (Fragment) [MASS=135621] 4.62

UNC5D_HUMAN (Q6UXZ4) Netrin receptor
UNCS5D precursor (Unc-5 homolog D) (Unc-5 0.00 7.97 0.16 0.00 1
homolog 4) [MASS=105879]
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UQCR1_HUMAN (P31930) Ubiquinol-
cytochrome-c reductase complex core protein |,
mitochondrial precursor (EC 1.10.2.2)
[MASS=52645]

UQCR2_HUMAN (P22695) Ubiquinol-
cytochrome-c reductase complex core protein
2, mitochondrial precursor (EC 1.10.2.2)
(Complex Il subunit Il) [MASS=48443]

VAOD_HUMAN (P61421) Vacuolar ATP
synthase subunit d (EC 3.6.3.14) (V-ATPase d
subunit) (Vacuolar proton pump d subunit) (V-
ATPase AC39 subunit) (V-ATPase 40 kDa
accessory protein) (P39) (32 kDa accessory
protein) [MASS=40329]

VAPA_HUMAN (Q9POLO) Vesicle-associated
membrane protein-associated protein A (VAMP-
associated protein A) (VAMP-A) (VAP-A) (33
kDa Vamp-associated protein) (VAP-33)
[MASS=27317]

VATA1_HUMAN (P38606) Vacuolar ATP
synthase catalytic subunit A, ubiquitous isoform
(EC 3.6.3.14) (V-ATPase subunit A 1)
(Vacuolar proton pump alpha subunit 1) (V-
ATPase 69 kDa subunit 1) (Isoform VA68)
[MASS=68304]

1.00 22.71
1.00 2.87
1.00 1.99
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1.00 4.86
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VATB1_HUMAN (P15313) Vacuolar ATP
synthase subunit B, kidney isoform (EC
3.6.3.14) (V-ATPase B1 subunit) (Vacuolar
proton pump B isoform 1) (Endomembrane
proton pump 58 kDa subunit) [MASS=56980]

VATB2_HUMAN (P21281) Vacuolar ATP
synthase subunit B, brain isoform (EC 3.6.3.14)
(V-ATPase B2 subunit) (Vacuolar proton pump
B isoform 2) (Endomembrane proton pump 58
kDa subunit) (HO57) [MASS=56500]

VATH_HUMAN (Q9UI12) Vacuolar ATP
synthase subunit H (EC 3.6.3.14) (V-ATPase H
subunit) (Vacuolar proton pump H subunit) (V-
ATPase 50/57 kDa subunits) (Vacuolar proton
pump subunit SFD) (VMA13) (Nef-binding
protein 1) (NBP1) [MASS=55883]

VAV2_HUMAN (P52735) Protein vav-2
[MASS=101256]

VCAM1_HUMAN (P19320) Vascular cell
adhesion protein 1 precursor (V-CAM 1)
(CD106 antigen) (INCAM-100) [MASS=81276]

VDAC1_HUMAN (P21796) Voltage-dependent
anion-selective channel protein 1 (VDAC-1)
(hVDAC1) (Outer mitochondrial membrane
protein porin 1) (Plasmalemmal porin) (Porin
31HL) (Porin 31HM) [MASS=30641]

3.90

3.52

4.55

12.41

5.14

18.79
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VDAC2_HUMAN (P45880) Voltage-dependent
anion-selective channel protein 2 (VDAC-2)
(hVDAC?2) (Outer mitochondrial membrane
protein porin 2) [MASS=38092]

VDAC3_HUMAN (Q9Y277) Voltage-dependent
anion-selective channel protein 3 (VDAC-3)
(hVDAC3) (Outer mitochondrial membrane
protein porin 3) [MASS=30658]

VDP_HUMAN (060763) General vesicular
transport factor p115 (Transcytosis-associated
protein) (TAP) (Vesicle docking protein)
[MASS=107907]

VISL1_HUMAN (P62760) Visinin-like protein 1
(VILIP) (Hippocalcin-like protein 3) (HLP3)
[MASS=22011]

VP13B_HUMAN (Q7Z7G8) Vacuolar protein
sorting 13B (Cohen syndrome protein 1)
[MASS=448732]

VP33B_HUMAN (Q9H267) Vacuolar protein
sorting 33B (hVPS33B) [MASS=70615]

VPP1_HUMAN (Q93050) Vacuolar proton
translocating ATPase 116 kDa subunit a
isoform 1 (V-ATPase 116 kDa isoform a1)
(Clathrin-coated vesicle/synaptic vesicle proton
pump 116 kDa subunit) (Vacuolar proton pump
subunit 1) (Vacuolar adenosine triphosphatase
[MASS=96412]

VPS35_HUMAN (Q96QK1) Vacuolar protein
sorting 35 (Vesicle protein sorting 35)
(hVPS35) (Maternal-embryonic 3)
[MASS=91706]

VPS4A_HUMAN (Q9UN37) Vacuolar sorting
protein 4a (SKD2 protein) (hVPS4) (VPS4-1)
[MASS=48898]
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GFLKDC[330]PSGR
M[147]VGTVIM[147]MKM[147]NEDGLTPEQRVDK

MIVC[339]ALEHEYEPYSRLK
TSRHMQQQPVVAVPLVM[147]PVC[339]R
VCI[330]ELQLPDINLVNDQK
DFLNGPADVNLDISK

LLSLHIGAC[330]ESIM[147]K
LM[147]C[339]LLSITENGLIPKDYRSLK

ILSQKNENEMFSTVFSGR
ASLYPC[330]PETPQER
KIC[330]EGFR
AIYHTLNLC[330]NIDVTQK

FTLPPLVFAAYQLAFR
HFHNTLEHLRLRR
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RIYIPLPEEAARAQM[147]FR
FSEDFGQES
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VPS54_HUMAN (Q9P1Q0) Vacuolar protein
sorting protein 54 (Tumor antigen SLP-8p)
(Hepatocellular carcinoma protein 8)
[MASS=110588]

VTDB_HUMAN (P02774) Vitamin D-binding
protein precursor (DBP) (Group-specific
component) (Ge-globulin) (VDB)
[MASS=52963]

VWF_HUMAN (P04275) Von Willebrand factor
precursor (VWF) [Contains: Von Willebrand
antigen 1I] [MASS=309298]

WBS22_HUMAN (043709) Putative
methyltransferase WBSCR22 (EC 2.1.1.-)
(Williams-Beuren syndrome chromosome
region 22 protein) [MASS=31880]

WDFY3_HUMAN (Q81Z2Q1) WD repeat and
FYVE domain-containing protein 3 (Autophagy-
linked FYVE protein) (Alfy) [MASS=395256]

WDR22_HUMAN (Q96JK2) WD repeat protein
22 (Breakpoint cluster region protein 2)
(BCRP2) [MASS=103963]

WDR24_HUMAN (Q96S15) WD repeat protein
24 [MASS=101989]

WDR33_HUMAN (Q9C0J8) WD repeat protein
33 (WD repeat protein WDC146)
[MASS=145920]

WDR43_HUMAN (Q15061) WD repeat protein
43 [MASS=79118]

WDR65_HUMAN (Q96MR6) WD repeat protein
65 [MASS=78164]
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WDR6_HUMAN (Q9NNWS5) WD repeat protein
6 [MASS=121724]

WDR72_HUMAN (Q3MJ13) WD repeat protein
72 [MASS=123408]

WDR76_HUMAN (Q9H967) WD repeat protein
76 [MASS=69753]

WNT9B_HUMAN (014905) Protein Wnt-9b
precursor (Wnt-15) (Wnt-14b) [MASS=38971]

XPO5_HUMAN (Q9HAV4) Exportin-5 (Exp5)
(Ran-binding protein 21) [MASS=136310]

XPP2_HUMAN (043895) Xaa-Pro
aminopeptidase 2 precursor (EC 3.4.11.9) (X-
Pro aminopeptidase 2) (Membrane-bound
aminopeptidase P) (Membrane-bound APP)
(Membrane-bound AmP) (mAmP)
(Aminoacylproline aminopeptidase)
[MASS=75624]

XYLT2_HUMAN (Q9H1B5) Xylosyltransferase
2 (EC 2.4.2.26) (Xylosyltransferase Il) (xylT-II)
(XT-Il) (Peptide O-xylosyltransferase 1)
[MASS=96711]

YES_HUMAN (P07947) Proto-oncogene
tyrosine-protein kinase Yes (EC 2.7.10.2) (p61-
Yes) (c-Yes) [MASS=60670]

YJDC_HUMAN (Q96F86) YjeF domain-
containing protein 1 (Edc3) [MASS=56077]

YYAP1_HUMAN (Q9H869) YY1-associated
protein 1 (Hepatocellular carcinoma
susceptibility protein) (Hepatocellular
carcinoma-associated protein 2)
[MASS=87915]
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ZAN_HUMAN (Q9Y493) Zonadhesin precursor
[MASS=305571]

ZBT11_HUMAN (095625) Zinc finger and BTB
domain-containing protein 11 [MASS=119382]

ZBT39_HUMAN (015060) Zinc finger and BTB
domain-containing protein 39 [MASS=79001]

ZBT40_HUMAN (Q9NUAS8) Zinc finger and
BTB domain-containing protein 40
[MASS=138118]

ZC3H5_HUMAN (Q9C0BO0) Zinc finger CCCH
domain-containing protein 5 [MASS=88084]

ZCC2_HUMAN (Q7Z2W4) Zinc finger CCCH
type antiviral protein 1 (Zinc finger CCCH
domain-containing protein 2) [MASS=101444]

ZCH11_HUMAN (Q5TAX3) Zinc finger CCHC
domain-containing protein 11 [MASS=185132]

ZCHC6_HUMAN (Q5VYS8) Zinc finger CCHC
domain-containing protein 6 [MASS=171228]

ZDH14_HUMAN (Q8IZN3) Probable
palmitoyltransferase ZDHHC14 (EC 2.3.1.-)
(Zinc finger DHHC domain-containing protein
14) (DHHC-14) (NEW1 domain-containing
protein) (NEW1CP) [MASS=53388]

ZFHX2_HUMAN (Q9CO0A1) Zinc finger
homeobox protein 2 [MASS=152100]

0.00

0.00

0.00

6.19

4.46

3.65

2.26

5.68

0.89

5.23

2.14

7.38

5.05

0.45 0.00
11.25 0.00
045 0.00
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PSIPTEKPSIPTEK
VALPVWLAQGRVTIR
VC[330]HPAM[147]ALPLFKISAKHEK
DAHGGSIPLGK
TLVGGQQVTLPAIPSKGVFLGASGR
GGILEVSYIKAVHVTVFDLSISLLRGC[330]K
SQC[339]GC[330]KDAHGGSIPLGK
C[330]TYILAQPC[339]GNSTDPFFRVTAK
NAVISLPSMYEGLVSGLC[330]GNYDK

QFQC[330]ELC[330]VKSFVTK
ENVISSSPEDSGM[147]GNDISAEDIC[330]AEDIPKHRQK

VLSFVYTSELFTDLINVGVIYEVAER

MYACI[330]QYC[330]DAVFAQSIELSRHVRTHTGDK

RDGTFNYSPDVYC[330]TK
C[339]NDMQQSGSC[339]PR
EFRTEQC[330]PLFVQHKC[339]TQHR

C[330]NYSQSER

LGLKQAEER
PVAIPNTSHDGHWPRTVAPNSLVNSGAVGNSEPGFR
NLVNAQQVAGSAQQQGDQSIR
ASSYQMKSEKVPSSPAEAEK

YTCI[330]RLC[330]DVLIESIAFAHKHIK
RRDQEDALNQR

PGLGTPC[339]ASLTLGPPTPPASM[147]PNLAEATLADVMPRK

IEGPERSQEEPKEGETEGEVGTEK
TQM[147]SSLQLKIM[147]KAC[330]YEAYR
GSGGSMPPPLRVPIC[330]TYHC[339]LAC[339]EVLLSGR
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ZHX2_HUMAN (Q9Y6X8) Zinc fingers and
homeoboxes protein 2 (Zinc finger and
homeodomain protein 2) (Alpha-fetoprotein
regulator 1) (AFP regulator 1) (Regulator of
AFP) [MASS=92306]

ZMYM3_HUMAN (Q14202) Zinc finger MYM-
type protein 3 (Zinc finger protein 261)
(DXS6673E protein) [MASS=152378]

ZN133_HUMAN (P52736) Zinc finger protein
133 [MASS=73402]

ZN217_HUMAN (075362) Zinc finger protein
217 [MASS=115271]

ZN256_HUMAN (Q9Y2P7) Zinc finger protein
256 (Bone marrow zinc finger 3) (BMZF-3)
[MASS=54872]

ZN294_HUMAN (094822) Zinc finger protein
294 [MASS=200534]

ZN407_HUMAN (Q9C0GO0) Zinc finger protein
407 (Fragment) [MASS=126979]

ZN473_HUMAN (Q8WTRY7) Zinc finger protein
473 (Zinc finger protein 100 homolog) (Zfp-100)
[MASS=100182]

ZN479_HUMAN (Q96JC4) Zinc finger protein
479 (Zinc finger protein Kr19) (HKr19)
[MASS=60598]

ZN483_HUMAN (Q8TF39) Zinc finger protein
483 [MASS=85097]

ZN485_HUMAN (Q8NCKS3) Zinc finger protein
485 [MASS=50280]

ZN559_HUMAN (Q9BR84) Zinc finger protein
559 [MASS=62317]
ZN563_HUMAN (Q8TA94) Zinc finger protein
563 [MASS=55434]
ZN571_HUMAN (Q7Z3V5) Zinc finger protein
571 [MASS=70801]

0.60

0.00

0.00

0.00

*

*

0.63

2.51

3.87

9.94

2.39

5.49

4.93

4.29

2.07

4.01

3.36

13.83

3.15

7.22

0.40

3.68

0.73

6.40

0.00

0.04

0.22

0.00

0.00
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WMEQYQHQPMADDHGYDAVAR

SC[330]IAESPLWYSVIPMDRSM[147]LESM[147]LNR
RLVLSESC[330]SR
GLKTNC[339]C[339]DQC[339]GAYIYTK

EVMLENYSNLVSLGISFSKPELITQLEQGK
THSGEKPYMC[330]SEC[339]GR
THSGEKPYMC[330]SEC[330]GRGFSQK

SHRPQQNVGVQGAATRQQQSEMFPK

SFSTSC[339]SLSDHLR

SFIHSSSLITHQR

DVSETSFQNAMLKPM[147]C[330]ETLTYISKEQLLSHK
EQDIKTLPSHLC[339]TSALLSK
TLPSHLC[339]TSALLSK

THLPDFLIC[330]K

SLLSQNKFWKYGK

C[339]DDC[339]GFLADGLSGLNVHIAMK
HLGMR
DHYRTHTGEKSFLC[330]DLC[330]GFAGGTR

HQRIHTGEKPYVC[330]QEC[339]GK

PYTC[339]EEC[339]GKAFNC[330]SSTLMQHK

VLSHSSALTEHQK
VAQNKTLGSGSR

PHKC[330]KEC[330]GIAFM[147]NSSSLLNHHK
QSTSEASVLGERTKSVMMEK
PYKC[339]NDC[339]GKAFAQNAALTR

TYFRKK

RHM[147]IM[147]HTGGGPHKC[339]K

QGFSYLSC[339]LIQHEENHNIEKC[330]SEVK
ITC[339]JEEKATESHSTSSTFHR
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ZN575_HUMAN (Q86XF7) Zinc finger protein
575 [MASS=26763]

ZN600_HUMAN (Q6ZNG1) Zinc finger protein
600 [MASS=83157]

ZN625_HUMAN (Q96127) Zinc finger protein
625 [MASS=34746]

ZN638_HUMAN (Q14966) Zinc finger protein
638 (Nuclear protein 220) (Zinc-finger matrin-
like protein) (Cutaneous T-cell lymphoma-
associated antigen se33-1) (CTCL tumor
antigen se33-1) [MASS=220623]

ZN639_HUMAN (Q9UIDS6) Zinc finger protein
639 (Zinc finger protein ZASC1) (Zinc finger
protein ANC_2H01) [MASS=56054]

ZN655_HUMAN (Q8N720) Zinc finger protein
655 (Vav-interacting Krueppel-like protein)
[MASS=57393]

ZN708_HUMAN (P17019) Zinc finger protein
708 (Zinc finger protein 15-like 1) (Zinc finger
protein KOX8) [MASS=64779]
ZN75A_HUMAN (Q96N20) Zinc finger protein
75A [MASS=34694]

ZNF18_HUMAN (P17022) Zinc finger protein
18 (Zinc finger protein KOX11) (Heart
development-specific gene 1 protein)
[MASS=62288]

0.00

0.00

0.00

7.35

6.23

13.40

4.30

7.42

1.83

2.84

10.47

6.56

0.43

1.25

0.00

0.00

3

1
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LC[330]HDPPTAPGSQATAWHR

SYKC[339]KVC[339]DK
VFSC[339]GSTLETHK

HQIPHLGDK
C[339]KVC[339]DKTFGSDSHLK

RHRIM[147]HSGDGPYK
QC[330]GKAFSHSGSLR
THGRTHTGEKPYEC[339]K

SKNLEDDTLSEC[339]K

FSHADAQKMK

QKHLEAADK

PFGGLKDILILSSHKK
YPDEQLTPENM[147]PLILRDIRM[147]R
YPDEQLTPENM[147]PLILR

HVAIEHTKIFPHVC[339]DDC[330]GK
VCI[330]KESFSTNM[147]LLIEHAK

QQGIHFREK

C[330]EEC[330]GKAFNQSPNLTK

RTHTGEQPYTC[339]SIC[339]R
VPQKTAGKENHFDMHR

THTGETYFQC[339]TIC[339]K
QLGQHLPNPHSGEM[147]STM[147]WLEEK
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ZNF20_HUMAN (P17024) Zinc finger protein
20 (Zinc finger protein KOX13) [MASS=61567]

ZNF30_HUMAN (P17039) Zinc finger protein
30 (Zinc finger protein KOX28) [MASS=62123]

ZNF38_HUMAN (P17036) Zinc finger protein
38 (Zinc finger protein KOX25) (Zinc finger
protein HF.12) (Zinc finger protein 3) (HZF3.1)
[MASS=50916]

ZNF6_HUMAN (Q9Y462) Zinc finger protein 6
[MASS=87209]

ZNF85_HUMAN (Q03923) Zinc finger protein
85 (Zinc finger protein HPF4) (HTF1)
[MASS=68718]

ZNFX1_HUMAN (Q9P2E3) NFX1-type zinc
finger-containing protein 1 [MASS=220225]

ZNT3_HUMAN (Q99726) Zinc transporter 3
(ZnT-3) (Solute carrier family 30 member 3)
[MASS=41944]

ZSWM2_HUMAN (Q8NEGS5) Zinc finger SWIM
domain-containing protein 2 [MASS=72720]

ZXDA_HUMAN (P98168) Zinc finger X-linked
protein ZXDA [MASS=84770]
ZXDB_HUMAN (P98169) Zinc finger X-linked
protein ZXDB [MASS=84792]

5.45

3.51

9.19

3.76

3.03

8.92

17.78

3.63

3.75

3.36
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NLTSVGK

AFYFLNLCI[339]LIHERIHTGVKPYK

PYEC[330]KEC[330]GKSFTVYGQLTR

C[339]DEC[330]SKSFNRTSDLIQHQR
PYEC[330]NEC[339]GKAFSQSSHLYQHQR

YC[339]DYETAEQGLLNR
VSFHNHLESHKLINK

RHEIM[147]VAKPTVM[147]C[339]SHFAR

M[147]C[330]PEIARLLTPHIYQDLENHPSVLKYEK
AYM[147]SIM[147]TQMK
VC[339]LPAYVVGMITEPIPDIR

FVRWQNSK

IITPM[147]C[339]SSSGIVYKVQFDTK
PSANVYDLAKNFNLEVSLFER
KGMYC[339]IGNMQMLAK
LNYQHRM[147]C[330]PEIARLLTPHIYQDLENHPSVLK
KGMYC[330]IGNMQM[147]LAKVPLWSK

M[147]JEPSPAAGGLETTRLVSPR
AADPISTFLFSIC[330]JALGSTAPTLRDVLR
AADPISTFLFSIC[339]JALGSTAPTLR

NIVC[330]PTAM[147]ESPC[339]ISGKYHTSLSR

M[147]HLLTHSSSQGQRPFK
EQELFSC[330]SFPGC[330]SK
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Table 4. MCI mitochondrial samples

Experiment 2

Description
1433E_HUMAN (P62258) 14-3-3 protein
epsilon (14-3-3E) [MASS=29174]
1433F_HUMAN (Q04917) 14-3-3 protein eta
(Protein AS1) [MASS=28087]

1433G_HUMAN (P61981) 14-3-3 protein
gamma (Protein kinase C inhibitor protein 1)
(KCIP-1) [MASS=28171]

1433T_HUMAN (P27348) 14-3-3 protein theta
(14-3-3 protein tau) (14-3-3 protein T-cell) (HS1
protein) [MASS=27764]

1433Z_HUMAN (P63104) 14-3-3 protein
zetal/delta (Protein kinase C inhibitor protein 1)
(KCIP-1) [MASS=27745]

2AAA_HUMAN (P30153) Serine/threonine-
protein phosphatase 2A 65 kDa regulatory
subunit A alpha isoform (PP2A, subunit A,
PR65-alpha isoform) (PP2A, subunit A, R1-
alpha isoform) (Medium tumor antigen-
associated 61 kDa protein) [MASS=65092]

3BHS7_HUMAN (Q9H2F3) 3 beta-
hydroxysteroid dehydrogenase type 7 (3 beta-
hydroxysteroid dehydrogenase type VII) (3Beta-
HSD VII) (3-beta-hydroxy-delta(5)-C27 steroid
oxidoreductase) (EC 1.1.1.-) (C(27) 3beta-
HSD) [MASS=41016]

3BP2_HUMAN (P78314) SH3 domain-binding
protein 2 (3BP-2) [MASS=62243]

*

0.80

1.00

1.00

1.00

0.97

0.00

0.00

A = Protein Score
B = Percent Coverage
C = XPress H2L Ratio

D = XPress Std. Dev.
B C D

12.94 * *

776 091 0.07

18.29 0.90 0.04

1469 0.79 0.06

1755 0.61 0.02

8.50 0.58 0.00

1.90 043 0.00

446 056 0.00

NNWW NDNW WN @
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E = XPress Peptides
F = Unique Peptides
G = Charge

H = Instances

Peptide Sequence
YDEM[147]VESM[147]K
LIC[330]C[339]DILDVLDKHLIPAANTGESK
ELETVC[339]NDVLSLLDKFLIK
ELETVC[339]NDVLSLLDKFLIK

ELEAVC[330]QDVLSLLDNYLIK
LGLALNYSVFYYEIQNAPEQAC[330]HLAK
ELEAVC[339]QDVLSLLDNYLIK
ELEAVC[330]QDVLSLLDNYLIK

YLAEVACI[330]GDDRK
SIC[330]TTVLELLDKYLIANATNPESK
SIC[339]TTVLELLDKYLIANATNPESK

YLAEVACI[339]GDDRK

IETELRDIC[330]NDVLSLLEK
IETELRDIC[339]NDVLSLLEK
LAEQAERYDDM[147]AAC[339]M[147]K
YDDMAAC[330]M[147]K

AVGPEITKTDLVPAFQNLMKDC[330]JEAEVR
DNTIEHLLPLFLAQLKDEC[339]PEVR

HPYPC[330]SK

RC[330]VYYFKSSTSASPQGAFSLSGYNR
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5NTC_HUMAN (P49902) Cytosolic purine 5'-
nucleotidase (EC 3.1.3.5) (5'-nucleotidase *
cytosolic II) [MASS=64969]

A20A1_HUMAN (Q5TYW?2) Ankyrin repeat
domain-containing protein 20A1
[MASS=94047]

AADAT_HUMAN (Q8N5Z0) Kynurenine/alpha-
aminoadipate aminotransferase mitochondrial
precursor (KAT/AadAT) (Kynurenine--

oxoglutarate transaminase Il) (EC 2.6.1.7) 0.00
(Kynurenine aminotransferase Il) (Kynurenine--
oxoglutarate aminotransferase II) (2-

aminoadipat [MASS=47351]

AATM_HUMAN (P00505) Aspartate
aminotransferase, mitochondrial precursor (EC
2.6.1.1) (Transaminase A) (Glutamate
oxaloacetate transaminase 2) [MASS=47475]

1.00

ABCA1_HUMAN (095477) ATP-binding

cassette sub-family A member 1 (ATP-binding
cassette transporter 1) (ATP-binding cassette *
1) (ABC-1) (Cholesterol efflux regulatory

protein) [MASS=254284]

ABCB8_HUMAN (Q9NUT2) ATP-binding
cassette sub-family B member 8, mitochondrial

precursor (Mitochondrial ATP-binding cassette 0.00
1) (M-ABC1) [MASS=79947]
ABHD5_HUMAN (Q8WTS1) Abhydrolase 0.00

domain-containing protein 5 [MASS=39095]

5.53

2.31

7.06

18.84

6.10

3.27

2.01

1.77

1.41

0.41

1.30

0.00

0.07

0.00

0.00

N NN

N WNWWNDN NN NN

GLVFDTLYGNLLKVDAYGNLLVC[330]JAHGFNFIR

ENAWLVQQLDDVHQKEDHK

LHNPPTIHYPPSQGQMDLC[339]VTSGSQQGLC[339]K

NM[147]GLYGERVGAFTM[147]VC[330]KDADEAK
VGAFTMVC[339]K
NLDKEYLPIGGLAEFC[339]K

VGAFTM[147]VC[330]K
VGAFTM[147]VC[339]K
TC[339]GFDFTGAVEDISK
HFIEQGINVC[339]LC[339]QSYAK

TLNSTSPFPSK

KVLRTLQQIK
SM[147]PLFM[147]TLAWIYSVAVIIKGIVYEKEAR
HRNM[147]LQYQLPSSLSSLARIFSILSQSK
IRMDIDNVERTNK
TTTMSILTGLFPPTSGTAYILGKDIRSEM[147]STIR
LAKDSSADRFLNSLGR

QC[330]QEHIARAM[147]GVADEALGNVRTVR

C[330]ALGLDK
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ACAD8_HUMAN (Q9UKU7) Acyl-CoA
dehydrogenase family member 8, mitochondrial
precursor (EC 1.3.99.-) (ACAD-8) (Isobutyryl-
CoA dehydrogenase) (Activator-recruited
cofactor 42 kDa component) (ARC42)
[MASS=45070]

ACADS_HUMAN (P16219) Short-chain specific
acyl-CoA dehydrogenase, mitochondrial
precursor (EC 1.3.99.2) (SCAD) (Butyryl-CoA
dehydrogenase) [MASS=44297]

ACL7B_HUMAN (Q9Y614) Actin-like protein
7B (Actin-like-7-beta) (Actin-like 7B)
[MASS=45233]

ACON_HUMAN (Q99798) Aconitate hydratase,
mitochondrial precursor (EC 4.2.1.3) (Citrate
hydro-lyase) (Aconitase) [MASS=85425]

ACOT9_HUMAN (Q9Y305) Acyl-coenzyme A
thioesterase 9 (EC 3.1.2.-) (Acyl-CoA
thioesterase 9) (Acyl-CoA thioester hydrolase
9) [MASS=46354]

ACTB_HUMAN (P60709) Actin, cytoplasmic 1
(Beta-actin) [MASS=41736]

ACTY_HUMAN (P42025) Beta-centractin (Actin:

related protein 1B) (ARP1B) [MASS=42293]
ACTZ_HUMAN

ADA10_HUMAN (014672) ADAM 10 precursor
(EC 3.4.24.81) (A disintegrin and
metalloproteinase domain 10) (Mammalian
disintegrin-metalloprotease) (Kuzbanian protein
homolog) (CDw156¢c antigen) [MASS=84142]

0.00

0.00

1.00

0.00

1.00

0.99

0.99

14.46

1.94

4.58

6.79

7.39

17.07

2.93

8.51

3.61

1.23

2.98

1.29

0.55

0.72

0.00

0.00

0.13

0.00

0.16

0.00

N

WNWW

N

IGSEGQGFLIAVRGLNGGR
LGC[330]LPGGLRVLVQTGHR
FASYC[330]LTEPGSGSDAASLLTSAKK

M[147]AAALLAR

C[339]GYAGEPRPTYFISSTVGK

VAVPSTIHC[339]DHLIEAQVGGEK
VAVPSTIHC[330]DHLIEAQVGGEK
VGLIGSC[330]TNSSYEDM[147]GR
WVVIGDENYGEGSSR

TISFRSRVLPSNAVWMENSK
SLEIC[339]HPQER

C[330]DVDIRK
C[339]DVDIRK
C[330]PEALFQPSFLGMESC[330]GIHETTFNSIM[147]K
C[339]DVDIRK

C[330]DVDIR

C[339]PEALFQPSFLGM[147]ESC[339]GIHETTFNSIM[147]K
LC[330]YVALDFEQEM[147]ATAASSSSLEK

YC[330]FPNYVGRPK

M[147]ESYDVIANQPVVIDNGSGVIKAGFAGDQIPK

HFSGRTITLQPGSPC[339]NDFRGYC[339]DVFM[147]R

[EE G G Gy



ADA28_HUMAN (Q9UKQ2) ADAM 28

precursor (EC 3.4.24.-) (A disintegrin and
metalloproteinase domain 28) .
(Metalloproteinase-like, disintegrin-like, and
cysteine-rich protein-L) (MDC-L) (eMDC II)
(ADAM23) [MASS=87208]

2.58 * * * 1

ADAM2_HUMAN (Q99965) ADAM 2 precursor

(A disintegrin and metalloproteinase domain 2) .
(Fertilin subunit beta) (PH-30) (PH30)
[MASS=82457]

3.67 * * * 1

ADCY7_HUMAN (P51828) Adenylate cyclase
type 7 (EC 4.6.1.1) (Adenylate cyclase type VII)
(ATP pyrophosphate-lyase 7) (Adenylyl cyclase
7) [MASS=120308]

0.00 9.07 1.27 0.00 1 4

ADDA_HUMAN (P35611) Alpha-adducin
(Erythrocyte adducin subunit alpha) 1.00 421 1.65 0.00 1 1
[MASS=80955]

ADNP_HUMAN (Q9H2P0) Activity-dependent
neuroprotector (Activity-dependent
neuroprotective protein) [MASS=123562]

* 1.91 * * * 2

ADT1_HUMAN (P12235) ADP/ATP translocase
1 (Adenine nucleotide translocator 1) (ANT 1)
(ADP,ATP carrier protein 1) (Solute carrier
family 25 member 4) (ADP,ATP carrier protein,
heart/skeletal muscle isoform T1)
[MASS=32933]

1.00 16.84 1.21 0.01 6 3

NN WW

GYFSQGDQRYFIEPLSPIHR

IFSNC[339]SFEDFAHFISKQKSQC[339]LHNQPR

WQYDVWSHDVSLANRM[147]EAAGVPGRVHITEATLK
IQVTEETC[339]TILQGLGYSC[339]EC[339]RGLINVK
RQQENLLLSVLPAHISMGMK
LRVGINHGPVIAGVIGAR

C[330]GLLPISPEALSLGEVAYHDYHGILVDEEEK

GPISDALAHHLRER
SM[147]GLPPR

YFAGNLASGGAAGATSLC[330]FVYPLDFAR
VKLLLQVQHASK

EFHGLGDC[339]IIK
EFHGLGDCI339]IIK

YFAGNLASGGAAGATSLC[339]FVYPLDFAR

EFHGLGDC[330]IIK
YFAGNLASGGAAGATSLC[339]FVYPLDFAR

YFAGNLASGGAAGATSLC[330]FVYPLDFAR
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ADT2_HUMAN (P05141) ADP/ATP translocase
2 (Adenine nucleotide translocator 2) (ANT 2)

(ADP,ATP carrier protein 2) (Solute carrier 1.00 2559 0.58 0.44 2 3
family 25 member 5) (ADP,ATP carrier protein,

fibroblast isoform) [MASS=32764]

AFAM_HUMAN (P43652) Afamin precursor 000 150 040 0.00 1 1

(Alpha-albumin) (Alpha-Alb) [MASS=69069]

AFF4_HUMAN (Q9UHB7) AF4/FMR2 family
member 4 (ALL1-fused gene from chromosome .
5q31) (Major CDK9 elongation factor-

associated protein) [MASS=127458]

7.31 * * * 5

AFG32_HUMAN (Q9Y4W86) AFG3-like protein
2 (EC 3.4.24.-) (Paraplegin-like protein) 0.00 10.16 1.48 0.04 2 4
[MASS=88483]

AKAP6_HUMAN (Q13023) A-kinase anchor

protein 6 (Protein kinase A-anchoring protein 6) N
(PRKAGB) (A-kinase anchor protein 100 kDa)

(AKAP 100) (mAKAP) [MASS=256664]

1.72 * * * 2

AKAP9_HUMAN (Q99996) A-kinase anchor

protein 9 (Protein kinase A-anchoring protein 9)

(PRKAZ9) (A-kinase anchor protein 450 kDa)

(AKAP 450) (A-kinase anchor protein 350 kDa) * 5.63 * * * 12
(AKAP 350) (hgAKAP 350) (AKAP 120-like

protein) (Protein hyperion) (Protein yotia

[MASS=453664]

N = WWw-=-

WNWW NDNWWW N

NN
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GLGDC[339]LVK
TQFWRYFAGNLASGGAAGATSLC[330]FVYPLDFAR
GMLPDPKNTHIVISWMIAQTVTAVAGLTSYPFDTVR
GLGDC[330]LVK

GLGDC[339]LVK

HNFSHC[330]C[330]SK

EFFAELDKVM[147]GPLIFNASIM[147]TDLVR
FEKAVYYLDAVVSFIEC[330]GNALEKNAQESK
NYLAPDATAADKR

TSSSSKEVK

SHGNDHHSK

ADVEKVALLLLEKEVLDK
KLASLTPGFSGADVANVC[339]NEAALIAAR
EKEEPPGEK
MCI[339]MTLGGRASEEIFFGRITTGAQDDLR

DTELFIFNSC[330]LRQEKEGTM[147INTEK
LMQDIQHQDNYEAIWEK

SLLSEIQALHAQMNGRK
MKSSVFDEDKTFVAETLEM[147]GEVVEK
DC[330]VLTISEEMFSK

AKIEELSLAFLVR

GEMENALR
QAHAVC[339]QQEQHYFNEM[147]K
SFEENGKGSIINLETRLLQLESTVSAK
VTDESIPSYSGSDM[147]PRNDINM[147]WSKVTEEGTELSQR
QHMAQM[147]EEM[147]KTR
QSQMLEMQVELSSMKDRATELQEQLSSEK
AVIQC[330]LR

QSQM[147]LEM[147]QVELSSMKDR
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AL2S8_HUMAN (Q8N187) Amyotrophic lateral
sclerosis 2 chromosomal region candidate
gene 8 protein (Calcium-response factor)
(CaRF) (Protein NYD-SP24) [MASS=80697]

ALBU_HUMAN (P02768) Serum albumin
precursor [MASS=69366]

ALDH2_HUMAN (P05091) Aldehyde
dehydrogenase, mitochondrial precursor (EC
1.2.1.3) (ALDH class 2) (ALDHI) (ALDH-E2)
[MASS=56381]

ALDOA_HUMAN (P04075) Fructose-
bisphosphate aldolase A (EC 4.1.2.13) (Muscle-
type aldolase) (Lung cancer antigen NY-LU-1)
[MASS=39289]

ALDOC_HUMAN (P09972) Fructose-
bisphosphate aldolase C (EC 4.1.2.13) (Brain-
type aldolase) [MASS=39324]

ALG12_HUMAN (Q9BV10) Dolichyl-P-
Man:Man(7)GIcNAc(2)-PP-dolichyl-alpha-1,6-
mannosyltransferase (EC 2.4.1.-)
(Mannosyltransferase ALG12 homolog)
(hALG12) (Membrane protein SB87)
[MASS=54654]

ALMS1_HUMAN (Q8TCU4) Alstrom syndrome
protein 1 [MASS=460933]

ALU2_HUMAN (P39189) Alu subfamily SB
sequence contamination warning entry
[MASS=63802]

0.00

1.00

1.00

1.00

0.95

0.00

0.00

0.00

2.07

19.87

12.38

20.66

6.61

13.52

4.60

1.01

0.63

2.83

0.51

2.83

1.53

0.00

0.24

0.11

0.56

0.00

0.00

0.00
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RHPYFYAPELLFFAKR
LKEC[330]C[330]EKPLLEK
RPC[330]FSALEVDETYVPK
C[330]C[330]AAADPHEC[330]YAK
ALVLIAFAQYLQQC[330]PFEDHVK
M[147]PC[330]JAEDYLSVVLNQLC[330]VLHEK

TFPTVNPSTGEVIC[339]QVAEGDKEDVDK
TFPTVNPSTGEVIC[339]QVAEGDKEDVDK
KTFPTVNPSTGEVIC[339]QVAEGDKEDVDK
LLC[330]GGGIAADR

LLC[339]GGGIAADR

C[330]AQYK
ALSDHHIYLEGTLLKPNM[147]VTPGHAC[330]TQK
C[330]QYVTEK

C[330]AQYKK

VNPC[330]IGGVILFHETLYQK
ALANSLAC[330]QGK

ALANSLAC[339]QGK
VNPC[339]IGGVILFHETLYQK

C[330]IGGVIFFHETLYQKDDNGVPFVR

VELC[339]LFLGLLLLLALGNRK
RTHAPTVLALGFMALYSLLPHK
TLPNVLALPVVLLALAAWLRHEWAR

ASLPVGEKPLQNENADASVQVLITGDENLSDKK
TGTPTVTSTSYSQHR

EPPRPAXXXFFXDGVSLC[330]RPGWSAVAR
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ALU7_HUMAN (P39194) Alu subfamily SQ
sequence contamination warning entry
[MASS=64513]

AMOL1_HUMAN (Q8IY63) Angiomotin-like
protein 1 [MASS=106573]

AMOT_HUMAN (Q4VCS5) Angiomotin
[MASS=118085]

ANK2_HUMAN (Q01484) Ankyrin-2 (Brain
ankyrin) (Ankyrin-B) (Ankyrin, nonerythroid)
[MASS=430341]

ANK3_HUMAN (Q12955) Ankyrin-3 (ANK-3)
(Ankyrin-G) [MASS=480400]

ANM1_HUMAN (Q99873) Protein arginine N-
methyltransferase 1 (EC 2.1.1.-) (Interferon
receptor 1-bound protein 4) [MASS=41485]

ANM3_HUMAN (060678) Protein arginine N-
methyltransferase 3 (EC 2.1.1.-)
(Heterogeneous nuclear ribonucleoprotein
methyltransferase-like protein 3)
[MASS=59903]

ANR11_HUMAN (Q6UB99) Ankyrin repeat
domain-containing protein 11 (Ankyrin repeat-
containing cofactor 1) [MASS=298068]

0.00

0.00

0.00

1.00

*

*

3.54

2.30

1.66

3.31

2.31

5.54

2.45

2.70

1.82

0.54

0.00

0.00

0.04
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SERGLVEEEWVIVSDEEIEEAR
NGLSPLHM[147]AAQGDHVEC[330]VK
NGLSPLHM[147]AAQGDHVEC[330]VK
EKMADEQGDMDLQISPDRK

HQPVSTAGK
VNVADILTKHGADQDAHTKLGYTPLIVAC[339]HYGNVK

M[147]VYHSPPGGEGASERIEETM[147]SVHDIMK
AAAVDFTAR

TVQETRGTFYTTR

PC[339]VPVSM[147]KKMSR
TVATKGLDFDPWSNNR
STSLKQTTVEETAVEREMPNDVSK

EPLVDVVDPKQLVTNACI[330]LIK

SEHQFNIDSM[147]VHK

LIVSC[339]EQEILR
FSLSDDQRDR
MLSQKDLEIEERHK
VLKHDRDHFK

ASLSEK
RFQRSTQQLQQQLNTSTQQTR

JEE G N I I I G

JEE G N QI G G

12

JEE G I QL G G



ANR12_HUMAN (Q6UB98) Ankyrin repeat
domain-containing protein 12 (Ankyrin repeat-
containing cofactor 2) (GAC-1 protein)
[MASS=235652]

ANR52_HUMAN (Q8NB46) Ankyrin repeat
domain-containing protein 52 [MASS=115057]

ANXA2_HUMAN (P07355) Annexin A2
(Annexin Il) (Lipocortin Il) (Calpactin | heavy
chain) (Chromobindin-8) (p36) (Protein 1)
(Placental anticoagulant protein IV) (PAP-IV)
[MASS=38473]

ANXA6_HUMAN (P08133) Annexin A6
(Annexin VI) (Lipocortin VI) (P68) (P70)
(Protein Ill) (Chromobindin-20) (67 kDa
calelectrin) (Calphobindin-Il) (CPB-II)
[MASS=75742]

AP1B1_HUMAN (Q10567) AP-1 complex
subunit beta-1 (Adapter-related protein
complex 1 beta-1 subunit) (Beta-adaptin 1)
(Adaptor protein complex AP-1 beta-1 subunit)
(Golgi adaptor HA1/AP1 adaptin beta subunit)
(Clathrin assembly protein complex 1 beta larg
[MASS=104606]

AP2A1_HUMAN (095782) AP-2 complex
subunit alpha-1 (Adapter-related protein
complex 2 alpha-1 subunit) (Alpha-adaptin A)
(Adaptor protein complex AP-2 alpha-1 subunit)
(Clathrin assembly protein complex 2 alpha-A
large chain) (100 kDa coated vesicle prote
[MASS=107554]

AP3B2_HUMAN (Q13367) AP-3 complex
subunit beta-2 (Adapter-related protein
complex 3 beta-2 subunit) (Beta3B-adaptin)
(Adaptor protein complex AP-3 beta-2 subunit)
(AP-3 complex beta-2 subunit) (Clathrin
assembly protein complex 3 beta-2 large chain)
(Neu [MASS=119058]

0.98

1.00

0.53

1.00

*

2.04

1.86

7.10

5.21

2.63

10.64

1.66

1.26

0.72

0.95

0.80

0.00

0.19

0.00

0.00
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TSVQFQNFSPTVVHPGDLQTHLAVQTKR
KKGPGAGSALDDGR
VAAQVDGGAQVQQVLNIEC[330]LRDFLTPPLLSVR

LMGMNEITEKLM[147]LPDTCI[339]R
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AP3D1_HUMAN (014617) AP-3 complex
subunit delta-1 (Adapter-related protein
complex 3 subunit delta-1) (Delta-adaptin 3)
(AP-3 complex subunit delta) (Delta-adaptin)
[MASS=130157]

AP4B1_HUMAN (Q9Y6B7) AP-4 complex
subunit beta-1 (Adapter-related protein
complex 4 beta 1 subunit) (Beta subunit of AP-
4) (AP-4 adapter complex beta subunit)
[MASS=83261]

APOA_HUMAN (P08519) Apolipoprotein(a)
precursor (EC 3.4.21.-) (Apo(a)) (Lp(a))
[MASS=501317]

APOD_HUMAN (P05090) Apolipoprotein D
precursor (Apo-D) (ApoD) [MASS=21275]

APOE_HUMAN (P02649) Apolipoprotein E
precursor (Apo-E) [MASS=36154]

ARC1B_HUMAN (015143) Actin-related
protein 2/3 complex subunit 1B (ARP2/3
complex 41 kDa subunit) (p41-ARC)
[MASS=40818]

ARHG6_HUMAN (Q15052) Rho guanine
nucleotide exchange factor 6 (Rac/Cdc42
guanine nucleotide exchange factor 6) (PAK-
interacting exchange factor alpha) (Alpha-Pix)
(COOL-2) [MASS=87498]

ARHGA_HUMAN (015013) Rho guanine
nucleotide exchange factor 10 [MASS=151611]

ARI2_HUMAN (095376) Protein ariadne-2
homolog (ARI-2) (Triad1 protein)
[MASS=57819]

ARI4A_HUMAN (P29374) AT-rich interactive
domain-containing protein 4A (ARID domain-
containing protein 4A) (Retinoblastoma-binding
protein 1) (RBBP-1) [MASS=142666]

ARL3_HUMAN (P36405) ADP-ribosylation
factor-like protein 3 [MASS=20455]

0.00

0.00

0.77

0.00

0.00

0.00

3.99

2.03

0.66

6.35

23.03

3.50

3.99

1.24

3.04

1.67

13.19

1.49

2.07

1.07

0.00

0.00

0.00

0.00

0.00

0.00
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ARP3_HUMAN (P61158) Actin-like protein 3
(Actin-related protein 3) [MASS=47240]
ARP8_HUMAN (Q9H981) Actin-related protein
8 [MASS=70425]

ARRD3_HUMAN (Q96B67) Arrestin domain-
containing protein 3 [MASS=46394]

ARS2_HUMAN (Q9BXP5) Arsenite-resistance
protein 2 [MASS=100666]

ARSG_HUMAN (Q96EG1) Arylsulfatase G
precursor (EC 3.1.6.-) (ASG) [MASS=57060]

ASCL3_HUMAN (Q9NQ33) Achaete-scute
homolog 3 (bHLH transcriptional regulator Sgn-
1) [MASS=20797]

AT12A_HUMAN (P54707) Potassium-
transporting ATPase alpha chain 2 (EC
3.6.3.10) (Proton pump) (Non-gastric H(+)/K(+)
ATPase subunit alpha) [MASS=115898]

AT1A1_HUMAN (P05023) Sodium/potassium-
transporting ATPase alpha-1 chain precursor
(EC 3.6.3.9) (Sodium pump 1) (Na+/K+
ATPase 1) [MASS=112895]

AT1A2_HUMAN (P50993) Sodium/potassium-
transporting ATPase alpha-2 chain precursor
(EC 3.6.3.9) (Sodium pump 2) (Na+/K+
ATPase 2) [MASS=112265]

0.99

0.00

0.00

0.00

0.00

1.00

1.00

7.19

7.37

12.56

4.22

5.71

18.33

4.32

5.87

5.88

0.47

2.39

0.57

0.38

0.44

0.39

0.00

0.00

0.00

0.00
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AT1A3_HUMAN (P13637) Sodium/potassium-
transporting ATPase alpha-3 chain (EC 3.6.3.9)
(Sodium pump 3) (Na+/K+ ATPase 3)
(Alpha(lll)) [MASS=111734]

1.00 1293 045

AT1B1_HUMAN (P05026) Sodium/potassium-
transporting ATPase subunit beta-1
(Sodium/potassium-dependent ATPase beta-1
subunit) [MASS=35061]

1.00 27.06 0.47

AT1B2_HUMAN (P14415) Sodium/potassium-
transporting ATPase subunit beta-2
(Sodium/potassium-dependent ATPase beta-2
subunit) [MASS=33326]

0.00 1724 1.23

0.61

0.27

0.00
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VAPPGLTQIPQIQK
YNPNVLPVQCI[339]TGK

DEDAENLGNFVMFPANGNIDLMYFPYYGKK
VINFYAGANQSM[147]NVTC[330]AGKR
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AT2A2_HUMAN (P16615)
Sarcoplasmic/endoplasmic reticulum calcium
ATPase 2 (EC 3.6.3.8) (Calcium pump 2)
(SERCA2) (SR Ca(2+)-ATPase 2) (Calcium-
transporting ATPase sarcoplasmic reticulum
type, slow twitch skeletal muscle isoform)
(Endoplasmic reticulum cla [MASS=114756]

AT2B1_HUMAN (P20020) Plasma membrane
calcium-transporting ATPase 1 (EC 3.6.3.8)
(PMCA1) (Plasma membrane calcium pump
isoform 1) (Plasma membrane calcium ATPase
isoform 1) [MASS=138754]

AT2B2_HUMAN (Q01814) Plasma membrane
calcium-transporting ATPase 2 (EC 3.6.3.8)
(PMCAZ2) (Plasma membrane calcium pump
isoform 2) (Plasma membrane calcium ATPase
isoform 2) [MASS=136875]

AT2B3_HUMAN (Q16720) Plasma membrane
calcium-transporting ATPase 3 (EC 3.6.3.8)
(PMCAZ3) (Plasma membrane calcium pump
isoform 3) (Plasma membrane calcium ATPase
isoform 3) [MASS=134258]

AT2B4_HUMAN (P23634) Plasma membrane
calcium-transporting ATPase 4 (EC 3.6.3.8)
(PMCA4) (Plasma membrane calcium pump
isoform 4) (Plasma membrane calcium ATPase
isoform 4) [MASS=137919]

AT5F1_HUMAN (P24539) ATP synthase B
chain, mitochondrial precursor (EC 3.6.3.14)
[MASS=28908]

1.00

0.25

1.00

1.00

0.60

4.70

3.34

10.94

2.79

4.19

2.34

1.04

0.57

0.55

0.46

1.38

0.06

0.00
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0.02
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AT8A1_HUMAN (Q9Y2Q0) Probable
phospholipid-transporting ATPase IA (EC
3.6.3.1) (Chromaffin granule ATPase II)
(ATPase class | type 8A member 1)
[MASS=131368]

ATAD2_HUMAN (Q6PL18) ATPase family AAA
domain-containing protein 2 [MASS=158553]

ATG4B_HUMAN (Q9Y4P1) Cysteine protease
ATG4B (EC 3.4.22.-) (Autophagy-related
protein 4 homolog B) (hRAPG4B) (Autophagin-1)
(Autophagy-related cysteine endopeptidase 1)
(AUT-like 1 cysteine endopeptidase)
[MASS=44309]

ATG7_HUMAN (095352) Autophagy-related
protein 7 (APG7-like) (Ubiquitin-activating
enzyme E1-like protein) (hAGP7)
[MASS=77959]

ATL1_HUMAN (Q8N6G6) ADAMTS-like protein
1 precursor (ADAMTSL-1) (Punctin-1)
[MASS=58416]

ATM_HUMAN (Q13315) Serine-protein kinase
ATM (EC 2.7.11.1) (Ataxia telangiectasia
mutated) (A-T, mutated) [MASS=350642]

ATN1_HUMAN (P54259) Atrophin-1
(Dentatorubral-pallidoluysian atrophy protein)
[MASS=124773]

ATP5E_HUMAN (P56381) ATP synthase
epsilon chain, mitochondrial (EC 3.6.3.14)
[MASS=5649]

ATP8_HUMAN (P03928) ATP synthase protein
8 (EC 3.6.3.14) (ATPase subunit 8) (A6L)
[MASS=7992]

ATPA_HUMAN (P25705) ATP synthase alpha
chain, mitochondrial precursor (EC 3.6.3.14)
[MASS=59750]

*

0.00

1.00

1.00

1.00

1.44

9.16

242

6.48

4.06
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0.73
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1.47
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ATPB_HUMAN (P06576) ATP synthase beta
chain, mitochondrial precursor (EC 3.6.3.14)
[MASS=56559]

ATPG_HUMAN (P36542) ATP synthase
gamma chain, mitochondrial precursor (EC
3.6.3.14) [MASS=32996]

ATRN_HUMAN (075882) Attractin precursor
(Mahogany homolog) (DPPT-L)
[MASS=158536]

ATR_HUMAN (Q13535) Serine/threonine-
protein kinase ATR (EC 2.7.11.1) (Ataxia

telangiectasia and Rad3-related protein) (FRAP-

related protein 1) [MASS=301365]

ATS10_HUMAN (Q9H324) ADAMTS-10
precursor (EC 3.4.24.-) (A disintegrin and
metalloproteinase with thrombospondin motifs
10) (ADAM-TS 10) (ADAM-TS10) (Fragment)
[MASS=118072]

ATS17_HUMAN (Q8TE56) ADAMTS-17
precursor (EC 3.4.24.-) (A disintegrin and
metalloproteinase with thrombospondin motifs
17) (ADAM-TS 17) (ADAM-TS17)
[MASS=121099]

ATS18_HUMAN (Q8TE60) ADAMTS-18
precursor (EC 3.4.24.-) (A disintegrin and
metalloproteinase with thrombospondin motifs
18) (ADAM-TS 18) (ADAM-TS18)
[MASS=135140]

ATS20_HUMAN (P59510) ADAMTS-20
precursor (EC 3.4.24.-) (A disintegrin and
metalloproteinase with thrombospondin motifs
20) (ADAM-TS 20) (ADAM-TS20)
[MASS=214655]

ATS9_HUMAN (Q9P2N4) ADAMTS-9
precursor (EC 3.4.24.-) (A disintegrin and
metalloproteinase with thrombospondin motifs
9) (ADAM-TS 9) (ADAM-TS9) [MASS=216556]

6.81

10.40

2.73

1.44

1.58

2.47

1.47

2.53
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AUMH_HUMAN (Q13825) Methylglutaconyl-

CoA hydratase, mitochondrial precursor (EC

4.2.1.18) (AU-specific RNA-binding enoyl-CoA  0.99
hydratase) (AU-binding protein/enoyl-CoA

hydratase) [MASS=35608]

AZI1_HUMAN (Q9UPN4) 5-azacytidine-
induced protein 1 (Pre-acrosome localization
protein 1) (Centrosomal protein of 131 kDa)
(Cep131 protein) [MASS=122060]

0.51

B3A4_HUMAN (Q96Q91) Anion exchange

protein 4 (Anion exchanger 4) (Solute carrier N
family 4 member 9) (Sodium bicarbonate
cotransporter 5) [MASS=108247]

BAP29_HUMAN (Q9UHQ4) B-cell receptor-
associated protein 29 (BCR-associated protein  0.75
Bap29) [MASS=28320]

BARH1_HUMAN (Q9BZE3) BarH-like 1 0.00
homeobox protein [MASS=35074] '
BASI_HUMAN (P35613) Basigin precursor
(Leukocyte activation antigen M6) (Collagenase
stimulatory factor) (Extracellular matrix
metalloproteinase inducer) (EMMPRIN) (5F7) 0.99
(Tumor cell-derived collagenase stimulatory

factor) (TCSF) (OK blood group antigen)
[MASS=42200]

BAT5_HUMAN (095870) Protein BAT5 (HLA-B-
associated transcript 5) (Protein G5) *
[MASS=63112]

BC11B_HUMAN (Q9CO0KO0) B-cell
lymphoma/leukemia 11B (B-cell CLL/lymphoma

11B) (Radiation-induced tumor suppressor 0.00
gene 1 protein) (hRit1) (COUP-TF-interacting

protein 2) [MASS=95519]

BCAR3_HUMAN (O75815) Breast cancer anti-
estrogen resistance protein 3 (SH2 domain-
containing protein 3B) (Novel SH2-containing
protein 2) [MASS=92565]

16.52

7.66

3.76

11.62

14.07

9.61

2.87

3.91

9.45

1.29

3.00

1.08

0.42

0.81

40.43

0.00

0.00

0.00

0.00

0.00

0.00
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BCDO1_HUMAN (Q9HAYG6) Beta,beta-

carotene 15,15'-monooxygenase (EC .
1.14.99.36) (Beta-carotene dioxygenase 1)
[MASS=62637]

BCL6B_HUMAN (Q8N143) B-cell
CLL/lymphoma 6 member B protein (Bcl6-
associated zinc finger protein) (Zinc finger
protein 62) [MASS=51618]

BCN1_HUMAN (Q14457) Beclin-1 (Coiled-coil
myosin-like BCL2-interacting protein) (Protein 0.87
GT197) [MASS=51896]

BCOR_HUMAN (Q6W2J9) BCoR protein (BCL-
6 corepressor) [MASS=192187]

0.00

BGAT_HUMAN (P16442) Histo-blood group
ABO system transferase (NAGAT) [Includes:
Glycoprotein-fucosylgalactoside alpha-N-
acetylgalactosaminyltransferase (EC 2.4.1.40)
(Fucosylglycoprotein alpha-N-
acetylgalactosaminyltransferase) (Histo-blood
group A trans [MASS=40934]

BIG1_HUMAN (Q9Y6D6) Brefeldin A-inhibited
guanine nucleotide-exchange protein 1

(Brefeldin A-inhibited GEP 1) (p200 ARF- 0.00
GEP1) (p200 ARF guanine nucleotide

exchange factor) [MASS=208708]

BIG2_HUMAN (Q9Y6D5) Brefeldin A-inhibited
guanine nucleotide-exchange protein 2 0.00
(Brefeldin A-inhibited GEP 2) [MASS=202092]

BIRC1_HUMAN (Q13075) Baculoviral IAP
repeat-containing protein 1 (Neuronal apoptosis
inhibitory protein) [MASS=159581]

*

BIRC6_HUMAN (Q9NRO09) Baculoviral IAP
repeat-containing protein 6 (Ubiquitin- .
conjugating BIR-domain enzyme apollon)
[MASS=527606]

3.1

6.25

13.11

1.25

6.21

0.81

3.14

2.85

2.40

0.98

0.68

3.07

0.00

0.00

0.00
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BIRC7_HUMAN (Q96CA5) Baculoviral IAP
repeat-containing protein 7 (Kidney inhibitor of
apoptosis protein) (KIAP) (Melanoma inhibitor
of apoptosis protein) (ML-IAP) (Livin)
[MASS=32798]

BKLH5_HUMAN (Q96NJ5) BTB and kelch
domain-containing protein 5 [MASS=70352]

BPIL3_HUMAN (Q8NFQ5)
Bactericidal/permeability-increasing protein-like
3 precursor [MASS=49716]

BPL1_HUMAN (P50747) Biotin--protein ligase
(EC 6.3.4.-) (Biotin apo-protein ligase)
[Includes: Biotin--[methylmalonyl-CoA-
carboxytransferase] ligase (EC 6.3.4.9); Biotin--
[propionyl-CoA-carboxylase [ATP-hydrolyzing]]
ligase (EC 6.3.4.10) (Holocarboxylase
[MASS=80759]

BRAC_HUMAN (015178) Brachyury protein (T
protein) [MASS=47443]

BRCA2_HUMAN (P51587) Breast cancer type
2 susceptibility protein (Fanconi anemia group
D1 protein) [MASS=384223]

BRD1_HUMAN (095696) Bromodomain-
containing protein 1 (BR140-like protein)
[MASS=119519]

BRWD2_HUMAN (Q9BZH6) Bromodomain and
WD repeat domain-containing protein 2 (WD
repeat protein 11) [MASS=136684]

BTBD9_HUMAN (Q96Q07) BTB/POZ domain-
containing protein 9 [MASS=69187]

BUB1_HUMAN (043683) Mitotic checkpoint
serine/threonine-protein kinase BUB1 (EC
2.7.11.1) (hBUB1) (BUB1A) [MASS=122374]

0.00

0.00

0.00

0.00

0.00

*

0.00

10.40

2.58

4.42

248

6.21

217

1.61

3.51

3.76

0.92

1.38 0.00
1.32 0.00
1.07 0.00
219 0.00
1.62 0.00
0.55 0.00
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BWR1B_HUMAN (Q8N1D0) Beckwith-
Wiedemann syndrome chromosome region 1
candidate protein B (p27-Beckwith-Wiedemann
region 1 B) (p27-BWR1B) (Organic cation
transporter-like protein 2-antisense) (Solute
carrier family 22 member 18 antisense) (Solute
carrier [MASS=27218]

C163B_HUMAN (Q9NR16) Scavenger receptor
cysteine-rich type 1 protein M160 precursor
(CD163 antigen-like 1) (CD163b antigen)
[MASS=159263]

C1QBP_HUMAN (Q07021) Complement
component 1 Q subcomponent-binding protein,
mitochondrial precursor (Glycoprotein gC1qBP)
(C1gBP) (GC1g-R protein) (Hyaluronan-binding
protein 1) (Mitochondrial matrix protein p32)
(p33) [MASS=31362]

C560_HUMAN (Q99643) Succinate
dehydrogenase cytochrome b560 subunit,
mitochondrial precursor (Integral membrane
protein CII-3) (QPs1) (QPs-1) (Succinate
dehydrogenase complex subunit C) (Succinate-
ubiquinone oxidoreductase cytochrome B large
subunit) (CY [MASS=18610]

CAC1E_HUMAN (Q15878) Voltage-dependent
R-type calcium channel subunit alpha-1E
(Voltage-gated calcium channel subunit alpha
Cav2.3) (Calcium channel, L type, alpha-1
polypeptide, isoform 6) (Brain calcium channel
1) (BIl) [MASS=261728]

CAC1F_HUMAN (060840) Voltage-dependent
L-type calcium channel subunit alpha-1F
(Voltage-gated calcium channel subunit alpha
Cav1.4) [MASS=219494]

6.72

0.89

14.54

7.69

5.19

3.97
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CAC1G_HUMAN (043497) Voltage-dependent
T-type calcium channel subunit alpha-1G
(Voltage-gated calcium channel subunit alpha
Cav3.1) (Cav3.1c) (NBR13) [MASS=262470]

CAC2D_HUMAN (P54289) Dihydropyridine-
sensitive L-type calcium channel subunits alpha:
2/delta precursor [Contains: L-type calcium
channel subunit alpha-2; L-type calcium
channel subunit delta] [MASS=123183]

CAD15_HUMAN (P55291) Muscle-cadherin
precursor (M-cadherin) (Cadherin-15)
(Cadherin-14) [MASS=88915]

CALX_HUMAN (P27824) Calnexin precursor
(Major histocompatibility complex class |
antigen-binding protein p88) (p90) (IP90)
[MASS=67568]

CAN9_HUMAN (014815) Calpain-9 (EC
3.4.22.-) (Digestive tract-specific calpain) (nCL-
4) (CG36 protein) [MASS=79096]

CAPS1_HUMAN (Q9ULU8) Calcium-
dependent secretion activator 1 (Calcium-
dependent activator protein for secretion 1)
(CAPS-1) [MASS=152786]

CAPS2_HUMAN (Q86UWT7) Calcium-
dependent secretion activator 2 (Calcium-
dependent activator protein for secretion 2)
(CAPS-2) [MASS=147734]

CAR10_HUMAN (Q9BWT7) Caspase
recruitment domain-containing protein 10
(CARD-containing MAGUK protein 3) (Carma
3) [MASS=115945]

CAR11_HUMAN (Q9BXL7) Caspase
recruitment domain-containing protein 11
(CARD-containing MAGUK protein 3) (Carma
1) [MASS=132641]

CARKL_HUMAN (Q9UHJ6) Carbohydrate
kinase-like protein (EC 2.7.1.-) [MASS=51504]

0.00

0.99

0.00

0.00

0.00

0.00

0.00

0.00

0.63

3.02

3.19

5.41

5.65

2.37

4.78

6.01

5.84

9.00

0.58

0.67

1.27

2.07

0.52

0.69

2.63

0.00

0.00

0.00

0.00

0.00

0.00

0.00
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CASC5_HUMAN (Q8NG31) Protein CASC5
(Cancer susceptibility candidate gene 5 protein)
(ALL1-fused gene from chromosome 15q14)
(AF15g14) (D40/AF15q14 protein)
[MASS=265191]

CASP9_HUMAN (P55211) Caspase-9
precursor (EC 3.4.22.-) (CASP-9) (ICE-like
apoptotic protease 6) (ICE-LAP6) (Apoptotic
protease Mch-6) (Apoptotic protease-activating
factor 3) (APAF-3) [Contains: Caspase-9
subunit p35; Caspase-9 subunit p10]
[MASS=46281]

CASP_HUMAN (Q13948) Protein CASP
[MASS=77455]

CASR_HUMAN (P41180) Extracellular calcium-
sensing receptor precursor (CaSR)

(Parathyroid Cell calcium-sensing receptor)
[MASS=120673]

CAZA3_HUMAN (Q96KX2) F-actin capping
protein alpha-3 subunit (CapZ alpha-3) (CP-
alpha-3) (Germ cell-specific protein 3)
[MASS=35024]

CCD37_HUMAN (Q494V2) Coiled-coil domain-
containing protein 37 [MASS=71117]

CCG7_HUMAN (P62955) Voltage-dependent
calcium channel gamma-7 subunit (Neuronal
voltage-gated calcium channel gamma-7
subunit) [MASS=31002]

CCNG1_HUMAN (P51959) Cyclin-G1 (Cyclin-
G) [MASS=34074]

CD59_HUMAN (P13987) CD59 glycoprotein
precursor (Membrane attack complex inhibition
factor) (MACIF) (MAC-inhibitory protein) (MAC-
IP) (Protectin) (MEM43 antigen) (Membrane
inhibitor of reactive lysis) (MIRL) (20 kDa
homologous restriction factor) (HRF-20
[MASS=14177]

*

0.00

0.00

0.00

1.00
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CD81_HUMAN (P60033) CD81 antigen (26
kDa cell surface protein TAPA-1) (Target of the
antiproliferative antibody 1) (Tetraspanin-28)
(Tspan-28) [MASS=25809]

CD82_HUMAN (P27701) CD82 antigen
(Inducible membrane protein R2) (C33 antigen)
(IA4) (Metastasis suppressor Kangai 1)
(Suppressor of tumorigenicity-6) (Tetraspanin-
27) (Tspan-27) [MASS=29625]

CD86_HUMAN (P42081) T-lymphocyte
activation antigen CD86 precursor (Activation
B7-2 antigen) (CTLA-4 counter-receptor B7.2)
(B70) (FUN-1) (BU63) [MASS=37696]

CDC42_HUMAN (P60953) Cell division control
protein 42 homolog precursor (G25K GTP-
binding protein) [MASS=21310]

CDON_HUMAN (Q4KMGO0) Cell adhesion
molecule-related/down-regulated by oncogenes
precursor [MASS=139233]

CECR2_HUMAN (Q9BXF3) Cat eye syndrome
critical region protein 2 [MASS=164214]

CELR1_HUMAN (Q9NYQ6) Cadherin EGF
LAG seven-pass G-type receptor 1 precursor
(Flamingo homolog 2) (hFmi2) [MASS=329484]

CELR2_HUMAN (Q9HCU4) Cadherin EGF
LAG seven-pass G-type receptor 2 precursor
(Epidermal growth factor-like 2) (Multiple
epidermal growth factor-like domains 3)
(Flamingo 1) [MASS=317450]

1.00

*

0.99

*

*
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243

0.90

2.81
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CELR3_HUMAN (Q9NYQ7) Cadherin EGF
LAG seven-pass G-type receptor 3 precursor
(Flamingo homolog 1) (hFmi1) (Multiple
epidermal growth factor-like domains 2)
(Epidermal growth factor-like 1)
[MASS=358255]

CENB1_HUMAN (Q15027) Centaurin-beta 1
(Cnt-b1) [MASS=81535]

CENB2_HUMAN (Q15057) Centaurin-beta 2
(Cnt-b2) [MASS=88028]

CENB5_HUMAN (Q96P50) Centaurin-beta 5
(Cnt-b5) [MASS=84664]

CEND1_HUMAN (Q8WZ64) Centaurin-delta 1
(Cnt-d1) (Arf-GAP, Rho-GAP, ankyrin repeat
and pleckstrin homology domain-containing
protein 2) (PARX protein) [MASS=193422]

CEND2_HUMAN (Q96P48) Centaurin-delta 2
(Cnt-d2) (Arf-GAP, Rho-GAP, ankyrin repeat
and pleckstrin homology domain-containing
protein 1) [MASS=136263]

CENPF_HUMAN (P49454) CENP-F
kinetochore protein (Centromere protein F)
(Mitosin) (AH antigen) [MASS=367592]
CEP70_HUMAN (Q8NHQ1) Centrosomal
protein of 70 kDa (Cep70 protein) (p10-binding
protein) [MASS=69751]

CERKL_HUMAN (Q49MI3) Ceramide kinase-
like protein [MASS=62622]

CF170_HUMAN (Q96NH3) Protein C60rf170
[MASS=143651]

CF182_HUMAN (Q8IYX8) Protein C6orf182
[MASS=53648]

0.00

0.00

0.00

0.00

0.00
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CFAB_HUMAN (P00751) Complement factor B
precursor (EC 3.4.21.47) (C3/C5 convertase)
(Properdin factor B) (Glycine-rich beta
glycoprotein) (GBG) (PBF2) [Contains:
Complement factor B Ba fragment;
Complement factor B Bb fragment]
[MASS=85532]

CHB60_HUMAN (P10809) 60 kDa heat shock
protein, mitochondrial precursor (Hsp60) (60
kDa chaperonin) (CPN60) (Heat shock protein
60) (HSP-60) (Mitochondrial matrix protein P1)
(P60 lymphocyte protein) (HuCHAG0)
[MASS=61054]

CHCH3_HUMAN (Q9NX63) Coiled-coil-helix-
coiled-coil-helix domain-containing protein 3
[MASS=26152]

CHCH6_HUMAN (Q9BRQ6) Coiled-coil-helix-
coiled-coil-helix domain-containing protein 6
[MASS=26458]

CHD1_HUMAN (014646) Chromodomain-
helicase-DNA-binding protein 1 (EC 3.6.1.-)
(ATP-dependent helicase CHD1) (CHD-1)
[MASS=196517]

CHD3_HUMAN (Q12873) Chromodomain
helicase-DNA-binding protein 3 (EC 3.6.1.-)

(ATP-dependent helicase CHD3) (CHD-3) (Mi-2

autoantigen 240 kDa protein) (Mi2-alpha) (Zinc-
finger helicase) (hZFH) [MASS=226590]

CHD8_HUMAN (Q9HCK8) Chromodomain-
helicase-DNA-binding protein 8 (EC 3.6.1.-)
(ATP-dependent helicase CHD8) (CHD-8)
(Helicase with SNF2 domain 1)
[MASS=262315]

CHIC1_HUMAN (Q5VXU3) Cysteine-rich
hydrophobic domain 1 protein (Brain X-linked
protein) [MASS=25616]

1.00

1.00

1.00

0.00

*

0.00

2.49

15.01

11.89

9.36

1.58

1.65

2.09

19.64

121 0.03
1.17 0.03
1.34 0.03
0.85 0.00
1.65 0.00
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AAVEEGIVLGGGC[339]ALLR
C[339]IPALDSLTPANEDQK

YESHPVC[339]ADLQAK
RYESHPVCI[339]ADLQAK

C[339]VSAAHKG
DRPHEVLLC[339]SDLVK

SIPSDPEERKQYTIPC[339]HTK
MEM[147]SALQK

RDSEEEFGSER
GKKM[147]APLK

HRELIM[147]GEDPAQPR

HLLVYGWGRWR
WWEPVRHDGELLR
YNPDTLFQDESYK
LLPKLKAGGHK

KC[339]ETSNM[147]M[147]EYVILIEFLPK
C[339]ETSNMMEYVILIEFLPKYPIFRPD
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CHMP3_HUMAN (Q9Y3E7) Charged
multivesicular body protein 3 (Chromatin-
modifying protein 3) (Vacuolar protein sorting
24) (hVps24) (Neuroendocrine differentiation
factor) [MASS=24942]

CHMP6_HUMAN (Q96FZ7) Charged
multivesicular body protein 6 (Chromatin-
modifying protein 6) (Vacuolar protein sorting
20) (hVps20) [MASS=23353]

CHSS1_HUMAN (Q86X52) Chondroitin sulfate
synthase 1 (EC 2.4.1.175) (Glucuronosyl-N-
acetylgalactosaminyl-proteoglycan 4-beta-N-
acetylgalactosaminyltransferase 1) (Chondroitin
sulfate synthase 1) (N-acetylgalactosaminyl-
proteoglycan 3-beta-glucuronosyltran
[MASS=91729]

CHSS3_HUMAN (Q70JA7) Chondroitin sulfate
synthase 3 (EC 2.4.1.175) (Glucuronosyl-N-
acetylgalactosaminyl-proteoglycan 4-beta-N-
acetylgalactosaminyltransferase 1) (Chondroitin
synthase 2) (N-acetylgalactosaminyl-
proteoglycan 3-beta-glucuronosyltransferase
[MASS=100356]

CHST5_HUMAN (Q9GZS9) Carbohydrate
sulfotransferase 5 (EC 2.8.2.-) (N-
acetylglucosamine 6-O-sulfotransferase 3)
(GIcNAC6ST-3) (Intestinal GIcNAc-6-
sulfotransferase) (Intestinal N-
acetylglucosamine-6-O-sulfotransferase) (I-
GIcNAC6ST) (hIGn6ST) (Galactose/N
[MASS=43832]

CHSTE_HUMAN (Q8NCHO0) Carbohydrate
sulfotransferase D4ST1 (EC 2.8.2.-) (Dermatan
4-sulfotransferase 1) (D4ST-1) (hD4ST)
[MASS=42997]

Cl004_HUMAN (Q9PO0K9) Protein C9orf4
(Brain protein CG-6) [MASS=37270]

Cl032_HUMAN (Q9BV86) Protein C9orf32
[MASS=25256]

0.00

0.41

0.00

0.00

0.00

0.33

4.98

7.00

4.86

6.69

4.87

19.41

9.88

33.78

6.29

0.51

0.21

3.32

34.22

241

0.00

0.00

0.00

0.00

0.00

0.00
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GQKDVC[339]IVLAK

VM[147]EGLQFGNEC[330]LNK

MVPHIGKC[339]LREM[147]YTTHEDVEVGR
NPPYQYRLHSYMLSRK

EDKLEEFLRSLNSSK
LGLEPGENFC[339]M[147]GGPGMIFSREVLR
LGLEPGENFC[330]M[147]GGPGMIFSR

QPFSLAREAC[339]RSYSHVVLK

APKPGGLSLRAGDADLQVR
MFPRPLTPLAAPNGAEPLGRALR
PGGLSLRAGDADLQVRQDVR
VACI[339]SNWKRVMK

QHPGVWASLLLLLLTGPAACI[339]JAASPADDGAGPGGR

AKTYWKQIPPTVDGM[147]LGGYGHISSIDINSSR
EVDM[147]VDITEDFLVQAKTYLGEEGKR
DNMAQEGVILDDVDSSVC[339]R
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CIC_HUMAN (Q96RKO0) Protein capicua

homolog [MASS=163789] 0.00
CISY_HUMAN (075390) Citrate synthase,
mitochondrial precursor (EC 2.3.3.1) 1.00
[MASS=51712]

CJ070_HUMAN (Q9NZ45) Protein C100rf70 1.00

[MASS=12199]

CJ084_HUMAN (Q9H8W3) Protein C100rf84 N
[MASS=27021]

CK042_HUMAN (Q8N5UO0) Uncharacterized

protein C110rf42 [MASS=36367] 0.00

CK5P2_HUMAN (Q96SN8) CDK5 regulatory
subunit-associated protein 2 (CDK5 activator- .
binding protein C48) (Centrosome-associated
protein 215) [MASS=215036]

CLC14_HUMAN (Q86T13) C-type lectin
domain family 14 member A precursor
(Epidermal growth factor receptor 5) (EGFR-5)
[MASS=51635]

CLCKA_HUMAN (P51800) Chloride channel
protein CIC-Ka (Chloride channel Ka) (CIC-K1)  0.00
[MASS=75284]

6.53

7.51

36.11

6.01

7.81

3.28

3.88

4.51

0.42

1.54

1.05

0.45

0.00 1
0.03 4
0.09 11
0.00 1
0.00 1
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VLSEVDFEERFAELPEFR
TVSKILGEWWYALGPKEK

LPC[339]VAAK

GFSIPEC[339]QK
TVVGQITVDMM[147]YGGM[147]RGMK
LPC[330]VAAK
LPC[339]VAAK

IVHAFDM[147]EDLGDKAVYC[339]R
KFPFC[330]DGAHTK

FPFC[339]DGAHTK

KFPFC[339]DGAHTK
FPFC[339]DGAHTK
IVHAFDM[147]EDLGDKAVYC[339]R
IVHAFDMEDLGDKAVYCI[330]R
FPFC[330]DGAHTK

ELHSEPSSNETQWK

ALKPVGPLPSLLEQAGSEGAFAHC[339]TR

QHMNTM[147]IK
LPATQEVVTQLQSQILELQGELK
ILGPLAPEMIDSR

AEVTKLHK

LHKKLFEQEK

AGC[339]SASGAC[330]YSLHHATMKR

LGEDWYFLMTLGVLMALVSYAMNFAIGC[330]VVR
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CLH1_HUMAN (Q00610) Clathrin heavy chain
1 (CLH-17) [MASS=191482]

CLH2_HUMAN (P53675) Clathrin heavy chain
2 (CLH-22) [MASS=187029]

CMO007_HUMAN (Q5WO0B1) Protein C13orf7
[MASS=81116]

CMC1_HUMAN (O75746) Calcium-binding
mitochondrial carrier protein Aralar1
(Mitochondrial aspartate glutamate carrier 1)
(Solute carrier family 25 member 12)
[MASS=74755]

CMC2_HUMAN (Q9UJS0) Calcium-binding
mitochondrial carrier protein Aralar2
(Mitochondrial aspartate glutamate carrier 2)
(Solute carrier family 25 member 13) (Citrin)
[MASS=74175]

CN050_HUMAN (Q96LQ0) Protein C140rf50
[MASS=49440]

CN145_HUMAN (Q62U80) Protein C140rf145
[MASS=73571]

CN159_HUMAN (Q7Z3D6) Protein C140rf159,
mitochondrial precursor [MASS=66436]

1.00

0.00

0.00

1.00

0.00

0.00

4.18

1.40

5.51

4.57

2.37

8.06

2.41

3.41

0.56

1.07

0.97

1.04

4.39

0.07

0.00

0.15

0.00

0.00
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AYEFAERC[339]NEPAVWSQLAK

HLIMAVR
HNLVDLAMPYFIQVMR

LNSIRSFEM[147]NRTR
QPGSSTSSSSHLAKPSSSRLC[339]DTSSAR

DIPFSAIYFPVYAHC[339]K

AGQTTYSGVIDC[339]FRK
DIPFSAIYFPVYAHC[330]K

DIPFSAIYFPC[330]YAHVK

IC[330]SFTTFM[147]RNK
RLGGQTPYLM[147]DQLGLRLGM[147]WYWK

HQLM[147]LC[339]R
WLAESKTK

KIPGISSTGVGDGGNELGMGK
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CN37_HUMAN (P09543) 2',3'-cyclic-nucleotide
3'-phosphodiesterase (EC 3.1.4.37) (CNP) 1.00 18.05 0.97 0.12
(CNPase) [MASS=47578]

CNTN1_HUMAN (Q12860) Contactin-1
precursor (Neural cell surface protein F3) 1.00 265 048 0.02
(Glycoprotein gp135) [MASS=113320]

CNTP1_HUMAN (P78357) Contactin-
associated protein 1 precursor (Caspr)
(Caspr1) (Neurexin 4) (Neurexin 1V) (p190)
[MASS=156266]

CO7A1_HUMAN (Q02388) Collagen alpha-
1(VIl) chain precursor (Long-chain collagen) * 1.32 * *
(LC collagen) [MASS=295217]

1.00 152 050 0.32

COE4_HUMAN (Q9BQW3) Transcription factor
COE4 (Early B-cell factor 4) (EBF-4) (OIf-1/EBF-  * 3.11 * *
like 4) (OE-4) (O/E-4) [MASS=68360]

COF1_HUMAN (P23528) Cofilin-1 (Cofilin, non-
muscle isoform) (18 kDa phosphoprotein) (p18) 1.00 20.00 0.56 0.25
[MASS=18371]
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VIIEC[339]KPK
VIIEC[330]KPK
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COG5_HUMAN (Q9UP83) Conserved
oligomeric Golgi complex component 5 (13S
Golgi transport complex 90 kDa subunit) (GTC-
90) (Golgi transport complex 1) [MASS=92718]

COLQ_HUMAN (Q9Y215) Acetylcholinesterase

collagenic tail peptide precursor (AChE Q
subunit) (Acetylcholinesterase-associated
collagen) [MASS=47881]

COPA_HUMAN (P53621) Coatomer subunit
alpha (Alpha-coat protein) (Alpha-COP)
(HEPCOP) (HEP-COP) [Contains: Xenin
(Xenopsin-related peptide); Proxenin]
[MASS=138331]

COPG_HUMAN (Q9Y678) Coatomer subunit

gamma (Gamma-coat protein) (Gamma-COP)
[MASS=97718]

COX5B_HUMAN (P10606) Cytochrome c
oxidase polypeptide Vb, mitochondrial
precursor (EC 1.9.3.1) [MASS=13696]

COX7C_HUMAN (P15954) Cytochrome c
oxidase polypeptide Vllc, mitochondrial
precursor (EC 1.9.3.1) [MASS=7245]

CPLX2_HUMAN (Q6PUV4) Complexin-2
(Complexin Il) (CPX Il) (Synaphin-1)
[MASS=15394]

CPNE6_HUMAN (095741) Copine-6 (Copine
VI) (Neuronal-copine) (N-copine)
[MASS=61991]

CQO032_HUMAN (Q8N511) Uncharacterized
protein C170rf32 [MASS=23130]

CR018_HUMAN (Q96FQ7) Uncharacterized
protein C180rf18 [MASS=10201]

CRTC_HUMAN (P27797) Calreticulin precursor

(CRP55) (Calregulin) (HACBP) (ERp60)
(grp60) [MASS=48141]

0.00

0.00

0.97

1.00

0.95

0.00

0.00

0.99

7.63

16.23

0.41

1.60

27.13

26.98

11.19

5.39

5.77

12.63

3.12

0.43

0.88

1.56

1.06

0.63

2.51

0.37

1.86

0.00

0.00

0.01

0.03

0.00

0.00

0.00

0.00
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CRYM_HUMAN (Q14894) Mu-crystallin
homolog (NADP-regulated thyroid-hormone- 0.00
binding protein) [MASS=33775]

CS016_HUMAN (Q8ND99) Uncharacterized

protein C190rf16 [MASS=60172] 0.00

CSDE1_HUMAN (075534) Cold shock domain-
containing protein E1 (UNR protein) (N-ras
upstream gene protein) [MASS=88884]

CSMD1_HUMAN (Q96PZ7) CUB and sushi
domain-containing protein 1 precursor (CUB .
and sushi multiple domains protein 1)
[MASS=388867]

CSPG2_HUMAN (P13611) Versican core

protein precursor (Large fibroblast

proteoglycan) (Chondroitin sulfate proteoglycan 1.00
core protein 2) (PG-M) (Glial hyaluronate-

binding protein) (GHAP) [MASS=372817]

CSPG3_HUMAN (0O14594) Neurocan core
protein precursor (Chondroitin sulfate 0.98
proteoglycan 3) [MASS=142972]

CT135_HUMAN (Q9H3Z7) Uncharacterized
protein C200rf135 [MASS=52554]

0.00

CTBP1_HUMAN (Q13363) C-terminal-binding
protein 1 (EC 1.1.1.-) (CtBP1) [MASS=47535]

CTL2_HUMAN (Q8IWAS5) Choline transporter-
like protein 2 (Solute carrier family 44 member
2) [MASS=80151]

CTN1_HUMAN (P35221) Alpha-1 catenin
(Cadherin-associated protein) (Alpha E- 0.00
catenin) (NY-REN-13 antigen) [MASS=100071]

CTNB1_HUMAN (P35222) Beta-catenin N
[MASS=85496]
CU005_HUMAN (Q9Y3R5) Protein C210rf5 .

[MASS=258222]

8.92

5.11

2.88

2.97

2.74

242

3.41

5.23

2.55

4.19

2.82

1.39

0.75

0.93

0.62

0.33

2.25

2.27

0.00

0.00

0.10

0.00

0.00

0.00
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CU055_HUMAN (Q9NX36) J domain- .

containing protein C210rf55 [MASS=45805] 4.64 ! 3 EYYRLLNVEEGC[339]SADEVR

CU063_HUMAN (P58658) Protein C210rf63 N

precursor (SUE21) [MASS=49483] 37 ! 3 QPPTPQPVQHPGLR

CU116_HUMAN (Q9H386) Protein C210rf116
[MASS=7936]

CUGB1_HUMAN (Q92879) CUG triplet repeat
RNA-binding protein 1 (CUG-BP1) (RNA-
binding protein BRUNOL-2) (Deadenylation
factor CUG-BP) (50 kDa Nuclear
polyadenylated RNA-binding protein) (EDEN-
BP) [MASS=52063]

0.00 31.88 9.85 0.00 1 1 3  MMVLTPFWLGRDCI[339]PSRGQPTLR

021 206 0.71 0.00 1 1 2  GC[330JAFVTFTTR

CUTA_HUMAN (060888) Protein CutA
precursor (Brain acetylcholinesterase putative
membrane anchor) (Acetylcholinesterase-
associated protein) [MASS=19116]

0.00 1061 4.26 0.00 1 1 2 RLAACI[339]VNLIPQITSIYEWK

CUTL1_HUMAN (P39880) Homeobox protein
cut-like 1 (CCAAT displacement protein) (CDP) * 1.40 * * * 1 2  LLSTSPMPTVSSYPPLAISLK
[MASS=164271]

CXA1_HUMAN (P17302) Gap junction alpha-1
protein (Connexin-43) (Cx43) (Gap junction 43 * 2.36 * * * 1 2  VKMRGGLLR
kDa heart protein) [MASS=42877]

DVC[339]TFLR
MGLKMLMMMALLVPLVYTIKR
HLVGVC[330]YTEDEAK
HLVGVC[339]YTEDEAK
HGGEDYVFSLLTGYC[339]EPPTGVSLR

CY1_HUMAN (P08574) Cytochrome c1, heme
protein, mitochondrial precursor (Cytochrome c- 1.00 20.00 1.14 0.05 7 4
1) [MASS=35390]

WNhNDNDN

2 HGGEDYVFSLLTGYC[330]JEPPTGVSLR

CY24B_HUMAN (P04839) Cytochrome b-245

heavy chain (p22 phagocyte B-cytochrome)

(Neutrophil cytochrome b 91 kDa polypeptide)

(CGD91-phox) (gp91-phox) (gp91-1) (Heme- * 3.69 * * * 1 2 IVRGQTAESLAVHNITVC[339]EQK
binding membrane glycoprotein gp91phox)

(Cytochrome b(558) subunit beta) (Cytochrome

b558 [MASS=65204]

W= A



D1IP_HUMAN (Q9NYX4) D1 dopamine
receptor-interacting protein calcyon
[MASS=23434]

DAXX_HUMAN (Q9UERY7) Death domain-
associated protein 6 (Daxx) (hDaxx) (Fas death
domain-associated protein) (ETS1-associated
protein 1) (EAP1) [MASS=81372]

DC12_HUMAN (Q96FZ2) UPF0361 protein
DC12 [MASS=40575]

DCAK2_HUMAN (Q8N568) Serine/threonine-
protein kinase DCAMKL2 (EC 2.7.11.1)
(Doublecortin-like and CAM kinase-like 2)
[MASS=83639]

DCE2_HUMAN (Q05329) Glutamate
decarboxylase 2 (EC 4.1.1.15) (Glutamate
decarboxylase, 65 kDa isoform) (GAD-65) (65
kDa glutamic acid decarboxylase)
[MASS=65411]

DCUP_HUMAN (P06132) Uroporphyrinogen
decarboxylase (EC 4.1.1.37) (URO-D) (UPD)
[MASS=40787]

DCXR_HUMAN (Q7Z4W1) L-xylulose
reductase (EC 1.1.1.10) (XR) (Dicarbonyl/L-
xylulose reductase) (Kidney dicarbonyl
reductase) (kiDCR) (Carbonyl reductase Il)
(Sperm surface protein P34H) [MASS=25913]

DDAH1_HUMAN (094760) NG,NG-
dimethylarginine dimethylaminohydrolase 1 (EC
3.5.3.18) (Dimethylargininase-1)
(Dimethylarginine dimethylaminohydrolase 1)
(DDAHI) (DDAH-1) [MASS=30990]

DDR1_HUMAN (Q08345) Epithelial discoidin
domain-containing receptor 1 precursor (EC
2.7.10.1) (Epithelial discoidin domain receptor
1) (Tyrosine kinase DDR) (Discoidin receptor
tyrosine kinase) (Tyrosine-protein kinase CAK)
(Cell adhesion kinase) (TRK E)
[MASS=101127]

0.00

0.00

0.00

0.00

1.00

0.00

0.00

*

8.29

2.57

1.98

6.14

12.99

3.81

6.56

16.55

3.29

3.46

2.86

0.58

0.61

0.75

1.52

0.96

0.00

0.00

0.00

0.00

0.73

0.00

0.00
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VDGLLTC[339]C[339]SVLINK
LQLNIVEM[147]KDENATLDGGDVLFTGREFFVGLSK

KGHPLLVAVK
DRWGQEVISGNEDPEGVVLK



DDX1_HUMAN (Q92499) ATP-dependent RNA
helicase DDX1 (EC 3.6.1.-) (DEAD box protein
1) (DEAD box protein retinoblastoma) (DBP-
RB) [MASS=82432]

DECR_HUMAN (Q16698) 2,4-dienoyl-CoA

3 WQM[147]NPYDRGSAFAIGSDGLC[330]C[330]QSR
000 946 524 000 1 3 3 VTYGQKRAAGGGSYK
3 SHNKQFDNYGEEFTMHDTIGC[339]YLDIDKGHVK

reductase, mitochondrial precursor (EC 2 RFFSYGTKILYQNTEALQSK

1.3.1.34) (2,4-dienoyl-CoA reductase [NADPH])  *  17.31  * * * 3 3 AGVEAM[147]SKSLAAEWGK

(4-enoyl-CoA reductase [NADPH]) 2 VAGHPNIVINNAAGNFISPTER
[MASS=36067]

DEN1A_HUMAN (Q8TEH3) DENN domain- . . .

containing protein 1A [MASS=110576] 000 2.18 1 3 TKQDVSPSPALAPAPDSVEQLR
DEST_HUMAN (P60981) Destrin (Actin- . . . .

depolymerixing factor) (ADF) [MASS=18374] 17.07 1 3 EILVGDVGVTITDPFKHFVGMLPEKDC[330]R
DGAT1_HUMAN (075907) Diacylglycerol O-

acyltransferase 1 (EC 2.3.1.20) (Diglyceride 000 328 085 000 1 1 2 GILNWC[330]VVMLILSNAR

acyltransferase) (ACAT-related gene product 1)
[MASS=55278]

DGKQ_HUMAN (P52824) Diacylglycerol kinase

theta (EC 2.7.1.107) (Diglyceride kinase theta) N 265 . . N 2 2  VGLQKISHSR
(DGK-theta) (DAG kinase theta) ' 3 HVRIPC[330]TSVAPSLVR
[MASS=101403]

DGKZ_HUMAN (Q13574) Diacylglycerol kinase
zeta (EC 2.7.1.107) (Diglyceride kinase zeta) * 1.70 * * * 1 2  ASGTTAGTM[147]LPTRVRPLSR
(DGK-zeta) (DAG kinase zeta) [MASS=124122]

DHB2_HUMAN (P37059) Estradiol 17-beta-
dehydrogenase 2 (EC 1.1.1.62) (17-beta-HSD

2) (Microsomal 17-beta-hydroxysteroid 000 879 083 0.0 1 2 2  SKGRLVNVSSM[147]GGGAPMER
dehydrogenase) (20 alpha-hydroxysteroid ’ ’ ’ ' 2 QCI[330]M[147]AVNFFGTVEVTK
dehydrogenase) (20-alpha-HSD) (E2DH)

[MASS=42785]

DHB4_HUMAN (P51659) Peroxisomal

multifunctional enzyme type 2 (MFE-2) (D-

bifunctional protein) (DBP) (17-beta-

hydroxysteroid dehydrogenase 4) (17-beta- * 3.13 * * * 1 3 1IM[147]TSSASGIYGNFGQANYSAAK
HSD 4) [Includes: D-3-hydroxyacyl-CoA

dehydratase (EC 4.2.1.107) (3-alpha,7-

alpha,12-alpha-trihydroxy-5 [MASS=79555]



DHCA_HUMAN (P16152) Carbonyl reductase
[NADPH] 1 (EC 1.1.1.184) (NADPH-dependent
carbonyl reductase 1) (Prostaglandin-E(2) 9-
reductase) (EC 1.1.1.189) (Prostaglandin 9-
ketoreductase) (15-hydroxyprostaglandin
dehydrogenase [NADP+]) (EC 1.1.1.197)
[MASS=30244]

DHDDS_HUMAN (Q86SQ9) Dehydrodolichyl
diphosphate synthase (EC 2.5.1.-) (Dedol-PP
synthase) [MASS=38689]

DHE3_HUMAN (P00367) Glutamate
dehydrogenase 1, mitochondrial precursor (EC
1.4.1.3) (GDH) [MASS=61397]

DHR11_HUMAN (Q6UWP2)
Dehydrogenase/reductase SDR family member
11 precursor (EC 1.-.-.-) [MASS=28308]

DHSA_HUMAN (P31040) Succinate
dehydrogenase [ubiquinone] flavoprotein
subunit, mitochondrial precursor (EC 1.3.5.1)
(Fp) (Flavoprotein subunit of complex I1)
[MASS=72691]

DHSB_HUMAN (P21912) Succinate
dehydrogenase [ubiquinone] iron-sulfur protein,
mitochondrial precursor (EC 1.3.5.1) (Ip) (Iron-
sulfur subunit of complex Il) [MASS=31630]

DHX30_HUMAN (Q7L2E3) Putative ATP-
dependent RNA helicase DHX30 (EC 3.6.1.-)
(DEAH box protein 30) [MASS=133937]

DHX57_HUMAN (Q6P158) Putative ATP-
dependent RNA helicase DHX57 (EC 3.6.1.-)
(DEAH box protein 57) [MASS=155603]

0.41

0.00

1.00

*

1.00

1.00

0.98

0.00

12.32

15.62

17.74

22.69

8.73

3.21

2.18

2.81

0.92

0.81

2.66

1.53

2.02

1.40

1.67

0.00

0.00

0.02

0.04

0.00

0.00

0.00
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DLC[330]RLFSGDVVLTARDVTR
DVC[330]TELLPLIKPQGR

EGELSLWERFC[330]ANIIKAGPM[147]PK
C[330]QVERQEGHSQGFNKLAETLR
SPHPDILIR

FTMELAKKGFIGPGIDVPAPDMSTGER
AKPYEGSILEADCI[339]DILIPAASEK
IIKPC[339]NHVLSLSFPIR

IIKPC[330]NHVLSLSFPIR
C[339]AVVDVPFGGAK
C[330]AVVDVPFGGAK
YNLGLDLRTAAYVNAIEKVFK

EAYQSM[147]KERNVDDGHIININSM[147]SGHR
ALVQQGLKVVGCI[330]JAR
VVGCI[339]ARTVGNIEELAAEC[339]K

HVNGQDQIVPGLYAC[339]GEAAC[339]ASVHGANR
AC[330]ALSIEESC[330]RPGDK
HVNGQDQIVPGLYAC[330]GEAAC[330]JASVHGANR
TLNEADC[339]ATVPPAIR

C[330]HTIM[147]NC[330]TR
C[339]HTIM[147]NC[339]TR

C[339]QSGFAYHLFPR
GGALLFC[330]TVGILLR

KHQVVVISGM[147]TGC[339]GK
SHASKSHGSGGGGGGGGGGGGGNR

N =
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DHX8 HUMAN (Q14562) ATP-dependent RNA
helicase DHX8 (EC 3.6.1.-) (DEAH box protein
8) (RNA helicase HRH1) [MASS=139314]

DHX9_HUMAN (Q08211) ATP-dependent RNA
helicase A (EC 3.6.1.-) (Nuclear DNA helicase
I1) (NDH I1) (DEAH box protein 9)
[MASS=140880]

DIAP3_HUMAN (Q9NSV4) Protein diaphanous
homolog 3 (Diaphanous-related formin-3)
(DRF3) [MASS=127594]

DISC1_HUMAN (Q9NRI5) Disrupted in
schizophrenia 1 protein [MASS=93582]

DJBP_HUMAN (Q5THR3) DJ-1-binding protein
(CAP-binding protein complex-interacting
protein 1) [MASS=172929]

DLDH_HUMAN (P09622) Dihydrolipoyl
dehydrogenase, mitochondrial precursor (EC
1.8.1.4) (Dihydrolipoamide dehydrogenase)
(Glycine cleavage system L protein)
[MASS=54150]

DMAP1_HUMAN (Q9NPF5) DNA
methyltransferase 1-associated protein 1
(DNMT1-associated protein 1) (DNMAP1)
[MASS=52992]

DMBT1_HUMAN (Q9UGM3) Deleted in
malignant brain tumors 1 protein precursor
(Glycoprotein 340) (Gp-340) (Surfactant
pulmonary-associated D-binding protein)
[MASS=260734]

DMXL1_HUMAN (Q9Y485) Protein DmX-like 1

(X-like 1 protein) [MASS=337852]

DMXL2_HUMAN (Q8TDJ6) Protein DmX-like 2
(Rabconnectin-3) [MASS=339755]

0.66

0.00

1.00

0.00

0.00

0.00

2.62

3.86

243

3.28

4.06

9.04

10.28

1.24

1.65

3.26

0.74

1.44

0.38

1.20

0.40

0.00

0.03

0.00

0.00

0.00
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QSMDMSPIKIVK
ASLVKNGAEFTDSLISNLLR

VILSTNIAETSITINDVVYVIDSC[339]K
GATGC[339]GKTTQVPQFILDDFIQNDR

M[147]M[147]EDM[147]NLNEDKK
AVDPRHPNM[147]MTDVVK

VNDIETQLPALLEAKM[147]HAISGNHFWTAK

QGDINASDFLALVEK
IITDFLM[147]PLTR

LLGSASSEDIWR
NESHKENIITKLFR
LKYPDFLSR

VCI[330]JHAHPTLSEAFR
VLGAHILGPGAGEMVNEAALALEYGASCI[339]EDIAR
VLGAHILGPGAGEM[147]VNEAALALEYGASC[330]EDIAR
VLGAHILGPGAGEM[147]VNEAALALEYGASC[339]EDIAR

SDLVLLYELKQAC[330JANC[330]EYELQM[147]LRHR
QAC[339]ANC[339]EYELQM[147]LRHRHEALAR

PDTLSTITLPPSTVGSESSLTLRLVNGSDR

FRPSKM[147]SC[339]R
QSNSSSGLHPPKK
AGC[339]PMLALEVLSK
FEHSAAFFLLAGC[339]LR

SSVLVTHAELMPDQTAMHEVQR
VLPNAFNIPNRILDIL
HAVKFGDTEADSSNAEEAAM[147]QDHSTFK
GSVC[330]NVLLTSC[330]HDGVC[330]R
LVYSQPLDLPESVEVIR
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DNJA2_HUMAN (060884) DnaJ homolog
subfamily A member 2 (HIRA-interacting
protein 4) (Cell cycle progression restoration
gene 3 protein) (Dnj3) (NY-REN-14 antigen)
[MASS=45745]

DNL4_HUMAN (P49917) DNA ligase 4 (EC
6.5.1.1) (DNA ligase V)
(Polydeoxyribonucleotide synthase [ATP] 4)
[MASS=103970]

DNM3L_HUMAN (Q9UJW3) DNA (cytosine-5)-

methyltransferase 3-like [MASS=43670]

DNS2B_HUMAN (Q8WZ79)
Deoxyribonuclease-2-beta precursor (EC

3.1.22.1) (Deoxyribonuclease Il beta) (DNase I

beta) (DNase2-like acid DNase) (DNase ll-like
acid DNase) (Endonuclease DLAD)
[MASS=41712]

DOC10_HUMAN (Q96BY®6) Dedicator of
cytokinesis protein 10 (Protein zizimin 3)
[MASS=249311]

DOCK1_HUMAN (Q14185) Dedicator of
cytokinesis protein 1 (180 kDa protein
downstream of CRK) (DOCK180)
[MASS=215374]

DOCK4_HUMAN (Q8N110) Dedicator of
cytokinesis protein 4 [MASS=225147]

DOCK8_HUMAN (Q8NF50) Dedicator of
cytokinesis protein 8 [MASS=230819]

DOK3_HUMAN (Q7L591) Docking protein 3
(Downstream of tyrosine kinase 3)
[MASS=53288]

0.00

*

0.00

0.00

0.00

0.00

6.07

0.88

4.91

3.32

0.60

5.15

3.36

7.63

3.43

1.40

1.70

0.06

4.90

0.00

0.00

0.00

0.00

0.00
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IGLVEALC[339]GFQFTFK
DGNDLHM[147]TYK

IEKIRDDK

PGSPRPFFWMFVDNLVLNK

AVDWFTFYKLPK

LGKYRMPFAWAVR

M[147]SC[330]TVNVLNFYKEIEREEMYIR
LTSGLRRPFGVAVM[147]DVTDIINGK
VKGAALKYLPTIVNDVK
NVYPFDWVIM[147]NMVQNKVFLR
TIYTTAYKLPGILR

YGDM[147]RVTMGC[339]EIFSMWQNLGEHK
GEKKLFGFSFVPLM[147]QEDGR
EYAM[147]VDPEDISITELYRLMEHRHR

LEISTAPEIINC[339]C[330]LTPEMLPVKPFPENRTR
VKMQVTMSLASLVGRAPDFNEEHLR
IAKSYQASPDLRLTWLQNM[147]AEK
VLQQGEIGDC[330]JAEPYTVIKESDGGKSK
NADQSLIRK
LLQARVMSSSNPDLAGTHSAADEEVK
FFTLC[339]HSLESQVTFPIR

LADC[339]VSVLPADGESCI[339]PR
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DPP6_HUMAN (P42658) Dipeptidyl
aminopeptidase-like protein 6

(Dipeptidylpeptidase VI) (Dipeptidylpeptidase 6)
(Dipeptidyl peptidase 1V-like protein) (Dipeptidyl
aminopeptidase-related protein) (DPPX)
[MASS=97587]

185 = . . ; 3 MREYYITM[147]VKWATSTK

DPYL2_HUMAN (Q16555) 2 Mn47ISVIWDKAVVTGK
Dihydropyrimidinase-related protein 2 (DRP-2) 2 FOLTDCI330]QIVEVLSVIR
yaropy red p . 1.00 1241 058 0.14 3 4 2  THNSSLEYNIFEGM[147]EC[339]R
(Collapsin response mediator protein 2) (CRMP-
2) (N2A3) [MASS=62293] 2  FQLTDC[339]QIYEVLSVIR
3  GIQEEMEALVKDHGVNSFLVYMAFK

DRP2_HUMAN (Q13474) Dystrophin-related 000 503 098 0.00 1 2 3  GYLPVQSVLEADYSETPASSPMWPHADTHSR
protein 2 [MASS=107673] ’ ’ ’ ' 2 C[339]HDWQAADQFHHSSSLR
ErSeSJr_sE:J (hlg):glrrfgs%{::ﬁg);I)?fj;:g;?:lg;;) * 6.71 * * * 2 3 LPM[147]QTSNIC[339]DTSM[147]SVGTVGGQGIKTQQSFEM[147]VK
(DG2/DG3) [MASS=100044] 3  ILQGNENGNFIISTDPNTNEGVLC[330]VVK
DUET_HUMAN (Q9Y2A5) Serine/threonine- 2 QNDLGGCI339INGTSSMAVIK

rotein kinase Duet (EC 2.7.11.1) 3 DLGIVVEGFMKRIEEK
?Serine/threonine kinase V\'Iit.h 5bl- and 0.78 597 115 0.24 2 5 2 ERSTAVMRSQPAR

leckstrin homology domain) [MASS=144412] 3 HERKLHIYVWYC[339]JQNK
P 9y 2 MNYLVLEENVDNDPC[339]K

DUS23_HUMAN (Q9BVJ7) Dual specificity

protein phosphatase 23 (EC 3.1.3.48) (EC

3.1.3.16) (Low molecular mass dual specificity * 14.00 * * * 1 3 LRPGSIETYEQEKAVFQFYQR
phosphatase 3) (LDP-3) (VH1-like phosphatase

Z) [MASS=16588]

KSPHTC[330]WQVFVTSSGKYNELGYPFGYLK
DX26B_HUMAN (Q5JSJ4) Protein DDX26B NLQASGLTTLGQALR
[MASS=96672] 0.00 801 071 000 ! 4 WDQRLFALVLR

IFILLEEVQGPLEMK

C[339]YITLAQALGM[147]SMGGAPAGPAGTGK
NIM[147]EAPLLK
THLM[147]EDVTANKRR

DYH5_HUMAN (Q8TE73) Ciliary dynein heavy
chain 5 (Axonemal beta dynein heavy chain5) 0.00 1.02 1.32 0.00 1 3
(HL1) [MASS=529002]

WNW WNWW
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DYH9_HUMAN (Q9NYC9) Ciliary dynein heavy
chain 9 (Axonemal beta dynein heavy chain 9) * 3.28 * * *
[MASS=511928]

DYHC_HUMAN (Q14204) Dynein heavy chain,
cytosolic (DYHC) (Cytoplasmic dynein heavy
chain 1) (DHC1) (Dynein heavy chain 1,
cytoplasmic 1) [MASS=532404]

0.96 4.00 053 0.00 1

DYL1_HUMAN (P63167) Dynein light chain 1,

cytoplasmic (Dynein light chain LC8-type 1) (8

kDa dynein light chain) (DLC8) (Protein * 24.72 * * *
inhibitor of neuronal nitric oxide synthase) (PIN)

[MASS=10366]

DYLT3_HUMAN (P51808) Dynein light chain
Tctex-type 3 (T-complex-associated testis-
expressed 1-like) (Protein 91/23)
[MASS=13062]

DYN1_HUMAN (Q05193) Dynamin-1 (EC
3.6.5.5) [MASS=97407]

DYN3_HUMAN (Q9UQ16) Dynamin-3 (EC

0.00 1466 0.53 0.00 1

1.00 162 1.01 0.30 2

3.6.5.5) (Dynamin, testicular) (T-dynamin) 0.33 326 053 0.00 1
[MASS=96681]
DYRL1_HUMAN (Q86XF0) Dihydrofolate . 374 . . N

reductase-like protein 1 [MASS=21620]

EAA2_HUMAN (P43004) Excitatory amino acid
transporter 2 (Sodium-dependent
glutamate/aspartate transporter 2)
[MASS=62104]

1.00 9.06 043 0.30 5
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w N NN

LAAFISSMDVFQITLR
LVGGLASENVRWADAVQNFK
TLITM[147]LIGQLSKGDRQK

VQRMMGLC[330]C[330]GYQSTFSQYSYLYVEDR

LANPHYQPELQAQATLINFTVTR
PGLEVGPESGLAGAK
TLITM[147]LIGQLSKGDRQK
EM[147]SYLEPR
C[339]TAFDAEQQQFWEQFHKEAPFR

QYASYEFVQR
IPWSALKTLM[147]AQSIYGGR
LRDQLGTAKNANEM[147]FR

NYM[147]SNPSYNYEIVNRASLAC[339]GPMVK

QLQNISLAAASGGAKELK
QELEQHSVDTASTSDAVTFITYVQSLKR
LLAESVTEVEIFGK
HLRKLVPLLLEDGGEAPAALEAALEEK
EGEEVM[147]FKTPVSITEHPK
C[330]YLTM[147]TQALEAR

NADMSEEMQQDSVEC[339]ATQALEK

HC[330]DEVGFNAEEAHNIVK

C[339]VDM[147]VISELISTVR
C[330]VDM[147]VISELISTVR

AEYAEFLHC[330]K
NKLQGQLLSIEHEVEAYK

SLDDALK

C[330]LEENLGIDKR
NLFPENLVQAC[330]FQQIQTVTK

ESNSNQCI[330]VYAAHNSVIVDEC[330]K
NLFPENLVQACI[339]FQQIQTVTK
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ECH1_HUMAN (Q13011) Delta3,5-delta2,4-
dienoyl-CoA isomerase, mitochondrial
precursor (EC 5.3.3.-) [MASS=35816]

ECHA_HUMAN (P40939) Trifunctional enzyme
subunit alpha, mitochondrial precursor (TP-
alpha) (78 kDa gastrin-binding protein)
[Includes: Long-chain enoyl-CoA hydratase (EC
4.2.1.17); Long chain 3-hydroxyacyl-CoA
dehydrogenase (EC 1.1.1.211)] [MASS=82999]

ECHM_HUMAN (P30084) Enoyl-CoA
hydratase, mitochondrial precursor (EC
4.2.1.17) (Short chain enoyl-CoA hydratase)
(SCEH) (Enoyl-CoA hydratase 1)
[MASS=31387]

EDD1_HUMAN (095071) Ubiquitin-protein
ligase EDD1 (EC 6.3.2.-) (Hyperplastic discs
protein homolog) (hHYD) (Progestin-induced
protein) [MASS=309350]

EF1A1_HUMAN (P68104) Elongation factor 1-
alpha 1 (EF-1-alpha-1) (Elongation factor 1 A-
1) (¢éEF1A-1) (Elongation factor Tu) (EF-Tu)
[MASS=50141]

EF1G_HUMAN (P26641) Elongation factor 1-
gamma (EF-1-gamma) (eEF-1B gamma)
[MASS=49987]

EFNB3_HUMAN (Q15768) Ephrin-B3 precursor
(EPH-related receptor tyrosine kinase ligand 8)
(LERK-8) (EPH-related receptor
transmembrane ligand ELK-L3) [MASS=35835]

EFTS_HUMAN (P43897) Elongation factor Ts,
mitochondrial precursor (EF-Ts) (EF-TsMt)
[MASS=35390]

1.00

0.99

*

1.00

0.00

0.00

*

4.88

11.53

6.21

4.50

7.58

5.05

4.12

5.23

1.29

1.07

1.38

0.33

0.10

0.00

0.09

0.00

0.00
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EVEAVIPDHC[339]IFASNTSALPISEIAAVSK
QFTPC[339]QLLADHANSPNKK
ALM[147]GLYHGQVLC[339]K
QFTPC[330]QLLADHANSPNKK
KLDSLTTSFGFPVGAATLVDEVGVDVAK

ALNALC[330]DGLIDELNQALK

VC[339]HKGHDC[330]K

WFWSIVEKMSM[147]TER
ATLLSARQGMMSARGDFLNYALSLM[147]R
DLLIQQTMRQLNNHFGRR
NIGRILGLC[339]LLQNELC[330]PITLNR
TEMGPPPSPASTC[330]SDASSIASSASM[147]PYK
ATLLSARQGM[147]M[147]SARGDFLNYALSLM[147]R
SLRLREM[147]MR

C[339]GGIDKR
DGNASGTTLLEALDC[339]ILPPTRPTDKPLR

AAAPAPEEEM[147]DEC[330]EQALAAEPK

EGLESLQGGVCI[330]LTR

DQLALAIGKLGENM[147]ILK
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EFTU_HUMAN (P49411) Elongation factor Tu,
mitochondrial precursor (EF-Tu) (P43)
[MASS=49541]

EGLN_HUMAN (P17813) Endoglin precursor
(CD105 antigen) [MASS=70578]

ELF2_HUMAN (Q15723) ETS-related
transcription factor EIf-2 (E74-like factor 2)
(New ETS-related factor) [MASS=63966]

ENC1_HUMAN (014682) Ectoderm-neural
cortex 1 protein (ENC-1) (p53-induced protein
10) (Nuclear matrix protein NRP/B)
[MASS=66129]

ENDD1_HUMAN (094919) Endonuclease
domain-containing 1 protein precursor (EC
3.1.30.-) [MASS=55016]

ENOA_HUMAN (P06733) Alpha-enolase (EC
4.2.1.11) (2-phospho-D-glycerate hydro-lyase)
(Non-neural enolase) (NNE) (Enolase 1)
(Phosphopyruvate hydratase) (C-myc promoter-
binding protein) (MBP-1) (MPB-1)
(Plasminogen-binding protein) [MASS=47037]

ENP2_HUMAN (Q9Y5L3) Ectonucleoside
triphosphate diphosphohydrolase 2 (EC 3.6.1.-)
(NTPDase2) (Ecto-ATPase) (CD39 antigen-like
1) [MASS=53665]

1.00

*

*

0.00

1.00

*

14.60

4.41

5.23

3.40

5.00

11.55

13.13

1.39

0.74

0.75

0.05

0.00

0.04
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GEETPVIVGSALCI[330]JALEGRDPELGLK
KGDEC[330]ELLGHSK
KGDEC[330]ELLGHSK
KGDEC[339]ELLGHSK
HYAHTDC[339]PGHADYVK

HYAHTDC[339]PGHADYVK
GTVVTGTLERGILK

HYAHTDC[330]PGHADYVK
KGDEC[339]ELLGHSK

M[147]LNASIVASFVELPLASIVSLHASSC[339]GGR

VAMQVPVVMTSLGQK
NSSPINC[330]SRAEKGVAR

WTMVAPLREGVSNAAVVSAK

LLPFNPQLFQNNCI[330]GETEQDTEKMKK

SGETEDTFIADLVVGLC[330]TGQIK
SGETEDTFIADLVVGLC[339]TGQIK
VVIGM[147]DVAASEFFR
TGAPC[330]R
SC[330]NC[330]LLLK

YGIVLDAGSSHTSM[147]FIYKWPADK
VSLSGSSDPHLCI[339]R

VSLSGSSDPHLCI[330]RDLVSGLFSFSSC[339]PFSR

N = 2
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ENPP1_HUMAN (P22413) Ectonucleotide
pyrophosphatase/phosphodiesterase 1 (E-NPP
1) (Phosphodiesterase I/nucleotide
pyrophosphatase 1) (Plasma-cell membrane
glycoprotein PC-1) [Includes: Alkaline
phosphodiesterase | (EC 3.1.4.1); Nucleotide
pyrophosphatase [MASS=104924]

EOMES_HUMAN (095936) Eomesodermin
homolog [MASS=72612]

EPHA4_HUMAN (P54764) Ephrin type-A
receptor 4 precursor (EC 2.7.10.1) (Tyrosine-
protein kinase receptor SEK) (Receptor protein-
tyrosine kinase HEK8) [MASS=109859]

EPHA5_HUMAN (P54756) Ephrin type-A
receptor 5 precursor (EC 2.7.10.1) (Tyrosine-
protein kinase receptor EHK-1) (EPH homology
kinase 1) (Receptor protein-tyrosine kinase
HEK?7) [MASS=114784]

EPHA6_HUMAN (Q9UF33) Ephrin type-A
receptor 6 precursor (EC 2.7.10.1) (Tyrosine-
protein kinase receptor EHK-2) (EPH homology
kinase 2) [MASS=116116]

EPHA7_HUMAN (Q15375) Ephrin type-A
receptor 7 precursor (EC 2.7.10.1) (Tyrosine-
protein kinase receptor EHK-3) (EPH homology
kinase 3) (Receptor protein-tyrosine kinase
HEK11) [MASS=112082]

ERAL_HUMAN (O75616) GTP-binding protein
era homolog (hERA) (ERA-W) (Conserved
ERA-like GTPase) (CEGA) [MASS=48350]

ERBB3_HUMAN (P21860) Receptor tyrosine-
protein kinase erbB-3 precursor (EC 2.7.10.1)
(c-erbB3) (Tyrosine kinase-type cell surface
receptor HER3) [MASS=148097]

5.84

2.48

4.56

1.54

8.12

5.91

8.01
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ERCC3_HUMAN (P19447) TFIIH basal
transcription factor complex helicase XPB
subunit (EC 3.6.1.-) (Basic transcription factor 2
89 kDa subunit) (BTF2-p89) (TFIIH 89 kDa
subunit) (DNA-repair protein complementing
XP-B cells) (Xeroderma pigmentosum group B-
¢ [MASS=89277]

ERO1A_HUMAN (Q96HE7) ERO1-like protein
alpha precursor (EC 1.8.4.-) (ERO1-Lalpha)
(Oxidoreductin-1-Lalpha) (Endoplasmic
oxidoreductin-1-like protein) (ERO1-L)
[MASS=54392]

ESCO1_HUMAN (Q5FWF5) N-
acetyltransferase ESCO1 (EC 2.3.1.-)
(Establishment of cohesion 1 homolog 1)
(ECO1 homolog 1) (ESO1 homolog 1)
(Establishment factor-like protein 1) (EFO1p)
(hEFO1) (CTF7 homolog 1) [MASS=95008]

ESPL1_HUMAN (Q14674) Separin (EC
3.4.22.49) (Separase) (Caspase-like protein
ESPL1) (Extra spindle poles-like 1 protein)
[MASS=233112]

ETFD_HUMAN (Q16134) Electron transfer
flavoprotein-ubiquinone oxidoreductase,
mitochondrial precursor (EC 1.5.5.1) (ETF-QO)
(ETF-ubiquinone oxidoreductase) (ETF
dehydrogenase) (Electron-transferring-
flavoprotein dehydrogenase) [MASS=68507]

ETV7_HUMAN (Q9Y603) Transcription factor
ETV7 (Transcription factor Tel-2) (ETS-related
protein Tel2) (Tel-related Ets factor)
[MASS=38998]

EXO1_HUMAN (Q9UQ84) Exonuclease 1 (EC
3.1.-.-) (hExo1) (Exonuclease |) (hExol)
[MASS=94103]

EXOC2_HUMAN (Q96KP1) Exocyst complex
component 2 (Exocyst complex component
Sec5) [MASS=104066]

0.00

0.00

1.00

0.00

9.34

1.28

2.02

0.90

10.21

4.40

3.43

2.81

6.52

1.09

1.91

0.00

0.00

0.08
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EXT1_HUMAN (Q16394) Exostosin-1 (EC
2.4.1.224) (EC 2.4.1.225) (Glucuronosyl-N-
acetylglucosaminyl-proteoglycan/N-
acetylglucosaminyl-proteoglycan 4-alpha-N-
acetylglucosaminyltransferase) (Putative tumor
suppressor protein EXT1) (Multiple exostoses
protein [MASS=86254]

FA35A_HUMAN (Q86V20) Protein FAM35A
[MASS=93704]

FA38A_HUMAN (Q92508) Protein FAM38A
[MASS=233040]

FA47A_HUMAN (Q5JRC9) Protein FAM47A
[MASS=89095]

FABPE_HUMAN (Q01469) Fatty acid-binding
protein, epidermal (E-FABP) (Psoriasis-
associated fatty acid-binding protein homolog)
(PA-FABP) [MASS=15033]

FACD2_HUMAN (Q9BXW29) Fanconi anemia
group D2 protein (Protein FACD2)
[MASS=166461]

FAK1_HUMAN (Q05397) Focal adhesion
kinase 1 (EC 2.7.10.2) (FADK 1) (pp125FAK)
(Protein-tyrosine kinase 2) [MASS=119232]

FAM3B_HUMAN (P58499) Protein FAM3B
precursor (Cytokine-like protein 2-21)
[MASS=25982]

0.00

0.00

3.75

9.34

0.64

3.60

15.67

4.83

4.47

8.94

0.97

1.06

0.00

0.00

W WwWwNw

HISRNSLIWNK
WTNDYSM[147]VLTGAAIYHK

RSC[339]TSEDKVGQSEALSR
PALM[147]TAIDGR

VLQVAKKMK
ILLNISADC[339]LNR
SIFSSLPNIVYTGC[330]AKC[330]GLELETDENRIYK

M[147]JAGVNTDRLEPLR

APESHQFSEPPKIR
FC[339]PRPFETPLSHLR

LVDSKGFDEYM[147]KELGVGIALR

VRQLVMDKLSSIR
TSLLLHNSHAFFR
EKLDLQHCI[330]VLPSRLQASQVK
LPEYFFENKNSDEINIPRLIVSQLK

THLGTGMERSPGAM[147]ERVLK
M[147]AAAYLDPNLNHTPNSSTKTHLGTGMER

NNRYSGWPAEIQIEGC[339]IPKER

10

[EE GG G



FANCC_HUMAN (Q00597) Fanconi anemia
group C protein (Protein FACC) [MASS=63428]

FANCM_HUMAN (Q81YD8) Fanconi anemia
group M protein (EC 3.6.1.-) (ATP-dependent
RNA helicase FANCM) (Protein FACM)
(Fanconi anemia-associated polypeptide of 250
kDa) (FAAP250) (Protein Hef ortholog)
[MASS=232190]

FAS_HUMAN (P49327) Fatty acid synthase
(EC 2.3.1.85) [Includes: [Acyl-carrier-protein] S-
acetyltransferase (EC 2.3.1.38); [Acyl-carrier-
protein] S-malonyltransferase (EC 2.3.1.39); 3-
oxoacyl-[acyl-carrier-protein] synthase (EC
2.3.1.41); 3-oxoacyl-[acyl- [MASS=273398]

FBLN2_HUMAN (P98095) Fibulin-2 precursor
[MASS=126543]

FBN1_HUMAN (P35555) Fibrillin-1 precursor
[MASS=312312]

FBN2_HUMAN (P35556) Fibrillin-2 precursor
[MASS=314347]

FBN3_HUMAN (Q75N90) Fibrillin-3 precursor
[MASS=300370]

FBX31_HUMAN (Q5XUXO0) F-box only protein
31 [MASS=60647]

FBX39_HUMAN (Q8N4B4) F-box only protein
39 [MASS=52646]

FBX40_HUMAN (Q9UH90) F-box only protein
40 (Muscle disease-related protein)
[MASS=79663]

0.00

0.00

0.00

0.00

0.00

4.12

1.07

4.94

4.05

4.81

2.58

1.39

6.49

3.39

4.65

9.90

0.39

0.25

1.66

0.96

0.00

0.00

0.00

0.00

0.00
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FBXL4_HUMAN (Q9UKA2) F-box/LRR-repeat
protein 4 (F-box and leucine-rich repeat protein
4) (F-box protein FBL4/FBL5) [MASS=70096]

*

FGD1_HUMAN (P98174) FYVE, RhoGEF and

PH domain-containing protein 1 (Faciogenital
dysplasia 1 protein) (Zinc finger FYVE domain- N
containing protein 3) (Rho/Rac guanine

nucleotide exchange factor FGD1) (Rho/Rac

GEF) [MASS=106560]

FGF6_HUMAN (P10767) Fibroblast growth
factor 6 precursor (FGF-6) (HBGF-6) (HST-2) *
[MASS=22904]

FHL1_HUMAN (Q13642) Four and a half LIM
domains protein 1 (FHL-1) (Skeletal muscle 0.93
LIM-protein 1) (SLIM 1) (SLIM) [MASS=36132]

FILA_HUMAN (P20930) Filaggrin .
[MASS=435166]

FKBP2_HUMAN (P26885) FK506-binding
protein 2 precursor (EC 5.2.1.8) (Peptidyl-prolyl
cis-trans isomerase) (PPlase) (Rotamase) (13
kDa FKBP) (FKBP-13) [MASS=15649]

0.71

FLNA_HUMAN (P21333) Filamin-A (Alpha-

filamin) (Filamin-1) (Endothelial actin-binding N
protein) (Actin-binding protein 280) (ABP-280)
(Nonmuscle filamin) [MASS=280628]

FLNB_HUMAN (075369) Filamin-B (FLN-B)
(Beta-filamin) (Actin-binding-like protein)
(Thyroid autoantigen) (Truncated actin-binding

protein) (Truncated ABP) (ABP-280 homolog) 00
(ABP-278) (Filamin 3) (Filamin homolog 1)

(Fh1) [MASS=278193]

FLOT1_HUMAN (O75955) Flotillin-1 0.2

[MASS=47355]

FMNL_HUMAN (095466) Formin-like 1 protein
(Formin-like protein) (Leukocyte formin) (CLL- *
associated antigen KW-13) [MASS=121827]

2.58

2.08

7.69

4.04

0.91

5.63

3.33

6.32

0.73

0.78

0.93

0.69

0.35

0.00

0.00

0.00

0.00
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FOG1_HUMAN (Q8IX07) Zinc finger protein
ZFPM1 (Zinc finger protein multitype 1) (Friend
of GATA protein 1) (Friend of GATA-1) (FOG-1)
[MASS=104546]

FOXL1_HUMAN (Q12952) Forkhead box
protein L1 (Forkhead-related protein FKHL11)
(Forkhead-related transcription factor 7)
(FREAC-7) [MASS=36490]

FRAP_HUMAN (P42345) FKBP12-rapamycin
complex-associated protein (FK506-binding
protein 12-rapamycin complex-associated
protein 1) (Rapamycin target protein) (RAPT1)
(Mammalian target of rapamycin) (mTOR)
[MASS=288890]

FRDA_HUMAN (Q16595) Frataxin,
mitochondrial precursor (Friedreich ataxia
protein) (Fxn) [Contains: Frataxin intermediate
form] [MASS=23135]

FREM1_HUMAN (Q5H8C1) FRAS1-related
extracellular matrix protein 1 precursor (Protein
QBRICK) [MASS=244122]

FRM4A_HUMAN (Q9P2Q2) FERM domain-
containing protein 4A [MASS=113964]

FSCN1_HUMAN (Q16658) Fascin (Singed-like
protein) (55 kDa actin-bundling protein) (p55)
[MASS=54398]

FSTL5_HUMAN (Q8N475) Follistatin-related

protein 5 precursor (Follistatin-like 5)
[MASS=95750]

FTHFD_HUMAN (075891) 10-
formyltetrahydrofolate dehydrogenase (EC
1.5.1.6) (10-FTHFDH) (Aldehyde
dehydrogenase 1 family member L1)
[MASS=98829]

0.00

0.00

0.00

0.00

0.00

0.00

0.00

7.47

3.77

5.22

6.67

1.28

8.30

8.94

2.01

9.53

0.59

1.24
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0.92
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FVT1_HUMAN (Q06136) 3-
ketodihydrosphingosine reductase precursor
(EC 1.1.1.102) (3-dehydrosphinganine
reductase) (KDS reductase) (Follicular variant
translocation protein 1) (FVT-1) [MASS=36187]

FZD4_HUMAN (Q9ULV1) Frizzled-4 precursor
(Fz-4) (hFz4) (FzE4) [MASS=59881]

G3P_HUMAN (P04406) Glyceraldehyde-3-
phosphate dehydrogenase (EC 1.2.1.12)
(GAPDH) [MASS=35922]

G6PI_HUMAN (P06744) Glucose-6-phosphate
isomerase (EC 5.3.1.9) (GPI) (Phosphoglucose
isomerase) (PGl) (Phosphohexose isomerase)
(PHI) (Neuroleukin) (NLK) (Sperm antigen 36)
(SA-36) [MASS=63015]

GA2L2_HUMAN (Q8NHY3) GAS2-like protein
2 (Growth arrest-specific 2-like 2) (GAS2-
related protein on chromosome 17) (GAR17
protein) [MASS=96519]

GABR1_HUMAN (Q9UBS5) Gamma-
aminobutyric acid type B receptor, subunit 1
precursor (GABA-B receptor 1) (GABA-B-R1)
(Gb1) [MASS=108320]

GABT_HUMAN (P80404) 4-aminobutyrate
aminotransferase, mitochondrial precursor (EC
2.6.1.19) ((S)-3-amino-2-methylpropionate
transaminase) (EC 2.6.1.22) (Gamma-amino-N-
butyrate transaminase) (GABA transaminase)
(GABA aminotransferase) (GABA-AT) (GABA-
T) ([MASS=56439]

0.00

1.00

1.00

0.00

1.00

6.33

5.77

9.28

12.75

3.86

1.87
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0.05

0.83

0.87
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GBB1_HUMAN (P62873) Guanine nucleotide-

binding protein G(1)/G(S)/G(T) subunit beta 1 1.00 3540 0.55

(Transducin beta chain 1) [MASS=37246]

GBB2_HUMAN (P62879) Guanine nucleotide-
binding protein G(I)/G(S)/G(T) subunit beta 2
(Transducin beta chain 2) (G protein beta 2
subunit) [MASS=37200]

0.99

GBB3_HUMAN (P16520) Guanine nucleotide-
binding protein G(I)/G(S)/G(T) subunit beta 3 0.73
(Transducin beta chain 3) [MASS=37221]

GBG12_HUMAN (Q9UBI6) Guanine nucleotide-
binding protein G(1)/G(S)/G(0O) gamma-12 0.99
subunit precursor [MASS=7875]

GBG2_HUMAN (P59768) Guanine nucleotide-
binding protein G(I)/G(S)/G(0O) gamma-2 1.00
subunit precursor (G gamma-l) [MASS=7719]

GBG3_HUMAN (P63215) Guanine nucleotide-
binding protein G(I)/G(S)/G(O) gamma-3 0.80
subunit precursor [MASS=8305]

GBG7_HUMAN (060262) Guanine nucleotide-
binding protein G(1)/G(S)/G(O) gamma-7 0.98
subunit precursor [MASS=7522]

GDAP1_HUMAN (Q8TB36) Ganglioside-

induced differentiation-associated protein 1 0.00
(GDAP1) [MASS=41251]

7.37

3.82

64.79

62.86

69.33

20.59

12.29

0.55

1.42

0.73

0.48

0.57

0.38

0.15

0.05

0.00

0.00

0.11

0.00

0.00

0.00
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GDIA_HUMAN (P31150) Rab GDP dissociation
inhibitor alpha (Rab GDI alpha) (Guanosine
diphosphate dissociation inhibitor 1) (GDI-1)
(XAP-4) (Oligophrenin-2) [MASS=50582]

GDIB_HUMAN (P50395) Rab GDP dissociation
inhibitor beta (Rab GDI beta) (Guanosine
diphosphate dissociation inhibitor 2) (GDI-2)
[MASS=50663]

GDS1_HUMAN (P52306) Rap1 GTPase-GDP
dissociation stimulator 1 (SMG P21 stimulatory
GDP/GTP exchange protein) (SMG GDS
protein) (Exchange factor smgGDS)
[MASS=66403]

GFRA3_HUMAN (060609) GDNF family
receptor alpha-3 precursor (GFR-alpha-3)
[MASS=44511]

GHC1_HUMAN (Q9H936) Mitochondrial
glutamate carrier 1 (GC-1) (Glutamate/H(+)
symporter 1) (Solute carrier family 25 member
22) [MASS=34470]

GLIS3_HUMAN (Q8NEAB) Zinc finger protein
GLIS3 (GLI-similar 3) (Zinc finger protein 515)
[MASS=83605]

GLRA2_HUMAN (P23416) Glycine receptor
alpha-2 chain precursor [MASS=52002]

GLRX5_HUMAN (Q86SX6) Glutaredoxin-
related protein 5 [MASS=16628]

GLSK_HUMAN (094925) Glutaminase kidney
isoform, mitochondrial precursor (EC 3.5.1.2)
(GLS) (L-glutamine amidohydrolase) (K-
glutaminase) [MASS=73461]

GLSL_HUMAN (Q9UI32) Glutaminase liver
isoform, mitochondrial precursor (EC 3.5.1.2)
(GLS) (L-glutamine amidohydrolase) (L-
glutaminase) [MASS=66309]

0.99

0.00

1.00

0.39

0.00

0.99

1.00

0.46

2.01

1.57

3.46

6.75

11.46
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4.65

12.10

5.38

0.78

0.64

1.23
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3.17

0.00

0.00

0.04

0.00

0.00
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0.00
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GLT14_HUMAN (Q96FL9) Polypeptide N-
acetylgalactosaminyltransferase 14 (EC
2.4.1.41) (Protein-UDP
acetylgalactosaminyltransferase 14) (UDP-
GalNAc:polypeptide N-
acetylgalactosaminyltransferase 14)
(Polypeptide GalNAc transferase 14) (GalNAc-
T14) (pp-GaNTas [MASS=64320]

GNAI1_HUMAN (P63096) Guanine nucleotide-
binding protein G(i), alpha-1 subunit (Adenylate
cyclase-inhibiting G alpha protein)
[MASS=40230]

GNAI2_HUMAN (P04899) Guanine nucleotide-
binding protein G(i), alpha-2 subunit (Adenylate
cyclase-inhibiting G alpha protein)
[MASS=40319]

GNAI3_HUMAN (P08754) Guanine nucleotide-
binding protein G(k) subunit alpha (G(i) alpha-
3) [MASS=40401]

GNAL_HUMAN (P38405) Guanine nucleotide-
binding protein G(olf) subunit alpha (Adenylate
cyclase-stimulating G alpha protein, olfactory
type) [MASS=44308]

GNAO1_HUMAN (P09471) Guanine nucleotide-

binding protein G(o) subunit alpha 1
[MASS=39919]

GNAO2_HUMAN (P29777) Guanine nucleotide-

binding protein G(o) subunit alpha 2
[MASS=39955]

GNAZ_HUMAN (P19086) Guanine nucleotide-
binding protein G(z) subunit alpha (G(x) alpha
chain) (Gz-alpha) [MASS=40792]

0.00

0.00

1.00

0.00

1.00

1.00

0.00

9.96

3.68

16.67

10.20

5.25

20.40

8.50

3.1

0.76

1.06

0.85

2.33

0.05

0.00

0.00

0.00
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GNB1L_HUMAN (Q9BYB4) Guanine
nucleotide-binding protein subunit beta-like
protein 1 (G protein subunit beta-like protein 1)
(WD40 repeat-containing protein deleted in
VCEFS) (Protein WDVCF) (DGCRKS3)
[MASS=35618]

GOGB1_HUMAN (Q14789) Golgin subfamily B
member 1 (Giantin) (Macrogolgin) (372 kDa
Golgi complex-associated protein) (GCP372)
[MASS=376075]

GP115_HUMAN (Q8IZF3) Probable G-protein
coupled receptor 115 (G-protein coupled
receptor PGR18) [MASS=83830]
GP132_HUMAN (Q9UNWS8) Probable G-
protein coupled receptor 132 (G2 accumulation
protein) [MASS=42499]

GP144_HUMAN (Q7Z7M1) Probable G-protein
coupled receptor 144 (G-protein coupled
receptor PGR24) [MASS=104087]

GP150_HUMAN (Q8NGU9) Probable G-protein
coupled receptor 150 [MASS=46353]

GP158_HUMAN (Q5T848) Probable G-protein
coupled receptor 158 precursor
[MASS=135488]

GP162_HUMAN (Q16538) Probable G-protein
coupled receptor 162 (Gene-rich cluster gene A
protein) [MASS=63930]

GPC4_HUMAN (075487) Glypican-4 precursor
(K-glypican) [MASS=62412]

GPM6A_HUMAN (P51674) Neuronal
membrane glycoprotein M6-a (M6a)
[MASS=31209]

GPM6B_HUMAN (Q13491) Neuronal
membrane glycoprotein M6-b (M6b)
[MASS=28989]

0.00

0.00

*

0.00

0.00

1.00
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6.91
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0.93
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GPNMB_HUMAN (Q14956) Transmembrane
glycoprotein NMB precursor (Transmembrane
glycoprotein HGFIN) [MASS=63922]

GPR15_HUMAN (P49685) G-protein coupled
receptor 15 (BOB) [MASS=40787]

GPR97_HUMAN (Q86Y34) Probable G-protein
coupled receptor 97 precursor (G-protein
coupled receptor PGR26) [MASS=60860]

GPVI_HUMAN (Q9HCNB) Platelet glycoprotein
VI precursor [MASS=36923]

GRAA_HUMAN (P12544) Granzyme A
precursor (EC 3.4.21.78) (Cytotoxic T-
lymphocyte proteinase 1) (Hanukkah factor) (H
factor) (HF) (Granzyme-1) (CTL tryptase)
(Fragmentin-1) [MASS=28969]

GRHL3_HUMAN (Q8TEB85) Grainyhead-like
protein 3 homolog (Sister of mammalian
grainyhead) (Transcription factor CP2-like 4)
[MASS=70318]

GRIA1_HUMAN (P42261) Glutamate receptor
1 precursor (GluR-1) (GIuR-A) (GIuR-K1)
(Glutamate receptor ionotropic, AMPA 1)
(AMPA-selective glutamate receptor 1)
[MASS=101535]

GRIA4_HUMAN (P48058) Glutamate receptor
4 precursor (GluR-4) (GluR4) (GIuR-D)
(Glutamate receptor ionotropic, AMPA 4)
(AMPA-selective glutamate receptor 4)
[MASS=100809]

GRIK3_HUMAN (Q13003) Glutamate receptor,
ionotropic kainate 3 precursor (Glutamate
receptor 7) (GluR-7) (GIuR7) (Excitatory amino
acid receptor 5) (EAA5) [MASS=104031]

*

0.00

0.00

0.00

0.23

0.23

12.59

7.50

4.37

7.08

6.87

4.31

1.32

1.22

3.70

0.62

1.50
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0.00
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GRIK4_HUMAN (Q16099) Glutamate receptor,
ionotropic kainate 4 precursor (Glutamate
receptor KA-1) (KA1) (Excitatory amino acid
receptor 1) (EAA1) [MASS=107229]

GRIN1_HUMAN (Q7Z2K8) G protein-regulated
inducer of neurite outgrowth 1 (GRIN1)
[MASS=102371]

GRK4_HUMAN (P32298) G protein-coupled
receptor kinase 4 (EC 2.7.11.16) (G protein-
coupled receptor kinase GRK4) (ITI1)
[MASS=66555]

GRP75_HUMAN (P38646) Stress-70 protein,
mitochondrial precursor (75 kDa glucose-
regulated protein) (GRP 75) (Peptide-binding
protein 74) (PBP74) (Mortalin) (MOT)
[MASS=73680]

GSLG1_HUMAN (Q92896) Golgi apparatus
protein 1 precursor (Golgi sialoglycoprotein MG-
160) (E-selectin ligand 1) (ESL-1) (Cysteine-
rich fibroblast growth factor receptor) (CFR-1)
[MASS=134592]

GSTM3_HUMAN (P21266) Glutathione S-
transferase Mu 3 (EC 2.5.1.18) (GSTM3-3)
(GST class-mu 3) (hnGSTM3-3) [MASS=26428]

GTR3_HUMAN (P11169) Solute carrier family
2, facilitated glucose transporter member 3
(Glucose transporter type 3, brain)
[MASS=53924]

GTR8_HUMAN (Q9NY64) Solute carrier family
2, facilitated glucose transporter member 8
(Glucose transporter type 8) (Glucose
transporter type X1) [MASS=50793]

GUAA_HUMAN (P49915) GMP synthase
[glutamine-hydrolyzing] (EC 6.3.5.2) (Glutamine
amidotransferase) (GMP synthetase)
[MASS=76715]

1.36

2.78

7.44

3.24

2.71

5.80

4.44

5.24

8.80

1.92

0.73
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0.00

0.00

0.00

0.00
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GUAD_HUMAN (Q9Y2T3) Guanine deaminase
(EC 3.5.4.3) (Guanase) (Guanine aminase)
(Guanine aminohydrolase) (GAH) (p51-
nedasin) [MASS=51003]

HAOX2_HUMAN (QINYQ3) Hydroxyacid
oxidase 2 (EC 1.1.3.15) (HAOX2) ((S)-2-

hydroxy-acid oxidase, peroxisomal) (Long chain 0.37

alpha-hydroxy acid oxidase) (Long-chain L-2-
hydroxy acid oxidase) [MASS=38839]

HBB_HUMAN (P68871) Hemoglobin subunit
beta (Hemoglobin beta chain) (Beta-globin)
[MASS=15867]

HCDH_HUMAN (Q16836) Short chain 3-
hydroxyacyl-CoA dehydrogenase,
mitochondrial precursor (EC 1.1.1.35) (HCDH)
(Medium and short chain L-3-hydroxyacyl-
coenzyme A dehydrogenase) [MASS=34277]

HD_HUMAN (P42858) Huntingtin (Huntington
disease protein) (HD protein) [MASS=347857]

HEAT1_HUMAN (Q9H583) HEAT repeat-
containing protein 1 (Protein BAP28)
[MASS=242369]

HEAT2_HUMAN (Q86Y56) HEAT repeat-
containing protein 2 [MASS=93533]

HECD1_HUMAN (Q9ULT8) E3 ubiquitin-
protein ligase HECTD1 (HECT domain-
containing protein 1) (E3 ligase for inhibin
receptor) (EULIR) [MASS=289593]

HELI_HUMAN (Q9UKS?7) Zinc finger protein
Helios [MASS=59559]
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0.00
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0.59
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HELZ_HUMAN (P42694) Probable helicase
with zinc-finger domain (EC 3.6.1.-) 0.00
[MASS=218970]

HEM1_HUMAN (P13196) 5-aminolevulinate
synthase, nonspecific, mitochondrial precursor
(EC 2.3.1.37) (5-aminolevulinic acid synthase)
(Delta-aminolevulinate synthase) (Delta-ALA
synthetase) (ALAS-H) [MASS=70580]

HEM6_HUMAN (P36551) Coproporphyrinogen

Il oxidase, mitochondrial precursor (EC .
1.3.3.3) (Coproporphyrinogenase) (Coprogen
oxidase) (COX) [MASS=50152]

HEP2_HUMAN (P05546) Heparin cofactor 2
precursor (Heparin cofactor Il) (HC-II) N
(Protease inhibitor leuserpin 2) (HLS2)
[MASS=57070]

HGFL_HUMAN (P26927) Hepatocyte growth
factor-like protein precursor (Macrophage

stimulatory protein) (MSP) (Macrophage-

stimulating protein) [Contains: Hepatocyte 0.00
growth factor-like protein alpha chain;

Hepatocyte growth factor-like protein beta

chain] [MASS=80380]

HGF_HUMAN (P14210) Hepatocyte growth

factor precursor (Scatter factor) (SF)

(Hepatopoeitin A) [Contains: Hepatocyte growth 0.40
factor alpha chain; Hepatocyte growth factor

beta chain] [MASS=83133]

HIC1_HUMAN (Q14526) Hypermethylated in
cancer 1 protein (Hic-1) (Zinc finger and BTB *
domain-containing protein 29) [MASS=76467]

HIG2A_HUMAN (Q9BW?72) HIG1 domain

family member 2A [MASS=11528] 1.00

HIP1_HUMAN (000291) Huntingtin-interacting

protein 1 (HIP-) [MASS=115442] 0.00
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HMCN1_HUMAN (Q96RW?7) Hemicentin-1

precursor (Fibulin-6) (FIBL-6) [MASS=613386] 0.00

HMCS1_HUMAN (Q01581)
Hydroxymethylglutaryl-CoA synthase,

cytoplasmic (EC 2.3.3.10) (HMG-CoA *
synthase) (3-hydroxy-3-methylglutaryl

coenzyme A synthase) [MASS=57293]

HPLN2_HUMAN (Q9GZV7) Hyaluronan and
proteoglycan link protein 2 precursor (Brain link  0.97
protein 1) [MASS=37775]

HRX_HUMAN (Q03164) Zinc finger protein
HRX (ALL-1) (Trithorax-like protein) *
[MASS=431748]

HS105_HUMAN (Q92598) Heat-shock protein
105 kDa (Heat shock 110 kDa protein) (Antigen *
NY-CO-25) [MASS=96864]

HSP7C_HUMAN (P11142) Heat shock cognate
71 kDa protein (Heat shock 70 kDa protein 8) 0.00
[MASS=70898]

HUWE1_HUMAN (Q72627) HECT, UBA and

WWE domain-containing protein 1 (EC 6.3.2.-)

(E3 ubiquitin protein ligase URE-B1) (Mcl-1 0.00
ubiquitin ligase E3) (Mule) (ARF-binding protein

1) (ARF-BP1) [MASS=481888]

HV3L_HUMAN (P01773) Ig heavy chain V-Ill

region BUR [MASS=12981] 0.00

HXB3_HUMAN (P14651) Homeobox protein .
Hox-B3 (Hox-2G) (Hox-2.7) [MASS=44344]
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HXK1_HUMAN (P19367) Hexokinase-1 (EC
2.7.1.1) (Hexokinase type 1) (HK I) (Brain form

hexokinase) [MASS=102484]

HYES_HUMAN (P34913) Epoxide hydrolase 2
(EC 3.3.2.3) (Soluble epoxide hydrolase) (SEH)
(Epoxide hydratase) (Cytosolic epoxide

hydrolase) (CEH) [MASS=62615]

IBP5_HUMAN (P24593) Insulin-like growth
factor-binding protein 5 precursor (IGFBP-5)
(IBP-5) (IGF-binding protein 5) [MASS=30570]

ICAM5_HUMAN (Q9UMFO) Intercellular
adhesion molecule 5 precursor (ICAM-5)

(Telencephalin) [MASS=97330]

IDH3A_HUMAN (P50213) Isocitrate
dehydrogenase [NAD] subunit alpha,

mitochondrial precursor (EC 1.1.1.41) (Isocitric
dehydrogenase) (NAD(+)-specific ICDH)

[MASS=39591]
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IDH3G_HUMAN (P51553) Isocitrate
dehydrogenase [NAD] subunit gamma,
mitochondrial precursor (EC 1.1.1.41) (Isocitric
dehydrogenase) (NAD(+)-specific ICDH)
[MASS=42794]

IDHP_HUMAN (P48735) Isocitrate
dehydrogenase [NADP], mitochondrial
precursor (EC 1.1.1.42) (Oxalosuccinate
decarboxylase) (IDH) (NADP(+)-specific ICDH)
(IDP) (ICD-M) [MASS=50909]

IDLC_HUMAN (014645) Axonemal dynein light
intermediate polypeptide 1 (Inner dynein arm
light chain, axonemal) (hp28) [MASS=29662]

IF122_HUMAN (Q9HBGS®) Intraflagellar
transport 122 homolog (WD repeat protein 10)
[MASS=141968]

IF140_HUMAN (Q96RY?7) Intraflagellar
transport 140 homolog (WD and
tetratricopeptide repeats protein 2)
[MASS=165192]

IF2M_HUMAN (P46199) Translation initiation
factor IF-2, mitochondrial precursor (IF-2Mt) (IF-
2(Mt)) [MASS=81344]

IF4G1_HUMAN (Q04637) Eukaryotic
translation initiation factor 4 gamma 1 (elF-4-
gamma 1) (elF-4G1) (elF-4G 1) (p220)
[MASS=175534]

IFAG3_HUMAN (043432) Eukaryotic
translation initiation factor 4 gamma 3 (elF-4-
gamma 3) (elF-4G 3) (elF4G 3) (elF-4-gamma
I) (elF4GIl) [MASS=176651]

IF5A1_HUMAN (P63241) Eukaryotic translation
initiation factor 5A-1 (elF-5A-1) (elF-5A1)
(Eukaryotic initiation factor 5A isoform 1) (elF-
5A) (elF-4D) (Rev-binding factor)
[MASS=16701]

0.96

1.00

0.00

0.38

0.00

*

0.23

10.43

8.85

10.47

3.70

1.50

5.91

6.62

1.01

12.42

1.56

1.23

0.87

0.57

0.63

0.00

0.00

0.00

0.52

0.00
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TSLDLYANVIHC[339]K
KKVTAVHK
NIANPTATLLASC[339]MM[147]LDHLK

DLAGC[339]IHGLSNVK
LDGNQDLIR
GKLDGNQDLIRFAQMLEK
DLAGC[330]IHGLSNVK

RELYSQCI[330]FDELIR
YDTPVLVSRNTEKR

RSGHENLALEM[147]YTDLC[339]MFEYAK
AEHC[339]INDIAFKPDGTQLILAAGSR

YQEALQLC[330]LGQNMSITEEMAEK

TGM[147]DC[339]GLSLDEDNMEFQVGDRIVC[330]YEEK
VPVAGCI[330]RVQKGQLEK

LTPQMFQQLMKQVTQLAIDTEER
GPQAGLGPRR
ITKPGSIDSNNQLFAPGGR
GEEDADGSKTQDLFRR
FMLQDVLDLRGSNWVPR
VFDWIEANLSEQQIVSNTLVR

SILNKLTPQM[147]FNQLMK

KYEDIC[330]PSTHNM[147]DVPNIKR
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IF5A2_HUMAN (Q9GZV4) Eukaryotic
translation initiation factor 5A-2 (elF-5A-2) (elF-
5A2) (Eukaryotic initiation factor 5A isoform 2)
[MASS=16662]

IFN14_HUMAN (P01570) Interferon alpha-14
precursor (Interferon alpha-H) (LelF H)
(Interferon lambda-2-H) [MASS=22063]

IFRD1_HUMAN (O00458) Interferon-related
developmental regulator 1 (Nerve growth factor-
inducible protein PC4) [MASS=50268]

IGS21_HUMAN (Q96ID5) Immunoglobulin
superfamily member 21 precursor
[MASS=51835]

IGS4B_HUMAN (Q8N126) Immunoglobulin
superfamily member 4B precursor (Nectin-like
protein 1) (TSLC1-like protein 1) (Synaptic cell
adhesion molecule 3) (Brain immunoglobulin
receptor) [MASS=43300]

IGSF8_HUMAN (Q969P0) Immunoglobulin
superfamily member 8 precursor (CD81 partner
3) (Glu-Trp-lle EWI motif-containing protein 2)
(EWI-2) (Keratinocytes-associated
transmembrane protein 4) (KCT-4) (LIR-D1)
(CD316 antigen) [MASS=65034]

IKKE_HUMAN (Q14164) Inhibitor of nuclear
factor kappa-B kinase epsilon subunit (EC
2.7.11.1) (I kappa-B kinase epsilon) (IkBKE)
(IKK-epsilon) (IKK-E) (Inducible | kappa-B
kinase) (IKK-i) [MASS=80462]

IL1R1_HUMAN (P14778) Interleukin-1 receptor
type | precursor (IL-1R-1) (IL-1RT1) (IL-1R-
alpha) (p80) (CD121a antigen) [MASS=65402]

IL2_HUMAN (P60568) Interleukin-2 precursor
(IL-2) (T-cell growth factor) (TCGF)
(Aldesleukin) [MASS=17628]

0.23

0.00

0.99

1.00

0.99

0.00

0.91

30.92

8.99

5.10

3.21

23.87

3.10

3.91

2.28

33.99

0.65

2.57

0.36

0.45

0.39

0.43

1.39

0.00

0.00

0.00

0.31

0.00

0.00

0.00
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YNAGEDVQVSVM[147]C[339]AMSEEYAVAIK
NDYQLIC[339]IQDGYLSLLTETGEVR

MALPFALMMALVVLSC[339]K

QAALEGIKNALASKM[147]LYEFILER

C[330]TAQNPLGSTDTHTR

DHEDSSLQWSNPAQQTLYFGEK
DTATLNC[330]QSSGSKPAAR
EKDTATLNC[330]QSSGSKPAAR
EDDGASIVC[330]SVNHESLK
EDDGASIVC[330]SVNHESLK
EGQKLLLHC[339]EGR
LLLHC[330]EGR
EKDTATLNC[330]QSSGSKPAAR

LQAQDAGIYEC[330]JHTPSTDTR

LLEELSHQLLQDR
GLHWVMEVLQATCI[330]RR

FWKNVRYHMPVQR

M[147]YRM[147]QLLSC[339]IALSLALVTNSAPTSSSTKK
GSETTFMC[339]EYADETATIVEFLNR
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IMA7_HUMAN (060684) Importin alpha-7 N
subunit (Karyopherin alpha-6) [MASS=60029]

IMB1_HUMAN (Q14974) Importin beta-1
subunit (Karyopherin beta-1 subunit) (Nuclear ~ 0.82
factor P97) (Importin 90) [MASS=97170]

IMB3_HUMAN (000410) Importin beta-3
(Karyopherin beta-3) (Ran-binding protein 5)
(RanBP5) [MASS=123498]

IMMT_HUMAN (Q16891) Mitochondrial inner
membrane protein (Mitofilin) (p87/89) N
(Proliferation-inducing gene 4 protein)
[MASS=83677]

INADL_HUMAN (Q8NI35) InaD-like protein
(Inadl protein) (hINADL) (Pals1-associated tight
junction protein) (Protein associated to tight
junctions) [MASS=196385]

IP3KA_HUMAN (P23677) Inositol-

trisphosphate 3-kinase A (EC 2.7.1.127) .
(Inositol 1,4,5-trisphosphate 3-kinase A) (IP3K

A) (IP3 3-kinase A) [MASS=51008]

*

0.00

IP3KB_HUMAN (P27987) Inositol-
trisphosphate 3-kinase B (EC 2.7.1.127)
(Inositol 1,4,5-trisphosphate 3-kinase B) (IP3K
B) (IP3 3-kinase B) (IP3K-B) [MASS=102376]

0.21

IPO7_HUMAN (095373) Importin-7 (Imp7)
(Ran-binding protein 7) (RanBP7) *
[MASS=119516]

IQEC2_HUMAN (Q5JU85) IQ motif and Sec?

domain-containing protein 2 [MASS=161735] 0.00
IRAK2_HUMAN (043187) Interleukin-1
receptor-associated kinase-like 2 (IRAK-2) 0.00

[MASS=65270]

ITA1_HUMAN (P56199) Integrin alpha-1
(Laminin and collagen receptor) (VLA-1) *
(CD49a antigen) [MASS=127837]

3.92

217

1.28

3.69

2.28

11.28

10.68

2.41

3.18

7.46

8.34

0.48

1.21

0.21

2.18

1.73

0.00

0.00

0.00

0.00

0.23
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YLVSLGC[339]IKPLC[330]DLLTVMDSK

IQFNDLQSLLC[330JATLQNVLR

FLFDSVSSQNVGLR

IDQLNRELAEQK
ERPPEEVAARLAQQEK

RQGTAPPPMK
QRYADLPGELHIIELEKDK
NC[330]GNSVRMLVAR

DMYKK

TM[147]VNLPVISPFKK
NHWQKIRTM[147]VNLPVISPFK
IRTM[147]VNLPVISPFKK

TKSWGEQC[339]PETSGTDSGR
YNQM[147]DDLLADFDSPC[330]VM[147]DC[339]KMGIR
SGGGPGPSGSETPPPPR
M[147]AVYC[330]YALNSLVIM[147]NSANEM[147]K
MIEVDPEAPTEEEKAQRAVTK

DQM[147]EYMLQNHVFPLFSSELGYM[147]RAR

DVAQC[339]JHLHHENPALGRER
DVLDC[339]VVDEMDFSSMDLDDALRKFQSHIR

DLLLSEIPSSTASLC[330]SRK
SMERVQGVSITR
LAHPM[147]AHLC[339]PVNKR

QHNSC[339]TTENKNEPC[339]GAR
SIASEPTEKHFFNVSDELALVTIVK
DSC[330]ESNHNITC[330]KVGYPFLR
IVQRGGRQTMTALGTDTAR
DSC[330JESNHNITC[330]KVGYPFLR
KVM[147]VIVTDGESHDNHR
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ITA5_HUMAN (P08648) Integrin alpha-5
precursor (Fibronectin receptor subunit alpha)
(Integrin alpha-F) (VLA-5) (CD49e antigen)
[Contains: Integrin alpha-5 heavy chain;
Integrin alpha-5 light chain] [MASS=114536]

ITAX_HUMAN (P20702) Integrin alpha-X
precursor (Leukocyte adhesion glycoprotein
p150,95 alpha chain) (Leukocyte adhesion
receptor p150,95) (Leu M5) (CD11c antigen)
[MASS=127886]

ITB7_HUMAN (P26010) Integrin beta-7
precursor [MASS=86903]

ITB8_HUMAN (P26012) Integrin beta-8
precursor [MASS=85632]

ITIH1_HUMAN (P19827) Inter-alpha-trypsin
inhibitor heavy chain H1 precursor (ITl heavy
chain H1) (Inter-alpha-inhibitor heavy chain 1)
(Inter-alpha-trypsin inhibitor complex
component Ill) (Serum-derived hyaluronan-
associated protein) (SHAP) [MASS=101388]

ITLN2_HUMAN (Q8WWU?7) Intelectin-2
precursor (Endothelial lectin HL-2)
[MASS=36211]

JAD1A_HUMAN (P29375) Jumonji/ARID
domain-containing protein 1A (Retinoblastoma-
binding protein 2) (RBBP-2) [MASS=195815]

JAG1_HUMAN (P78504) Jagged-1 precursor
(Jagged1) (hJ1) (CD339 antigen)
[MASS=133798]

JHD1A_HUMAN (Q9Y2K7) JmjC domain-
containing histone demethylation protein 1A

(EC 1.14.11.-) (F-box/LRR-repeat protein 11) (F

box and leucine-rich repeat protein 11) (F-box
protein FBL7) (F-box protein Lilina)
[MASS=132792]

0.00

*

0.00

0.00

448  * *
542  * *
401 * *
416  * *

252 1.03 0.00

10.46 * *
6.21 * *
3.53 * *

3.27 240 0.00
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GLELDPEGSLHHQQKREAPSR
SLQWFGATVRAHGSSILAC[330]JAPLYSWR

SAFEC[339]REQVVSEQTLVQSNIC[339]LYIDKR
IAGSQLSSRLQYFGQALSGGQDLTQDGLVDLAVGAR

PGEPQQLQVRFLRAEGYPVDLYYLM[147]DLSYSMK

ISGNIDTPEGGFDAMLQAAVCI[339]ESHIGWRKEAK

SLKVNCI[330]KVTSR
ERGHM[147]LENHVER

TKNGVVYQTFC[339]DM[147]TSGGGGWTLVASVHENDMRGK

QSPDSGR
QGPVSPGPAPPPSFIMSYK
AMSWQDRARQALATDELSSALAK
TTC[330]FLSALTC[330]SC[339]NPER
ILDLYALSKIVASK
ILQATHPPSEDRFLHIMEDDSM[147]EEKPLK

DHC[339]RTTPC[339]EVIDSC[330]TVAM[147]JASNDTPEGVR
RDGNSSLIAAVAEVR

LDLSHC[339]SHLTDQSSNLLTAVGSSTR
VPTIPITKPHTMK
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JOS1_HUMAN (Q15040) Josephin-1 (Josephin
domain-containing 1) [MASS=23198]

K0196_HUMAN (Q12768) Protein KIAA0196
[MASS=134286]

K0406_HUMAN (043156) Protein KIAA0406
[MASS=122069]

K0552_HUMAN (060299) Protein KIAA0552
[MASS=71790]

K0690_HUMAN (Q5JTH9) Protein KIAA0690
[MASS=143701]

K1196_HUMAN (Q96KM®6) Zinc finger protein
KIAA1196 [MASS=97263]

K6PF_HUMAN (P08237) 6-
phosphofructokinase, muscle type (EC
2.7.1.11) (Phosphofructokinase 1)
(Phosphohexokinase) (Phosphofructo-1-kinase
isozyme A) (PFK-A) (Phosphofructokinase-M)
[MASS=85051]

K6PL_HUMAN (P17858) 6-
phosphofructokinase, liver type (EC 2.7.1.11)
(Phosphofructokinase 1) (Phosphohexokinase)
(Phosphofructo-1-kinase isozyme B) (PFK-B)
[MASS=84917]

K6PP_HUMAN (Q01813) 6-
phosphofructokinase type C (EC 2.7.1.11)
(Phosphofructokinase 1) (Phosphohexokinase)
(Phosphofructo-1-kinase isozyme C) (PFK-C)
(6-phosphofructokinase, platelet type)
[MASS=85596]

0.00

0.00

0.00

0.00

0.99

3.96

3.36

5.79

9.81

4.09

3.36

6.16

244

7.53

1.24

1.02

0.14

1.03

0.81

0.00

0.00

0.00

0.00

0.00
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RQHWIC[339]VR

SSADSNMDDIC[330]KLLR
NLGMVC[339]R

YSAARSSADSNMDDIC[330]K

VRLELVELVEDLLLKC[339]SQSLVEC[339]AGPLLK
LGFAVSLLLGLAEQEKSK
DFC[339]LLLM[147]SALYPVLEK

QLQEEAARLM[147]R
QAGVAAAASLVSVDGEAEAGGESGTR
PSELGPPDPRLAM[147]GSVGSGVAHAQEFAMK
EATTTLHMLTLLK

GC[339]QAEADRAEVSR
EAEEEELEIPPQYQAGGSGIHRPVAKK
MKDDLVPETARLNYTR

RAADSLDTC[330]PIPPK

GITNLC[330]VIGGDGSLTGADTFR
KRALVFQPVAELK
MGAKAMNWMSGKIK

C[330]HDYYTTEFLYNLYSSEGK

FLEHLSGAGKAIGVLTSGGDAQGM[147]NAAVRAVVR
THSINALLIIGGFEAYLGLLELSAAR
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KBL_HUMAN (O75600) 2-amino-3-
ketobutyrate coenzyme A ligase, mitochondrial
precursor (EC 2.3.1.29) (AKB ligase) (Glycine
acetyltransferase) [MASS=45285]

0.00

KBTB9_HUMAN (Q96CT2) Kelch repeat and
BTB domain-containing protein 9 0.00
[MASS=71468]

KC1AL_HUMAN (Q8N752) Casein kinase |
isoform alpha-like (EC 2.7.11.1) (CKl-alpha- *
like) (CK1) [MASS=39072]

KCC2A_HUMAN (Q9UQM7)
Calcium/calmodulin-dependent protein kinase

type Il alpha chain (EC 2.7.11.17) (CaM-kinase  1.00
Il alpha chain) (CaM kinase Il alpha subunit)

(CaMK-Il subunit alpha) [MASS=54029]

KCC2B_HUMAN (Q13554) Calcium/calmodulin-
dependent protein kinase type Il beta chain (EC
2.7.11.17) (CaM-kinase Il beta chain) (CaM 1.00
kinase Il subunit beta) (CaMK-Il subunit beta)
[MASS=72726]

KCC2D_HUMAN (Q13557) Calcium/calmodulin-
dependent protein kinase type Il delta chain

(EC 2.7.11.17) (CaM-kinase Il delta chain) 0.00
(CaM kinase Il subunit delta) (CaMK-Il subunit

delta) [MASS=56297]

5.01 *
260 144
8.31 *
19.04 0.64
13.55 0.89
2.20 *

0.00

0.11

0.02
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ALGGASGGYTTGPGPLVSLLR

EFEVHQNVLASCI[339]SLYFK

GFPAEFAM[147]YLNYC[339]RGLRFEEVPDYMYLR

MCI[330]DPGM[147]TAFEPEALGNLVEGLDFHR
M[147]C[330]DPGM[147]TAFEPEALGNLVEGLDFHR
MC[339]DPGM[147]TAFEPEALGNLVEGLDFHR
QETVDC[330]LKK

STVASC[339]M[147]HR

QETVDC[339]LKK
STVASCI[330]MHR

C[339]VKVLAGQEYAAKIINTK
EYYSEADASHC[339]IQQILEAVLHC[339]HQM[147]GVVHR
MC[330]DPGMTAFEPEALGNLVEGLDFHR
STVASC[330]M[147]HR

SRGAPAC[339]PSPAPFSPLPAPSPRISDILNSVR
WQNVHFHC[330]SGAPVAPLQ
RGSGTPEAEAPRQWPPPC[339]PSPTIPGPLPTPSR
LC[339]TGHEYAAK

LC[330]TGHEYAAK

PENLLLASKSK

N = N =
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KCMA1_HUMAN (Q12791) Calcium-activated
potassium channel subunit alpha 1 (Calcium-
activated potassium channel, subfamily M
subunit alpha 1) (Maxi K channel) (MaxiK) (BK
channel) (K(VCA)alpha) (BKCA alpha)
(KCa1.1) (Slowpoke homolog) (Slo homolog)
(Slo-al [MASS=137559]

KCNB2_HUMAN (Q92953) Potassium voltage-
gated channel subfamily B member 2 (Voltage-
gated potassium channel subunit Kv2.2)
[MASS=102562]

KCNG4_HUMAN (Q8TDN1) Potassium voltage-
gated channel subfamily G member 4 (Voltage-
gated potassium channel subunit Kv6.4)
[MASS=58979]

KCNV2_HUMAN (Q8TDNZ2) Potassium voltage-
gated channel subfamily V member 2 (Voltage-
gated potassium channel subunit Kv8.2)
[MASS=62459]

KCRB_HUMAN (P12277) Creatine kinase B-
type (EC 2.7.3.2) (Creatine kinase B chain) (B-
CK) [MASS=42644]

KCRS_HUMAN (P17540) Creatine kinase,
sarcomeric mitochondrial precursor (EC
2.7.3.2) (S-MtCK) (Mib-CK) (Basic-type
mitochondrial creatine kinase) [MASS=47520]

0.00

0.00

0.00

1.00

0.00

5.34

1.43

5.01

4.77

15.75

6.21

NDNDNW

ADLRAVNINLC[339]DMC[339]VILSANQNNIDDTSLQDK

RPKMSIYK
MDALIIPVTMEVPC[339]DSR
SWLGLRFLR

ARGPPFLTLSREK

LC[339]RSYEEIVQLC[339]DDYDEDSQEFFFDR

DPAVFQLVYNFYLSGVLLVLDGLC[339]PR

FCI339]TGLTQIETLFK
FC[330]TGLTQIETLFK
GFC[330]LPPHC[330]SR

LAVEALSSLDGDLAGR
LRFPAEDEFPDLSAHNNHMAK
FC[330]TGLTQIETLFK

LGYILTC[330]PSNLGTGLR
GLSLPPAC[339]TR
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KCRU_HUMAN (P12532) Creatine kinase,
ubiquitous mitochondrial precursor (EC 2.7.3.2)
(U-MtCK) (Mia-CK) (Acidic-type mitochondrial
creatine kinase) [MASS=47036]

1.00

KCTD5_HUMAN (Q9NXV2) Potassium channel
tetramerization domain-containing protein 5
[MASS=26092]

KGP1B_HUMAN (P14619) cGMP-dependent
protein kinase 1, beta isozyme (EC 2.7.11.12)
(cGK 1 beta) (cGKl-beta) [MASS=77803]

*

KIM13A_HUMAN (Q9H1H9) Kinesin-like protein
KIF13A (Kinesin-like protein RBKIN) *
[MASS=202258]

KI13B_HUMAN (Q9NQT8) Kinesin-like protein
KIF13B (Kinesin-like protein GAKIN) 0.00
[MASS=202665]

KI21A_HUMAN (Q724S6) Kinesin family

member 21A (Kinesin-like protein KIF2) (NY- *
REN-62 antigen) [MASS=187178]

KI67_HUMAN (P46013) Antigen KI-67 .
[MASS=358743]

8.87

10.68

4.96

1.77

3.78

3.1

4.15

1.19 0.04

15.05 0.00
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HNNCI[330]M[147]ASHLTPAVYAR
SEVELVQLVIDGVNYLIDC[330]ER

SEVELVQLVIDGVNYLIDC[330]ER
HNNC[330]M[147]ASHLTPAVYAR
SEVELVQLVIDGVNYLIDC[339]ER

SEVELVQLVIDGVNYLIDC[339]ER

HNNCI[339]M[147]ASHLTPAVYAR

GGIGAGLGGGLC[330]RRC[330]SAGLGALAQR

QAISAEPTAFDIQDLSHVTLPFYPKSPQSKDLIK

PVQHSGTLPLM[147]VEAILSVSIGC[330]VTARSTKLQR

TVAATNMNEESSRSHAVLKITLTHTLYDAK
LHVEVMRLSGDVGER
SYTM[147]M[147]GTADQPGLIPRLC[339]SGLFER

IPVARVQALPTPATNGNRK
KSNIRIHEDSTGGIYTVGVTTR
DLLQQVPNAHK

RIEPAEELNSNDM[147]KTNK
AHTEKVHVPARPYR
DSVAQGTTNVHSSEHAGRNGRNAADPISGDFK
ELFQTPGPSEESMTDEK
QDKTEAEQQITEVFVLAERIEINR

VSGNPQVHIKNVK
ITEGKVSGNPQVHIKNVK
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KIF11_HUMAN (P52732) Kinesin-like protein
KIF11 (Kinesin-related motor protein Eg5)
(Kinesin-like spindle protein HKSP) (Thyroid
receptor-interacting protein 5) (TRIP5) (Kinesin-
like protein 1) [MASS=119273]

KIF6_HUMAN (Q6ZMV9) Kinesin-like protein
KIF6 [MASS=92539]

KLF17_HUMAN (Q5JT82) Krueppel-like factor
17 (Zinc finger protein 393) [MASS=42577]

KLF4_HUMAN (043474) Krueppel-like factor 4
(Epithelial zinc-finger protein EZF) (Gut-
enriched krueppel-like factor) [MASS=50078]

KNTC1_HUMAN (P50748) Kinetochore-
associated protein 1 (Rough deal homolog)
(hRod) (HsROD) (Rod) [MASS=250747]

KPCA_HUMAN (P17252) Protein kinase C
alpha type (EC 2.7.11.13) (PKC-alpha) (PKC-A)
[MASS=76632]

KPCB_HUMAN (P05771) Protein kinase C
beta type (EC 2.7.11.13) (PKC-beta) (PKC-B)
[MASS=76737]

KPCD_HUMAN (Q05655) Protein kinase C
delta type (EC 2.7.11.13) (nPKC-delta)
[MASS=77477]

KPCE_HUMAN (Q02156) Protein kinase C
epsilon type (EC 2.7.11.13) (nPKC-epsilon)
[MASS=83673]

KPYM_HUMAN (P14618) Pyruvate kinase
isozymes M1/M2 (EC 2.7.1.40) (Pyruvate
kinase muscle isozyme) (Cytosolic thyroid
hormone-binding protein) (CTHBP) (THBP1)
[MASS=57805]

KR108_HUMAN (P60410) Keratin-associated
protein 10-8 (Keratin-associated protein 10.8)
(High sulfur keratin-associated protein 10.8)
(Keratin-associated protein 18-8) (Keratin-
associated protein 18.8) [MASS=26318]

0.00

*

0.00

0.00

0.00

0.99

4.54

6.76

13.62

2.98

2.63

3.43

4.03
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C[339]DTC[339]M[147]M[147INVHK
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KREM2_HUMAN (Q8NCWO0) Kremen protein 2
precursor (Kringle-containing protein marking
the eye and the nose) (Kringle domain-
containing transmembrane protein 2) (Dickkopf
receptor 2) [MASS=48849]

KRHB1_HUMAN (Q14533) Keratin, type Il
cuticular Hb1 (Hair keratin, type Il Hb1)
(ghHKb1) (ghHb1) (MLN 137) [MASS=54971]

KRHB3_HUMAN (P78385) Keratin, type Il
cuticular Hb3 (Hair keratin, type Il Hb3)
[MASS=54214]

KRIT1_HUMAN (000522) Krev interaction
trapped protein 1 (Krev interaction trapped 1)
(Cerebral cavernous malformations 1 protein)
[MASS=84347]

KSR2_HUMAN (Q6VABG6) Kinase suppressor
of ras-2 (hKSR2) [MASS=93585]

L1CAM_HUMAN (P32004) Neural cell
adhesion molecule L1 precursor (N-CAM L1)
(CD171 antigen) [MASS=140002]
LAMA2_HUMAN (P24043) Laminin alpha-2
chain precursor (Laminin M chain) (Merosin
heavy chain) [MASS=342769]
LANC1_HUMAN (043813) LanC-like protein 1
(40 kDa erythrocyte membrane protein) (p40)
[MASS=45283]

LANC2_HUMAN (Q9NS86) LanC-like protein 2
(Testis-specific adriamycin sensitivity protein)
[MASS=50854]

LASS4_HUMAN (Q9HA82) LAG1 longevity
assurance homolog 4 [MASS=46399]

LASS6_HUMAN (Q6ZMG9) LAG1 longevity
assurance homolog 6 [MASS=44890]

LBC_HUMAN (Q12802) LBC oncogene (P47)
(Lymphoid blast crisis oncogene)
[MASS=49052]

0.00

0.98

0.00

0.00

0.00

0.00

2.38

2.38

3.65

2.04

7.72

1.43

1.61

5.51

10.67

3.30

5.21

8.25

0.68

0.07

2.68

0.68

0.00

0.00

0.00

0.00

0.00
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LCMT2_HUMAN (060294) Leucine carboxyl
methyltransferase 2 (EC 2.1.1.-)
(p21WAF1/CIP1 promoter-interacting protein)
[MASS=75601]

LDH6A_HUMAN (Q6ZMR3) L-lactate
dehydrogenase A-like 6A (EC 1.1.1.27) 0.00
[MASS=36507]

LDHB_HUMAN (P07195) L-lactate
dehydrogenase B chain (EC 1.1.1.27) (LDH-B)
(LDH heart subunit) (LDH-H) (NY-REN-46
antigen) [MASS=36507]

0.00

1.00

LEG1_HUMAN (P09382) Galectin-1 (Lectin
galactoside-binding soluble 1) (Beta-
galactoside-binding lectin L-14-I) (Lactose-
binding lectin 1) (S-Lac lectin 1) (Galaptin) (14
kDa lectin) (HPL) (HBL) (Putative MAPK-
activating protein MP12) [MASS=14584]

1.00

LETM1_HUMAN (095202) Leucine zipper-EF-
hand-containing transmembrane protein 1,
mitochondrial precursor [MASS=83354]

LGR6_HUMAN (Q9HBX8) Leucine-rich repeat-
containing G-protein coupled receptor 6 0.26
(VTS20631) [MASS=89301]

LICH_HUMAN (P38571) Lysosomal acid
lipase/cholesteryl ester hydrolase precursor

(EC 3.1.1.13) (LAL) (Acid cholesteryl ester 0.00
hydrolase) (Sterol esterase) (Lipase A)

(Cholesteryl esterase) [MASS=45419]

LPPRC_HUMAN (P42704) 130 kDa leucine-
rich protein (LRP 130) (GP130) (Leucine-rich 1.00
PPR motif-containing protein) [MASS=145200]

LPP_HUMAN (Q93052) Lipoma-preferred
partner (LIM domain-containing preferred
translocation partner in lipoma) [MASS=65746]

6.85

10.84

6.01

20.15

7.31

3.14

5.01

4.56

1.31

5.77

0.65

0.67

2.05

1.24

0.97

0.00

0.13

0.04

0.00

0.00

0.07
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LRC21_HUMAN (Q9P2V4) Leucine-rich repeat-
containing protein 21 precursor (Photoreceptor-
associated LRR superfamily protein) (Retina-
specific protein PAL) [MASS=68040]

LRC27_HUMAN (Q9C0I9) Leucine-rich repeat-
containing protein 27 [MASS=60089]

LRC47_HUMAN (Q8N1G4) Leucine-rich repeat-
containing protein 47 [MASS=63472]

LRC8C_HUMAN (Q8TDWO) Leucine-rich
repeat-containing protein 8C (Protein AD158)
[MASS=92391]

LRIG1_HUMAN (Q96JA1) Leucine-rich repeats
and immunoglobulin-like domains protein 1
precursor (LIG-1) [MASS=119052]

LRMP_HUMAN (Q12912) Lymphoid-restricted
membrane protein (Protein Jaw1)
[MASS=62092]

LRP1_HUMAN (Q07954) Low-density
lipoprotein receptor-related protein 1 precursor
(LRP) (Alpha-2-macroglobulin receptor)
(A2MR) (Apolipoprotein E receptor) (APOER)
(CD91 antigen) [MASS=504573]

LRRN3_HUMAN (Q9H3WS5) Leucine-rich
repeats neuronal protein 3 precursor (Neuronal
leucine-rich repeat protein 3) (NLRR-3)
[MASS=79424]

LSAMP_HUMAN (Q13449) Limbic system-
associated membrane protein precursor
(LSAMP) [MASS=37308]

0.00

0.99

0.00

0.00

0.99

0.00

0.99

6.26

6.23

5.66

5.48

4.67

5.59

3.96

3.53

6.80

0.84

0.65

1.29

0.69

0.69

0.64

0.63

0.00

0.38

0.00

0.57

0.08

0.00

0.00
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LTK_HUMAN (P29376) Leukocyte tyrosine
kinase receptor precursor (EC 2.7.10.1)
(Protein tyrosine kinase 1) [MASS=91653]

LY6H_HUMAN (094772) Lymphocyte antigen
Ly-6H precursor [MASS=14669]

M20OM_HUMAN (Q02978) Mitochondrial 2-
oxoglutarate/malate carrier protein (OGCP)
(Solute carrier family 25 member 11)
[MASS=33930]

M3K14_HUMAN (Q99558) Mitogen-activated
protein kinase kinase kinase 14 (EC 2.7.11.25)
(NF-kappa beta-inducing kinase)
(Serine/threonine-protein kinase NIK) (HsNIK)
[MASS=104041]

M3K4_HUMAN (Q9Y6R4) Mitogen-activated
protein kinase kinase kinase 4 (EC 2.7.11.25)
(MAPK/ERK kinase kinase 4) (MEK kinase 4)
(MEKK 4) (MAP three kinase 1)
[MASS=181550]

M3K5_HUMAN (Q99683) Mitogen-activated
protein kinase kinase kinase 5 (EC 2.7.11.25)
(MAPK/ERK kinase kinase 5) (MEK kinase 5)
(MEKK 5) (Apoptosis signal-regulating kinase
1) (ASK-1) [MASS=154536]

MACF1_HUMAN (Q9UPN3) Microtubule-actin
crosslinking factor 1, isoforms 1/2/3/5 (Actin
cross-linking family protein 7) (Macrophin-1)
(Trabeculin-alpha) (620 kDa actin-binding
protein) (ABP620) [MASS=620414]

MACF4_HUMAN (Q96PK2) Microtubule-actin
crosslinking factor 1, isoform 4 [MASS=670146]

MAML3_HUMAN (Q96JK9) Mastermind-like
protein 3 (Mam-3) [MASS=121692]
MAON_HUMAN (Q16798) NADP-dependent
malic enzyme, mitochondrial precursor (EC
1.1.1.40) (NADP-ME) (Malic enzyme 3)
[MASS=67054]

0.00

0.97

1.00

0.00

0.00

0.00

0.00

0.00

1.00

6.48

20.71

17.57
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0.39
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MAP1B_HUMAN (P46821) Microtubule-
associated protein 1B (MAP 1B) [Contains:
MAP1 light chain LC1] [MASS=270618]

MASP2_HUMAN (000187) Mannan-binding
lectin serine protease 2 precursor (EC
3.4.21.104) (Mannose-binding protein-
associated serine protease 2) (MASP-2) (MBL-
associated serine protease 2) [Contains:
Mannan-binding lectin serine protease 2 A
chain; Mannan-b [MASS=75685]

MAST3_HUMAN (060307) Microtubule-
associated serine/threonine-protein kinase 3
(EC 2.7.11.1) [MASS=143136]

MATR3_HUMAN (P43243) Matrin-3
[MASS=94623]

MCCC2_HUMAN (Q9HCCO0) Methylcrotonoyl-
CoA carboxylase beta chain, mitochondrial
precursor (EC 6.4.1.4) (3-Methylcrotonyl-CoA
carboxylase 2) (MCCase subunit beta) (3-
methylcrotonyl-CoA:carbon dioxide ligase
subunit beta) (3-Methylcrotonyl-CoA
carboxylase n [MASS=61333]

MCE1_HUMAN (060942) mRNA capping
enzyme (HCE) (HCAP1) [Includes:
Polynucleotide 5'-triphosphatase (EC 3.1.3.33)
(mRNA 5'-triphosphatase) (TPase); mMRNA
guanylyltransferase (EC 2.7.7.50) (GTP--RNA
guanylyltransferase) (GTase)] [MASS=68556]

MDGA1_HUMAN (Q8NFP4) MAM domain-
containing glycosylphosphatidylinositol anchor
protein 1 precursor (MAM domain-containing
protein 3) (GPI and MAM protein)
(Glycosylphosphatidylinositol-MAM) (GPIM)
[MASS=105790]

0.00

0.66

0.96

0.00

2.23

11.81

5.42

6.02

4.09

8.38

1.88

3.28

0.15
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0.00

0.00

0.00

0.00
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MDHC_HUMAN (P40925) Malate
dehydrogenase, cytoplasmic (EC 1.1.1.37)
(Cytosolic malate dehydrogenase)
[MASS=36295]

0.86

MDHM_HUMAN (P40926) Malate
dehydrogenase, mitochondrial precursor (EC 1.00
1.1.1.37) [MASS=35531]

MEGF8_HUMAN (Q7Z7M0) Multiple epidermal
growth factor-like domains 8 (EGF-like domain- "
containing protein 4) (Multiple EGF-like domain
protein 4) [MASS=254572]

MERL_HUMAN (P35240) Merlin (Moesin-ezrin-
radixin-like protein) (Neurofibromin-2)
(Schwannomin) (Schwannomerlin)
[MASS=69690]

MFN2_HUMAN (095140) Transmembrane
GTPase MFN2 (EC 3.6.5.-) (Mitofusin-2) 0.00
[MASS=86402]

MGST3_HUMAN (014880) Microsomal
glutathione S-transferase 3 (EC 2.5.1.18)
(Microsomal GST-3) (Microsomal GST-III)
[MASS=16516]

MICA2_HUMAN (094851) Protein MICAL-2 .
[MASS=126688]

0.00

1.00

MIER1_HUMAN (Q8N108) Mesoderm
induction early response protein 1 (Mi-er1) (hmi-  *
er1) (Early response 1) (Er1) [MASS=60653]

2.10

26.92

2.98

7.06

6.74

15.79

1.78

5.60

0.57

0.84

0.71

1.28

0.02

0.07

0.00

0.00

0.01
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MINK1_HUMAN (Q8N4C8) Misshapen-like

kinase 1 (EC 2.7.11.1) (Mitogen-activated

protein kinase kinase kinase kinase 6)

(MAPK/ERK kinase kinase kinase 6) (MEK 0.98
kinase kinase 6) (MEKKK 6) (Misshapen/NIK-

related kinase) (GCK family kinase MiNK)
[MASS=149808]

MIOX_HUMAN (Q9UGB?7) Inositol oxygenase

(EC 1.13.99.1) (Myo-inositol oxygenase)

(Aldehyde reductase-like 6) (Renal-specific 0.00
oxidoreductase) (Kidney-specific protein 32)
[MASS=33009]

MKO1_HUMAN (P28482) Mitogen-activated

protein kinase 1 (EC 2.7.11.24) (Extracellular
signal-regulated kinase 2) (ERK-2) (Mitogen- 1.00
activated protein kinase 2) (MAP kinase 2)

(MAPK 2) (p42-MAPK) (ERT1) [MASS=41258]

MKNK2_HUMAN (Q9HBH9) MAP kinase-
interacting serine/threonine-protein kinase 2 .
(EC 2.7.11.1) (MAP kinase signal-integrating

kinase 2) (Mnk2) [MASS=51875]

MLL2_HUMAN (014686) Myeloid/lymphoid or
mixed-lineage leukemia protein 2 (ALL1-related
protein) [MASS=564181]

MLP3A_HUMAN (Q9H492) Microtubule-

associated proteins 1A/1B light chain 3A

precursor (MAP1A/MAP1B LC3 A) (MAP1A/1B

light chain 3 A) (MAP1 light chain 3-like protein *
1) (Microtubule-associated protein 1 light chain

3 alpha) (Autophagy-related protein LC3 A
[MASS=14272]

0.90

6.32

11.70

6.45

3.59

14.88

0.29

0.00

0.80

0.00

0.00
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MMP19_HUMAN (Q99542) Matrix
metalloproteinase-19 precursor (EC 3.4.24.-)

(MMP-19) (Matrix metalloproteinase RASI) 0.0 5.71
(MMP-18) [MASS=57357]

MMP3_HUMAN (P08254) Stromelysin-1

precursor (EC 3.4.24.17) (Matrix 000 419
metalloproteinase-3) (MMP-3) (Transin-1) (SL- ' ’
1) [MASS=53977]

MMP8_HUMAN (P22894) Neutrophil

collagenase precursor (EC 3.4.24.34) (Matrix 000 364

metalloproteinase-8) (MMP-8) (PMNL
collagenase) (PMNL-CL) [MASS=53412]

MMSA_HUMAN (Q02252) Methylmalonate-
semialdehyde dehydrogenase [acylating],
mitochondrial precursor (EC 1.2.1.27) .
(MMSDH) (Malonate-semialdehyde

dehydrogenase [acylating]) (EC 1.2.1.18)
[MASS=57839]

4.86

MOD5_HUMAN (Q9H3H1) tRNA

isopentenyltransferase, mitochondrial precursor

(EC 2.5.1.8) (Isopentenyl-diphosphate:tRNA 0.00 8.78
isopentenyltransferase) (IPP transferase)

(IPTase) (IPPT) (hGRO1) [MASS=52725]

MOG_HUMAN (Q16653) Myelin-
oligodendrocyte glycoprotein precursor * 8.91
[MASS=28179]

MORC3_HUMAN (Q14149) MORC family CW-
type zinc finger 3 (Zinc finger CW-type coiled- * 2.56
coil domain protein 3) [MASS=107112]

3.51

0.44

0.69
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0.00 1 2 3 NISHNWMHC[339R
1 TFPGIPK
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oo 1 o 3 EFHEYLITEGKC339]TLETSNQLLKK
: 2 VDDMLAAGLLEELRDFHR
+ + 1 3 NATGMEVGWYRPPFSRVVHLYR
* 1 3 KLPDGMDQLPEKWYC[339]SNNPDPQFR
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MORC4_HUMAN (Q8TE76) MORC family CW-
type zinc finger 4 (Zinc finger CW-type coiled-
coil domain protein 2) [MASS=106347]

MPCP_HUMAN (Q00325) Phosphate carrier
protein, mitochondrial precursor (PTP) (Solute
carrier family 25 member 3) [MASS=40095]

MPPA_HUMAN (Q10713) Mitochondrial-
processing peptidase alpha subunit,
mitochondrial precursor (EC 3.4.24.64) (Alpha-
MPP) (P-55) [MASS=58253]

MPRI_HUMAN (P11717) Cation-independent
mannose-6-phosphate receptor precursor (Cl
Man-6-P receptor) (CI-MPR) (M6PR) (Insulin-
like growth factor 2 receptor) (Insulin-like
growth factor Il receptor) (IGF-Il receptor)
(M6P/IGF2 receptor) (M6P/IGF2R) (300 kD
[MASS=274274]

MRC2_HUMAN (Q9UBGO0) Macrophage
mannose receptor 2 precursor (Urokinase
receptor-associated protein) (Endocytic
receptor 180) (CD280 antigen) [MASS=166654]

MSAP_HUMAN (Q9Y2B0) MIR-interacting
saposin-like protein precursor (Transmembrane
protein 4) (Putative secreted protein ZSIG9)
[MASS=20652]

MTCH1_HUMAN (Q9NZJ7) Mitochondrial
carrier homolog 1 (Presenilin-associated
protein) [MASS=41544]

MTCH2_HUMAN (Q9Y6C9) Mitochondrial

carrier homolog 2 (Met-induced mitochondrial
protein) [MASS=33331]

MTMR6_HUMAN (Q9Y217) Myotubularin-
related protein 6 (EC 3.1.3.-) [MASS=71953]

MTMRD_HUMAN (Q86WG5) Myotubularin-
related protein 13 (SET-binding factor 2)
[MASS=208463]

*

0.97
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MX2_HUMAN (P20592) Interferon-induced
GTP-binding protein Mx2 (Interferon-regulated
resistance GTP-binding protein MxB) (p78-
related protein) [MASS=82088]

MY18B_HUMAN (Q8IUG5) Myosin-18B
(Myosin XVIlIb) [MASS=285183]

MYCN_HUMAN (P04198) N-myc proto-
oncogene protein [MASS=49561]

MYH9_HUMAN (P35579) Myosin-9 (Myosin
heavy chain, nonmuscle Ila) (Nonmuscle
myosin heavy chain Illa) (NMMHC lI-a)
(NMMHC-IIA) (Cellular myosin heavy chain,
type A) (Nonmuscle myosin heavy chain-A)
(NMMHC-A) [MASS=226400]

MYO5A_HUMAN (Q9Y411) Myosin-5A (Myosin
Va) (Dilute myosin heavy chain, non-muscle)
(Myosin heavy chain 12) (Myoxin)
[MASS=215420]

MYO7A_HUMAN (Q13402) Myosin-7A (Myosin
Vlila) [MASS=254404]

MYO9B_HUMAN (Q13459) Myosin-9B (Myosin
IXb) (Unconventional myosin-9b)
[MASS=243556]

MYOTI_HUMAN (Q9UBF9) Myotilin (Titin
immunoglobulin domain protein) (Myofibrillar
titin-like lg domains protein) (57 kDa
cytoskeletal protein) [MASS=55395]

MYPN_HUMAN (Q86TC9) Myopalladin (145
kDa sarcomeric protein) [MASS=145256]
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MYPR_HUMAN (P60201) Myelin proteolipid
protein (PLP) (Lipophilin) [MASS=29946]

MYST4_HUMAN (Q8WYB5) Histone
acetyltransferase MYST4 (EC 2.3.1.48) (EC
2.3.1.-) (MYST protein 4) (MOZ, YBF2/SAS3,
SAS2 and TIP60 protein 4) (Histone
acetyltransferase MOZ2) (Monocytic leukemia
zinc finger protein-related factor) (Histone
acetyltransferas [MASS=231343]

N4BM_HUMAN (095298) NADH-ubiquinone
oxidoreductase subunit B14.5b (EC 1.6.5.3)
(EC 1.6.99.3) (Complex I-B14.5b) (CI-B14.5b)
[MASS=14187]

NAC2_HUMAN (Q9UPRS5) Sodium/calcium
exchanger 2 precursor (Na(+)/Ca(2+)-exchange
protein 2) [MASS=100367]

NADE1_HUMAN (Q61A69) Glutamine-
dependent NAD(+) synthetase (EC 6.3.5.1)
(NAD(+) synthase [glutamine-hydrolyzing])
(NAD(+) synthetase 1) [MASS=79293]

NAL14_HUMAN (Q86W24) NACHT, LRR and
PYD-containing protein 14 (Nucleotide-binding
oligomerization domain protein 5)
[MASS=124732]

NALP6_HUMAN (P59044) NACHT, LRR and
PYD-containing protein 6 (PYRIN-containing
APAF1-like protein 5) [MASS=98733]

NBEAL_HUMAN (Q6ZS30) Neurobeachin-like
1 (Amyotrophic lateral sclerosis 2 chromosomal
region candidate gene 17 protein)
[MASS=150732]

1.00

0.00

0.00

*

18.12
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NCA11_HUMAN (P13591) Neural cell
adhesion molecule 1, 140 kDa isoform
precursor (N-CAM 140) (NCAM-140) (CD56
antigen) [MASS=93360]

NCALD_HUMAN (P61601) Neurocalcin delta
[MASS=22114]

NDRG1_HUMAN (Q92597) Protein NDRG1 (N-
myc downstream-regulated gene 1 protein)
(Differentiation-related gene 1 protein) (DRG-1)
(Reducing agents and tunicamycin-responsive
protein) (RTP) (Nickel-specific induction protein
Cap43) (Rit42) [MASS=42835]

NDRG2_HUMAN (Q9UN36) Protein NDRG2
(Protein Syld709613) [MASS=40798]

NDUA2_HUMAN (043678) NADH
dehydrogenase [ubiquinone] 1 alpha
subcomplex subunit 2 (EC 1.6.5.3) (EC
1.6.99.3) (NADH-ubiquinone oxidoreductase
B8 subunit) (Complex I-B8) (CI-B8)
[MASS=10790]

NDUA5_HUMAN (Q16718) NADH
dehydrogenase [ubiquinone] 1 alpha
subcomplex subunit 5 (EC 1.6.5.3) (EC
1.6.99.3) (NADH-ubiquinone oxidoreductase 13
kDa-B subunit) (Complex I-13Kd-B) (CI-13Kd-
B) (Complex | subunit B13) [MASS=13327]

NDUA8_HUMAN (P51970) NADH
dehydrogenase [ubiquinone] 1 alpha
subcomplex subunit 8 (EC 1.6.5.3) (EC
1.6.99.3) (NADH-ubiquinone oxidoreductase 19
kDa subunit) (Complex I-19KD) (CI-19KD)
(Complex I-PGIV) (CI-PGIV) [MASS=19974]

NDUAA_HUMAN (095299) NADH
dehydrogenase [ubiquinone] 1 alpha
subcomplex subunit 10, mitochondrial
precursor (EC 1.6.5.3) (EC 1.6.99.3) (NADH-
ubiquinone oxidoreductase 42 kDa subunit)
(Complex |-42KD) (Cl-42KD) [MASS=40750]
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NDUB7_HUMAN (P17568) NADH
dehydrogenase [ubiquinone] 1 beta
subcomplex subunit 7 (EC 1.6.5.3) (EC
1.6.99.3) (NADH-ubiquinone oxidoreductase
B18 subunit) (Complex I-B18) (CI-B18) (Cell
adhesion protein SQM1) [MASS=16271]

NEBU_HUMAN (P20929) Nebulin
[MASS=773208]

NEK4_HUMAN (P51957) Serine/threonine-
protein kinase Nek4 (EC 2.7.11.1) (NimA-
related protein kinase 4) (Serine/threonine-
protein kinase 2) (Serine/threonine-protein
kinase NRK2) [MASS=94571]

NF1_HUMAN (P21359) Neurofibromin
(Neurofibromatosis-related protein NF-1)
[Contains: Neurofibromin truncated]
[MASS=319370]

NF2L2_HUMAN (Q16236) Nuclear factor
erythroid 2-related factor 2 (NF-E2-related
factor 2) (NFE2-related factor 2) (Nuclear
factor, erythroid derived 2, like 2) (HEBP1)
[MASS=67826]

NFASC_HUMAN (094856) Neurofascin
precursor [MASS=150026]

NFIB_HUMAN (0O00712) Nuclear factor 1 B-

type (Nuclear factor 1/B) (NF1-B) (NFI-B) (NF-

1/B) (CCAAT-box-binding transcription factor)

(CTF) (TGGCA-binding protein) [MASS=47442]
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0.99
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NHPX_HUMAN (P55769) NHP2-like protein 1
(High mobility group-like nuclear protein 2
homolog 1) (U4/U6.U5 tri-snRNP 15.5 kDa
protein) (OTK27) (hSNU13) [MASS=14042]

NIFUN_HUMAN (Q9H1K1) NifU-like N-terminal
domain-containing protein, mitochondrial
precursor (NifU-like protein) (Iron-sulfur cluster
assembly enzyme ISCU) [MASS=17937]

NIPM_HUMAN (043920) NADH-ubiquinone
oxidoreductase 15 kDa subunit (EC 1.6.5.3)
(EC 1.6.99.3) (Complex I-15 kDa) (CI-15 kDa)
[MASS=12386]

NIPS1_HUMAN (Q9BPWS8) Protein NipSnap1
[MASS=33310]
NIPS2_HUMAN (075323) Protein NipSnap2

(Glioblastoma amplified sequence)
[MASS=33742]

NKRF_HUMAN (015226) NF-kappa-B-
repressing factor (NFKB-repressing factor)
(Transcription factor NRF) (ITBA4 protein)
[MASS=77672]

NKTR_HUMAN (P30414) NK-tumor recognition
protein (Natural-killer cells cyclophilin-related
protein) (NK-TR protein) [MASS=165675]

NLGN1_HUMAN (Q8N2Q7) Neuroligin-1
precursor [MASS=93835]

NLTP_HUMAN (P22307) Nonspecific lipid-
transfer protein (EC 2.3.1.176) (Propanoyl-CoA
C-acyltransferase) (NSL-TP) (Sterol carrier
protein 2) (SCP-2) (Sterol carrier protein X)
(SCP-X) (SCP-chi) (SCPX) [MASS=58993]
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NNTM_HUMAN (Q13423) NAD(P)
transhydrogenase, mitochondrial precursor (EC
1.6.1.2) (Pyridine nucleotide transhydrogenase)
(Nicotinamide nucleotide transhydrogenase)
[MASS=113895]

NOP14_HUMAN (P78316) Probable nucleolar
complex protein 14 [MASS=97668]

NOP5_HUMAN (Q9Y2X3) Nucleolar protein
NOPS5 (Nucleolar protein 5) (NOP58)
[MASS=59578]

NOS1_HUMAN (P29475) Nitric-oxide synthase,
brain (EC 1.14.13.39) (NOS type |) (Neuronal
NOS) (N-NOS) (nNOS) (Constitutive NOS) (NC-
NOS) (bNOS) [MASS=160969]

NOTC4_HUMAN (Q99466) Neurogenic locus
notch homolog protein 4 precursor (Notch 4)
(hNotch4) [Contains: Notch 4 extracellular
truncation; Notch 4 intracellular domain]
[MASS=209621]

NP1L4_HUMAN (Q99733) Nucleosome
assembly protein 1-like 4 (Nucleosome
assembly protein 2) (NAP2) [MASS=42823]

NPC1_HUMAN (015118) Niemann-Pick C1
protein precursor [MASS=142166]

NPTN_HUMAN (Q9Y639) Neuroplastin
precursor (Stromal cell-derived receptor 1)
(SDR-1) [MASS=31291]
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NR4A3_HUMAN (Q92570) Orphan nuclear
receptor NR4A3 (Nuclear hormone receptor
NOR-1) (Neuron-derived orphan receptor 1)
(Mitogen-induced nuclear orphan receptor)

[MASS=68229]

NRBP_HUMAN (Q9UHY 1) Nuclear receptor-
binding protein [MASS=59844]

NRG2_HUMAN (014511) Pro-neuregulin-2,
membrane-bound isoform precursor (Pro-
NRG2) [Contains: Neuregulin-2 (NRG-2)
(Neural- and thymus-derived activator for
ERBB kinases) (NTAK) (Divergent of
neuregulin-1) (DON-1)] [MASS=91678]

NRX1A_HUMAN (Q9ULB1) Neurexin-1-alpha
precursor (Neurexin l-alpha) [MASS=161882]

NRX3A_HUMAN (Q9Y4CO0) Neurexin-3-alpha
precursor (Neurexin lll-alpha) [MASS=169922]

NSF_HUMAN (P46459) Vesicle-fusing ATPase
(EC 3.6.4.6) (Vesicular-fusion protein NSF) (N-
ethylmaleimide sensitive fusion protein) (NEM-
sensitive fusion protein) [MASS=82654]

NU160_HUMAN (Q12769) Nuclear pore
complex protein Nup160 (Nucleoporin Nup160)
(160 kDa nucleoporin) [MASS=149000]

NU214_HUMAN (P35658) Nuclear pore
complex protein Nup214 (Nucleoporin Nup214)
(214 kDa nucleoporin) (CAN protein)
[MASS=213765]

NUAM_HUMAN (P28331) NADH-ubiquinone
oxidoreductase 75 kDa subunit, mitochondrial
precursor (EC 1.6.5.3) (EC 1.6.99.3) (Complex
I-75Kd) (CI-75Kd) [MASS=79467]
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NUBM_HUMAN (P49821) NADH-ubiquinone
oxidoreductase 51 kDa subunit, mitochondrial
precursor (EC 1.6.5.3) (EC 1.6.99.3) (Complex
I-51KD) (CI-51KD) (NADH dehydrogenase
flavoprotein 1) [MASS=50817]

NUHM_HUMAN (P19404) NADH-ubiquinone
oxidoreductase 24 kDa subunit, mitochondrial
precursor (EC 1.6.5.3) (EC 1.6.99.3)
[MASS=27391]

NUIM_HUMAN (000217) NADH-ubiquinone
oxidoreductase 23 kDa subunit, mitochondrial
precursor (EC 1.6.5.3) (EC 1.6.99.3) (Complex
I-23KD) (CI-23KD) (TYKY subunit)
[MASS=23705]

NUKM_HUMAN (075251) NADH-ubiquinone
oxidoreductase 20 kDa subunit, mitochondrial
precursor (EC 1.6.5.3) (EC 1.6.99.3) (Complex
I-20KD) (CI-20KD) (PSST subunit)
[MASS=23563]

NUMM_HUMAN (075380) NADH-ubiquinone
oxidoreductase 13 kDa-A subunit,
mitochondrial precursor (EC 1.6.5.3) (EC
1.6.99.3) (Complex I-13KD-A) (CI-13KD-A)
[MASS=13712]

NVL_HUMAN (015381) Nuclear valosin-
containing protein-like (Nuclear VCP-like
protein) (NVLp) [MASS=95050]
051Q1_HUMAN (Q8NH59) Olfactory receptor
51Q1 [MASS=35747]

051V1_HUMAN (Q9H2C8) Olfactory receptor
51V1 (Odorant receptor HOR3'beta1) (Olfactory
receptor OR11-36) [MASS=36882]

052K1_HUMAN (Q8NGK4) Olfactory receptor
52K1 [MASS=35289]
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LKPPFPADVGVFGC[330]PTTVANVETVAVSPTIC[330]R
LIEFYKHESC[339]GQC[339]TPC[339]R
YLVVNADEGEPGTC[339]KDR
NAC[330]GSGYDFDVFVVR

IEAIVKNYPEGHK
YHIQVC[339]TTTPC[339]M[147]LR
ARAAGLTAHWGRHVR
SGRFSC[339]EPAGGLTSLTEPPKGPGFGVQAGL
YHIQVC[330]TTTPC[330]M[147]LR

C[339]IAC[339]K

IVPVDIYIPGCI[339]PPTAEALLYGILQLQR

VIAC[339]DGGGGALGHPK
VIAC[330]DGGGGALGHPK

VIAC[339]DGGGGALGHPK

KDSFFLDLSC[330]EKSNPK
TLLAHAIAGELDLPILKVAAPEIVSGVSGESEQK
C[339]DC[339]Y TGADLSALVREASIC[330]JALRQEM[147]AR

LRALNNCI[339]LSHILAVLVLYIPM[147]VGVSM[147]THR

YIAIC[339]INPLRYSSILTNSR

AFGTC[339]VSHIGAILSTYTPVVISSVMHR
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OBSCN_HUMAN (Q5VST9) Obscurin
(Obscurin-myosin light chain kinase) (Obscurin-
MLCK) (Obscurin-RhoGEF) [MASS=868479]

OCLN_HUMAN (Q16625) Occludin
[MASS=59143]

OCRL_HUMAN (Q01968) Inositol
polyphosphate 5-phosphatase OCRL-1 (EC
3.1.3.36) (Lowe oculocerebrorenal syndrome
protein) [MASS=104204]

OCTC_HUMAN (Q9UKG9) Peroxisomal
carnitine O-octanoyltransferase (EC 2.3.1.137)
(COT) [MASS=70178]

ODBB_HUMAN (P21953) 2-oxoisovalerate
dehydrogenase subunit beta, mitochondrial
precursor (EC 1.2.4.4) (Branched-chain alpha-
keto acid dehydrogenase E1 component beta
chain) (BCKDH E1-beta) [MASS=43122]

ODO1_HUMAN (Q02218) 2-oxoglutarate
dehydrogenase E1 component, mitochondrial
precursor (EC 1.2.4.2) (Alpha-ketoglutarate
dehydrogenase) [MASS=113475]

ODP2_HUMAN (P10515) Dihydrolipoyllysine-
residue acetyltransferase component of
pyruvate dehydrogenase complex,
mitochondrial precursor (EC 2.3.1.12)
(Pyruvate dehydrogenase complex E2 subunit)
(PDCEZ2) (E2) (Dihydrolipoamide S-
acetyltransferase component [MASS=65781]

0.00

0.00

0.00

0.00

1.00

1.44

12.26

4.77

9.48

4.85

1.40

12.05

2.39

1.01

1.58

0.00

0.00

0.00

0.00

0.09
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ASLIVRERPAAIIK

HSLRQDGSR

HRLVLHNVGFADR
LSSIDLNDQVEGDDR
LLGPKAPGPSTGDLTGPGPC[330]PR
LEVRVKPVVFLK

AGKTM[147]AIAAQGACI[330]RSLTIYR
QGRKYILVVR

PLESPPPYRPDEFKPNHYAPSNDIYGGEMHVR

AAKGFM[147]LAM[147]AAFC[330]FIAALVIFVTSVIRSEM[147]SR

EVPVTKLIDLEEDSFLEKEK
HEVVIWLGDLNYRLC[339]M[147]PDANEVK

GRAFVFDVIHEGCI[339]LVTPPELLR
C[339]HSEPDGPGIAALTSEERTR
TESEGRSPNHIVVLC[339]R

GLLLSC[339]IEDKNPC[339]IFFEPK

FGLEGCI330]EVLIPALK

NFSAIINPPQAC[339]ILAIGASEDKLVPADNEK
ILVAEGTRDVPIGAIIC[339]ITVGK
DVPIGAIIC[339]ITVGKPEDIEAFK
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ODPA_HUMAN (P08559) Pyruvate
dehydrogenase E1 component alpha subunit,
somatic form, mitochondrial precursor (EC
1.2.4.1) (PDHE1-A type I) [MASS=43295]

ODPB_HUMAN (P11177) Pyruvate
dehydrogenase E1 component subunit beta,
mitochondrial precursor (EC 1.2.4.1) (PDHE1-
B) [MASS=39219]

ODPX_HUMAN (000330) Pyruvate
dehydrogenase protein X component,
mitochondrial precursor (Dihydrolipoamide
dehydrogenase-binding protein of pyruvate
dehydrogenase complex) (Lipoyl-containing
pyruvate dehydrogenase complex component
X) (E3-binding protein) [MASS=54122]

OPA1_HUMAN (060313) Dynamin-like 120
kDa protein, mitochondrial precursor (Optic
atrophy 1 gene protein) [MASS=111657]

OPCM_HUMAN (Q14982) Opioid-binding
protein/cell adhesion molecule precursor
(OBCAM) (Opioid-binding cell adhesion
molecule) (OPCML) [MASS=38007]
OR2A7_HUMAN (Q96R45) Olfactory receptor
2A7 [MASS=34726]

OR5DD_HUMAN (Q8NGL4) Olfactory receptor
5D13 [MASS=35447]

OR6A2_HUMAN (095222) Olfactory receptor
6A2 (Olfactory receptor 11-55) (OR11-55) (hP2
olfactory receptor) [MASS=36154]

OR8S1_HUMAN (Q8NHO09) Olfactory receptor
8S1 [MASS=39694]

0.00

0.76

0.97

1.00

0.99

0.00

0.00

0.00

1.28

10.86

7.98

7.19

6.09

8.06

19.11

6.12

8.91

0.99

1.86

1.24

0.78

0.56

0.80

0.78

0.00

0.00

0.09

0.00

0.00

0.00

0.00
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C[339]DLHR

PVGHC[330]LEAAAVLSK
RIIDTPISEM[147]GFAGIAVGAAMAGLR

STVPHAYATADC[339]DLGAVLK
ILM[147]PSLSPTMEEGNIVKWLKK

TQEQC[330]VHNETKNELEK
TALNHC[339]NLC[339]R
SIYHSHHPTLKLQR
TQEQC[339]VHNETKNELEK
C[339]NEEHPAYLASDEITTVR
C[339]NEEHPAYLASDEITTVR
TQEQC[330]VHNETKNELEK
TQEQC[330]VHNETK

DQSGEYECI[330]SALNDVAAPDVRK

EQKKYLPLFHSLFNPMLNPLIC[339]SLR
EQKKYLPLFHSLFNPM[147]LNPLIC[339]SLR

LNSKLHTIM[147]C[330]FFLSHLSLTDFC[339]FSTVVTPK
LC[339]FIIAIFNEVSSLIILTSYM[147]LIFTTIMK

LC[330]VQMAAGSWAGGFGISMVK

TISVEGCI[339]LAQVFFVFVTAGTEAC[339]LLSGMAYDR
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ORAV1_HUMAN (Q8WV07) Oral cancer
overexpressed protein 1 (Tumor amplified and
overexpressed sequence 1) [MASS=15354]

ORC1_HUMAN (Q13415) Origin recognition
complex subunit 1 (Replication control protein
1) [MASS=97349]

OSBP1_HUMAN (P22059) Oxysterol-binding
protein 1 [MASS=89420]

OTOF_HUMAN (Q9HC10) Otoferlin (Fer-1-like
protein 2) [MASS=226735]

OVOL2_HUMAN (Q9BRPO0) Transcription
factor Ovo-like 2 (hOvo2) (Zinc finger protein
339) [MASS=30438]

PA2G6_HUMAN (060733) 85 kDa calcium-
independent phospholipase A2 (EC 3.1.1.4)
(iPLA2) (Cal-PLA2) (Group VI phospholipase
A2) (GVI PLA2) [MASS=89902]

PACN1_HUMAN (Q9BY11) Protein kinase C
and casein kinase substrate in neurons protein
1 [MASS=50965]

PADI2_HUMAN (Q9Y2J8) Protein-arginine
deiminase type-2 (EC 3.5.3.15) (Protein-
arginine deiminase type Il) (Peptidylarginine
deiminase 1) (PAD-H19) [MASS=75563]

PANK3_HUMAN (Q9H999) Pantothenate
kinase 3 (EC 2.7.1.33) (Pantothenic acid kinase
3) (hPanK3) [MASS=41094]

PANK4_HUMAN (Q9NVE?7) Pantothenate

kinase 4 (EC 2.7.1.33) (Pantothenic acid kinase
4) (hPanK4) [MASS=85990]

0.00

0.00

0.00

0.00

21.17

3.95

3.35

4.96

2.91

7.57

3.38

5.86

9.19

2.46

3.12

0.03

NN

2, WWN N -

W www

IGSEIGC[339]YQGFAFAWKC[339]LLHSC[339] TTEKDSR

EARLVVLAIANTMDLPER
MCI[339]FQPYTYSQLQQILR

REAEAM[147]K
AFRGATVLPANTPGNVGSGK

QC[330]TMEMATGEVDVPLVSIFK
ESM[147]FSWDETEYK
WPVASSIDRNEMLEIQVFNYSKVFSNK
RHTVRDK

VLC[339]INGGSSSHSTGEVVVTM[147]EPEVPIKKLETM[147]VK

QRPVARSK

M[147]LLKRGC[330]NVNSTSSAGNTALHVAVMR
VLLLC[339]NARC[330]NIM[147]GPNGYPIHSAM[147]K
NAEMARMLLKR
MLLKRGC[330]NVNSTSSAGNTALHVAVMR

AYHLAC[330]KEEKLAMTR

DGHGEAIMFKGLGGMSSKR
ASWTWGPEGQGAILLVNC[339]DR

RVTGTSLGGGTFLGLC[330]SLLTGC[339]ESFEEALEMASK

SLLHM[147]ISNDIGQLAC[330]LHAR
SLLHMISNDIGQLAC[339]LHAR

-
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PAPS1_HUMAN (043252) Bifunctional 3'-
phosphoadenosine 5'-phosphosulfate
synthetase 1 (PAPS synthetase 1) (PAPSS 1)
(Sulfurylase kinase 1) (SK1) (SK 1) [Includes:
Sulfate adenylyltransferase (EC 2.7.7.4)
(Sulfate adenylate transferase) (SAT) (ATP-
sulfuryl [MASS=70833]

PARK7_HUMAN (Q99497) Protein DJ-1
(Oncogene DJ1) [MASS=19891]

PARP2_HUMAN (Q9UGNS5) Poly [ADP-ribose]
polymerase 2 (EC 2.4.2.30) (PARP-2) (NAD(+)
ADP-ribosyltransferase 2) (Poly[ADP-ribose]
synthetase 2) (PADPRT-2) (hPARP-2)
[MASS=66205]

PAX3_HUMAN (P23760) Paired box protein
Pax-3 (HUP2) [MASS=52967]

PAX8_HUMAN (Q06710) Paired box protein
Pax-8 [MASS=48118]

PAXI_HUMAN (P49023) Paxillin
[MASS=64533]

PCBP2_HUMAN (Q15366) Poly(rC)-binding
protein 2 (Alpha-CP2) (hnRNP-E2)
[MASS=38580]

PCCB_HUMAN (P05166) Propionyl-CoA
carboxylase beta chain, mitochondrial
precursor (EC 6.4.1.3) (PCCase subunit beta)
(Propanoyl-CoA:carbon dioxide ligase subunit
beta) [MASS=58205]

PCD18_HUMAN (Q9HCLO) Protocadherin-18
precursor [MASS=125307]

PCD19_HUMAN (Q8TAB3) Protocadherin-19
precursor [MASS=126252]

PCDA1_HUMAN (Q9Y5I3) Protocadherin alpha
1 precursor (PCDH-alpha1) [MASS=102951]

PCDG5_HUMAN (Q9Y5G8) Protocadherin
gamma A5 precursor (PCDH-gamma-A5)
[MASS=100934]

PCDLK_HUMAN (Q9BYE9) Protocadherin LKC
precursor (PC-LKC) [MASS=141574]

0.00

1.00

0.00

0.00

0.31

0.00

0.00

5.29

8.47

2.92

10.02

2.67

4.40

4.38

14.84

2.84

2.53

2.21

4.83

1.68

0.80

0.50

272

0.31

0.00

0.00

0.00

0.00

M[147]VAGANFYIVGRDPAGMPHPETGK
NLGFSPEDR

VTVAGLAGKDPVQCI[339]SR
VTVAGLAGKDPVQC[330]SR

M[147]GQHSLVAC[330]SGNLNKAK

QLRVSHGC[339]VSKILC[339]R
TTFTAEQLEELER
ILC[330]RYQETGSIRPGAIGGSK

RKMDDSDQDSC[339]R

PGSQLDSM[147]LGSLQSDLNKLGVATVAK

AITIAGIPQSIIEC[330]VK

ISLLLDPGSFVESDM[147]FVEHRC[330]JADFGMAADKNK
VTVITRKAYGGAYDVM[147]SSK
GRINGRLVYVFSQDFTVFGGSLSGAHAQK

PEININLMSPGKEEISYIFEGDPIDTFVALVR
VIILDVNDNTPVITAPPLINGTAEVYIPR
SYEIQVKAVDKGSPPMSNHCI[339]K
ISETFQLDSNLGEISTLQSLDYEESR

MKIYGVEVEIIDINDNFPR
TAAGVMPSAPAIPGTNMYNTER



PCLO_HUMAN (Q9Y6VO0) Protein piccolo
(Aczonin) [MASS=566653]

PCNT_HUMAN (095613) Pericentrin
(Pericentrin B) (Kendrin) [MASS=378079]

PCSK6_HUMAN (P29122) Proprotein
convertase subtilisin/kexin type 6 precursor (EC
3.4.21.-) (Paired basic amino acid cleaving
enzyme 4) (Subtilisin/kexin-like protease
PACE4) (Subtilisin-like proprotein convertase
4) (SPC4) [MASS=106420]

PCYOX_HUMAN (Q9UHG3) Prenylcysteine
oxidase precursor (EC 1.8.3.5) (PCL1)
[MASS=56611]

PDIA3_HUMAN (P30101) Protein disulfide-
isomerase A3 precursor (EC 5.3.4.1) (Disulfide
isomerase ER-60) (ERp60) (58 kDa
microsomal protein) (p58) (ERp57) (58 kDa
glucose-regulated protein) [MASS=56782]

PDZK3_HUMAN (015018) PDZ domain-
containing protein 3 (PDZ domain-containing
protein 2) (Activated in prostate cancer protein)
[MASS=301609]

PE2R2_HUMAN (P43116) Prostaglandin E2
receptor, EP2 subtype (Prostanoid EP2
receptor) (PGE receptor, EP2 subtype)
[MASS=39760]

*

0.00

0.00

2.91

1.92

4.44

2.18

1.58

1.27

7.54

3.83

0.94

0.00

0.00
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PTGLSLTSSM[147]TLNLVTSADYK
AEEDPM[147]EDPYELKLLKHQIK
PPIAPKPVIPQLPTTTQK
AIPRPASDSK

LLKHHLQK

SQLSELQKDLAAEK
C[330]IAGDLQKTLSEEQEKANSVQK
QVLMQEEEIKRLEEM[147ININIR

NC[339]LKC[330]HPSC[330]KK
SIPLVQVLR
IGGIRM[147]LDGDVTDVVEAKSLGIR

LVC[339]SGLLQASK

NRVM[147]MVAK

NSIPGGPSGEDHLYFTPRPATRTYSMPAQFSSHFGR

ACI[330]TYFAFAMTFFSLATMLMLFAM[147]ALER
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PECI_HUMAN (O75521) Peroxisomal 3,2-trans-

enoyl-CoA isomerase (EC 5.3.3.8) (Dodecenoyl

CoA isomerase) (Delta(3),delta(2)-enoyl-CoA

isomerase) (D3,D2-enoyl-CoA isomerase) (DBI- 0.99 4.18 0.90 0.00 1 1 2  LHAVNAEEC[330]NVLQGR
related protein 1) (DRS-1) (Hepatocellular

carcinoma-associated antigen 88) (NY

[MASS=39609]

PEPL1_HUMAN (Q8NDH3) Probable
aminopeptidase NPEPL1 (EC 3.4.11.-) 0.00 554 0.19 0.00 1 2
(Aminopeptidase-like 1) [MASS=55861]

1 TTM[147]PGM[147]KR
3 DC[330]GGAAAVLGAFRAAIKQGFK

PGAM1_HUMAN (P18669) Phosphoglycerate

mutase 1 (EC 5.4.2.1) (EC 5.4.2.4) (EC 2  YADLTEDQLPSC[330]ESLKDTIAR
3.1.3.13) (Phosphoglycerate mutase isozyme 1.00 15.02 1.26 0.00 2 2 2  YADLTEDQLPSC[339]ESLKDTIAR
B) (PGAM-B) (BPG-dependent PGAM 1) 2  ALPFWNEEIVPQIKEGK
[MASS=28673]

PGBM_HUMAN (P98160) Basement

membrane-specific heparan sulfate . 0.64 . . . 2 2 AGFFGDAMKATATSC[339]R
proteoglycan core protein precursor (HSPG) ’ 2  PLPC[339]GPQEAAC[330]R
(Perlecan) (PLC) [MASS=468822]

PGCB_HUMAN (Q96GW?7) Brevican core 2 AVLGSPRVK

protein precursor (Brain-enriched hyaluronan- 3 IAGDAPLQGVLGGALTIPC[330HVHYLRPPPSR
binding protein) (Protein BEHAB) 088 615 087 027 2 4 1 PPPSRR
[MASS=99117] 2  WEAPQISCI[330]VPR
PGK1_HUMAN (P00558) Phosphoglycerate 2 ACI330]ANPAAGSVILLENLR
. : - 3  IKAAVPSIKFC[339]LDNGAK
kinase 1 (EC 2.7.2.3) (Primer recognition 1.00 15.14 091 0.02 2 4
rotein 2) (PRP 2) [MASS=44483] 2 DVLFLKDC[330]VGPEVEK
P 3  ELNYFAKALESPER

PGTB_HUMAN (P53611) Geranylgeranyl

transferase type-2 subunit beta (EC 2.5.1.60)

(Geranylgeranyl transferase type Il subunit

beta) (Rab geranylgeranyltransferase subunit 0.44 544 043 0.00 1 1 2  AIEFVLSC[330]M[147]NFDGGFGC[330]R
beta) (Rab geranyl-geranyltransferase subunit

beta) (Rab GG transferase beta) (Rab G

[MASS=36924]
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PHLA1_HUMAN (Q8WV24) Pleckstrin
homology-like domain family A member 1 (T-
cell death-associated gene 51 protein)
(Apoptosis-associated nuclear protein) (Proline-
and histidine-rich protein) (Proline- and
glutamine-rich protein) (PQ-rich protein)
[MASS=29524]

PHLPP_HUMAN (060346) PH domain leucine-
rich repeat-containing protein phosphatase (EC
3.1.3.16) (PH domain leucine-rich repeat
protein phosphatase) (Pleckstrin homology
domain-containing family E protein 1)
(Suprachiasmatic nucleus circadian oscillatory
[MASS=184671]

PHYIP_HUMAN (Q92561) Phytanoyl-CoA
hydroxylase-interacting protein (Phytanoyl-CoA
hydroxylase-associated protein 1) (PAHXAP1)
(PAHX-AP1) [MASS=37572]

PI3R4_HUMAN (Q99570) Phosphoinositide 3-
kinase regulatory subunit 4 (EC 2.7.11.1) (PI3-
kinase regulatory subunit 4) (PI3-kinase p150
subunit) (Phosphoinositide 3-kinase adaptor
protein) [MASS=152971]

PI52A_HUMAN (P48426) Phosphatidylinositol-
4-phosphate 5-kinase type-2 alpha (EC
2.7.1.68) (Phosphatidylinositol-4-phosphate 5-
kinase type Il alpha) (1-phosphatidylinositol-4-
phosphate 5-kinase 2-alpha) (PtdIns(4)P-5-
kinase isoform 2-alpha) (PIP5KII-alpha
[MASS=46224]

PIGT_HUMAN (Q969N2) GPI transamidase
component PIG-T precursor
(Phosphatidylinositol-glycan biosynthesis, class
T protein) [MASS=65699]

PIN1_HUMAN (Q13526) Peptidyl-prolyl cis-
trans isomerase NIMA-interacting 1 (EC
5.2.1.8) (Rotamase Pin1) (PPlase Pin1)
[MASS=18243]

0.00

0.00

0.95

0.00

7.34

3.44

3.64

3.02

4.19

4.84

4.29

0.63

5.59

0.89

0.73

0.00

0.00

0.00

0.00
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THC[339]GNM[147]LQPYLK

IRLNSAQNCI[339]LPFQKASEK
LLSQGM[147]TEEEEDKLLALKDFMMK
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VSIQFERALLK
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PK3CG_HUMAN (P48736) Phosphatidylinositol:
4,5-bisphosphate 3-kinase catalytic subunit
gamma isoform (EC 2.7.1.153) (PI3-kinase
p110 subunit gamma) (PtdIns-3-kinase subunit
p110) (PI3K) (PI3Kgamma) (p120-PI3K)
[MASS=126453]

0.32

PKDRE_HUMAN (Q9NTG1) Polycystic kidney
disease and receptor for egg jelly-related
protein precursor (PKD and REJ homolog)
[MASS=255447]

0.21

PKHA5_HUMAN (Q9HAUO) Pleckstrin
homology domain-containing family A member
5 (Phosphoinositol 3-phosphate-binding protein
2) (PEPP-2) [MASS=127463]

0.00

PKHB1_HUMAN (Q9UF11) Pleckstrin

homology domain-containing family B member

1 (Pleckstrin homology domain retinal protein 0.37
1) (PH domain-containing protein in retina 1)
(PHRET1) [MASS=27186]

PKHD1_HUMAN (Q8TCZ9) Polycystic kidney
and hepatic disease 1 precursor (Fibrocystin) 0.00
(Polyductin) (Tigmin) [MASS=446699]

PKP1_HUMAN (Q13835) Plakophilin-1 (Band-6
protein) (B6P) [MASS=82860]

PLAP_HUMAN (Q9Y263) Phospholipase A-2-
activating protein (PLAP) (PLA2P) 0.00
[MASS=87157]

PLCB2_HUMAN (Q00722) 1-
phosphatidylinositol-4,5-bisphosphate
phosphodiesterase beta 2 (EC 3.1.4.11)
(Phosphoinositide phospholipase C)
(Phospholipase C-beta-2) (PLC-beta-2)
[MASS=133679]

0.00

1.86

8.69

5.76

2.53

10.04

10.69

5.93

0.39

0.54

0.24

0.64

1.00

1.77

2.05

0.00

0.00

0.00

0.00

0.00

0.00

0.00
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KIANNC[330]IFIVIHR

LSC[330]C[339]LAMLLSSLLC[339]NIM[147]FFNLNR
QPVYEEPSDEVEAM[147]TYLC[330]R

SLSPSPESSASPVPSTQPQLTEGSHFMC[330]V
TYYFC[330]TDTGKEM[147]ELWM[147]K
M[147]TVEEQMERIRR
KTENISYEMLFEPEPNGVNSVEM[147]MDK
TLSQDEGRGTLYK

IGPEC[339]HDVQPPEGR

PFQGRAQITLYGSSYSTPFFPYGVK
QKQM[147]GFANM[147]SVVLQQFAVMPR
DM[147]GARVIVQSFPEEPSQVQLK
C[330]TYQFLMQGFIC[339]K
RWELMVSNTTFVNFDLINC[339]VAIR

QQVYQLGGIC[330]KLVDLLR
DATLEAC[330]AGALQNLTASKGLMSSGMSQLIGLKEK
RQNGIREAVSLLR

C[339]PVRPPSC[339]ASK

PANQLLALRTFC[330]NC[330]FVGQAGQKLM[147]MSQR
ILSLIC[339]NSSSEKPTVQQLQILWK
C[330]M[147]M[147]TLQGHTAAVWAVKILPEQGLM[147]LTGSADKTVK

GQLSPEGMVWFLC[339]GPENSVLAQDK
VKAYLSQGER

TKLSPSTNSINPVWK
SFLM[147]SLC[330]PR
NFFQM[147]FPADRKR
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PLEC1_HUMAN (Q15149) Plectin-1 (PLTN)
(PCN) (Hemidesmosomal protein 1) (HD1)
[MASS=531733]

PLOD3_HUMAN (060568) Procollagen-
lysine,2-oxoglutarate 5-dioxygenase 3
precursor (EC 1.14.11.4) (Lysyl hydroxylase 3)
(LH3) [MASS=84785]

PLP2_HUMAN (Q04941) Proteolipid protein 2
(Intestinal membrane A4 protein)
(Differentiation-dependent protein A4)
(Proteolipid protein 2) [MASS=16691]

PLXA1_HUMAN (Q9UIW2) Plexin-A1
precursor (Semaphorin receptor NOV)
[MASS=211086]

PLXA4_HUMAN (Q9HCM2) Plexin-A4
precursor [MASS=212454]

PLXB3_HUMAN (Q9ULL4) Plexin-B3 precursor
[MASS=206846]

PLXD1_HUMAN (Q9Y4D7) Plexin-D1
precursor [MASS=212094]

PMS2_HUMAN (P54278) PMS1 protein
homolog 2 (DNA mismatch repair protein
PMS2) [MASS=95797]

PO5F1_HUMAN (Q01860) POU domain, class
5, transcription factor 1 (Octamer-binding
transcription factor 3) (Oct-3) (Oct-4)
[MASS=38570]

POK10_HUMAN (P10266) HERV-K_5q33.3
provirus ancestral Pol protein (HERV-K10 Pol
protein) (HERV-K107 Pol protein) [Includes:
Reverse transcriptase (RT) (EC 2.7.7.49);
Ribonuclease H (EC 3.1.26.4) (RNase H);
Integrase (IN)] [MASS=114826]

*
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PP1A_HUMAN (P62136) Serine/threonine-
protein phosphatase PP1-alpha catalytic
subunit (EC 3.1.3.16) (PP-1A) [MASS=37512]

PP2AA_HUMAN (P67775) Serine/threonine-
protein phosphatase 2A catalytic subunit alpha
isoform (EC 3.1.3.16) (PP2A-alpha)
(Replication protein C) (RP-C) [MASS=35594]

PP2BA_HUMAN (Q08209) Serine/threonine-
protein phosphatase 2B catalytic subunit alpha
isoform (EC 3.1.3.16) (Calmodulin-dependent
calcineurin A subunit alpha isoform) (CAM-PRP
catalytic subunit) [MASS=58687]

PPARB_HUMAN (Q03181) Peroxisome
proliferator-activated receptor delta (PPAR-
delta) (PPAR-beta) (Nuclear hormone receptor
1) (NUC1) (NUCI) [MASS=49903]

PPCKC_HUMAN (P35558)
Phosphoenolpyruvate carboxykinase, cytosolic
[GTP] (EC 4.1.1.32) (Phosphoenolpyruvate
carboxylase) (PEPCK-C) [MASS=69194]

PPIA_HUMAN (P62937) Peptidyl-prolyl cis-
trans isomerase A (EC 5.2.1.8) (PPlase A)
(Rotamase A) (Cyclophilin A) (Cyclosporin A-
binding protein) [MASS=17881]

PPID_HUMAN (Q08752) 40 kDa peptidyl-prolyl
cis-trans isomerase (EC 5.2.1.8) (PPlase)
(Rotamase) (Cyclophilin-40) (CYP-40)
(Cyclophilin-related protein) [MASS=40632]

PPIP1_HUMAN (0O43586) Proline-serine-
threonine phosphatase-interacting protein 1

(PEST phosphatase-interacting protein 1) (CD2-

binding protein 1) (H-PIP) [MASS=47591]

PRA10_HUMAN (060809) PRAME family
member 10 (Fragment) [MASS=53385]
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PRA12_HUMAN (095522) PRAME family
member DJ1198H6.2 [MASS=54663]
PRAM4_HUMAN (060810) PRAME family
member 4 [MASS=55466]

PRC1_HUMAN (043663) Protein regulator of
cytokinesis 1 [MASS=71664]

PRD13_HUMAN (Q9H4Q3) PR domain zinc
finger protein 13 (PR domain-containing protein
13) [MASS=75059]

PRD15_HUMAN (P57071) PR domain zinc
finger protein 15 (PR domain-containing protein
15) (Zinc finger protein 298) [MASS=169203]

PRDX3_HUMAN (P30048) Thioredoxin-
dependent peroxide reductase, mitochondrial
precursor (EC 1.11.1.15) (Peroxiredoxin-3)
(PRX 1Il) (Antioxidant protein 1) (AOP-1)
(Protein MER5 homolog) (HBC189)
[MASS=27692]

PRDX5_HUMAN (P30044) Peroxiredoxin-5,
mitochondrial precursor (EC 1.11.1.15) (Prx-V)
(Peroxisomal antioxidant enzyme) (PLP)
(Thioredoxin reductase) (Thioredoxin
peroxidase PMP20) (Antioxidant enzyme B166)
(AOEB166) (TPx type VI) (Liver tissue 2D-page
spo [MASS=22026]

PRELP_HUMAN (P51888) Prolargin precursor
(Proline-arginine-rich end leucine-rich repeat
protein) [MASS=43810]

PRI1_HUMAN (P49642) DNA primase small
subunit (EC 2.7.7.-) (DNA primase 49 kDa
subunit) (p49) [MASS=49902]

PRI2_HUMAN (P49643) DNA primase large
subunit (EC 2.7.7.-) (DNA primase 58 kDa
subunit) (p58) [MASS=58806]
PROF4_HUMAN (Q8NHR9) Profilin-4 (Profilin
IV) [MASS=14319]
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PRP31_HUMAN (Q8WWY3) U4/U6 small

nuclear ribonucleoprotein Prp31 (Pre-mRNA-
processing factor 31) (U4/U6 snRNP 61 kDa .
protein) (hPrp31) (Protein 61K) (Serologically
defined breast cancer antigen NY-BR-99)
[MASS=55456]

PRS23_HUMAN (095084) Serine protease 23
precursor (EC 3.4.21.-) (Putative secreted 0.00
protein ZSIG13) [MASS=43001]

PTC1_HUMAN (Q13635) Protein patched
homolog 1 (PTC1) (PTC) [MASS=160560]

PTN14_HUMAN (Q15678) Tyrosine-protein
phosphatase non-receptor type 14 (EC *
3.1.3.48) (Protein-tyrosine phosphatase pez)
[MASS=135238]

PTPR2_HUMAN (Q92932) Receptor-type
tyrosine-protein phosphatase N2 precursor (EC
3.1.3.48) (R-PTP-N2) (Islet cell autoantigen- *
related protein) (ICAAR) (IAR) (Phogrin)
[MASS=111281]

0.00

PTPRK_HUMAN (Q15262) Receptor-type
tyrosine-protein phosphatase kappa precursor
(EC 3.1.3.48) (Protein-tyrosine phosphatase
kappa) (R-PTP-kappa) [MASS=162087]

0.00

PTPRM_HUMAN (P28827) Receptor-type
tyrosine-protein phosphatase mu precursor (EC .
3.1.3.48) (Protein-tyrosine phosphatase mu) (R-
PTP-mu) [MASS=163632]

PTPRZ_HUMAN (P23471) Receptor-type
tyrosine-protein phosphatase zeta precursor 0.89
(EC 3.1.3.48) (R-PTP-zeta) [MASS=254528]

PUR4_HUMAN (015067)
Phosphoribosylformylglycinamidine synthase
(EC 6.3.5.3) (FGAM synthase) (FGAMS)
(Formylglycinamide ribotide amidotransferase)
(FGARAT) (Formylglycinamide ribotide
synthetase) [MASS=144663]
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PYGB_HUMAN (P11216) Glycogen
phosphorylase, brain form (EC 2.4.1.1)
[MASS=96564]

PYR1_HUMAN (P27708) CAD protein
[Includes: Glutamine-dependent carbamoyl-
phosphate synthase (EC 6.3.5.5); Aspartate
carbamoyltransferase (EC 2.1.3.2);
Dihydroorotase (EC 3.5.2.3)] [MASS=242982]

PZP_HUMAN (P20742) Pregnancy zone
protein precursor [MASS=163835]

RA611_HUMAN (Q61Q26) Rab6-interacting
protein 1 (Rab6IP1) [MASS=147094]

RAB38_HUMAN (P57729) Ras-related protein
Rab-38 (Antigen NY-MEL-1) [MASS=23712]

RAC1_HUMAN (P63000) Ras-related C3
botulinum toxin substrate 1 precursor (p21-
Rac1) (Ras-like protein TC25) [MASS=21450]

RAD9B_HUMAN (Q6WBX8) Cell cycle
checkpoint control protein RAD9B homolog
(RAD9 homolog B) (RRAD9B) [MASS=46392]

RAG1_HUMAN (P15918) V(D)J recombination-
activating protein 1 (RAG-1) (RING finger
protein 74) [MASS=119115]

RAI14_HUMAN (Q9POK7) Ankycorbin (Ankyrin
repeat and coiled-coil structure-containing
protein) (Retinoic acid-induced protein 14)
(Novel retinal pigment epithelial cell protein)
[MASS=110041]

RAI1_HUMAN (Q725J4) Retinoic acid-induced
protein 1 [MASS=203351]
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RAPSN_HUMAN (Q13702) 43 kDa receptor-
associated protein of the synapse (RAPsyn)
(Acetylcholine receptor-associated 43 kDa
protein) (43 kDa postsynaptic protein)
[MASS=46197]

RASF4_HUMAN (Q9H2L5) Ras association
domain-containing protein 4 [MASS=36748]

RBBP8_HUMAN (Q99708) Retinoblastoma-
binding protein 8 (RBBP-8) (CtBP-interacting
protein) (CtIP) (Retinoblastoma-interacting
protein and myosin-like) (RIM) [MASS=101967]

RBL2_HUMAN (Q08999) Retinoblastoma-like
protein 2 (130 kDa retinoblastoma-associated
protein) (PRB2) (P130) (RBR-2)
[MASS=128356]

RBM4B_HUMAN (Q9BQ04) RNA-binding
protein 4B (RNA-binding motif protein 4B)
(RNA-binding protein 30) (RNA-binding motif
protein 30) [MASS=40149]

RBM4_HUMAN

RBP2_HUMAN (P49792) Ran-binding protein 2
(RanBP2) (Nuclear pore complex protein
Nup358) (Nucleoporin Nup358) (358 kDa
nucleoporin) (P270) [MASS=358197]

RBPSL_HUMAN (Q9UBG?7) Recombining
binding protein suppressor of hairless-like
protein (Transcription factor RBP-L)
[MASS=56594]

RCBT2_HUMAN (095199) RCC1 and BTB
domain-containing protein 2 (Regulator of
chromosome condensation and BTB domain-
containing protein 2) (Chromosome
condensation 1-like) (CHC1-L) (RCC1-like G
exchanging factor) [MASS=60315]

RECQ1_HUMAN (P46063) ATP-dependent
DNA helicase Q1 (EC 3.6.1.-) (DNA-dependent
ATPase Q1) [MASS=73456]
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RECQ5_HUMAN (094762) ATP-dependent
DNA helicase Q5 (EC 3.6.1.-) (RecQ protein-
like 5) (RecQ5) [MASS=108858]

RED2_HUMAN (Q9NS39) Double-stranded
RNA-specific editase B2 (EC 3.5.-.-) (dsRNA
adenosine deaminase B2) (RNA-dependent
adenosine deaminase 3) (RNA-editing
deaminase 2) (RNA-editing enzyme 2)
[MASS=80621]

REL1_HUMAN (P04808) Prorelaxin H1
precursor [Contains: Relaxin B chain; Relaxin A
chain] [MASS=21146]

RENT2_HUMAN (Q9HAU5) Regulator of
nonsense transcripts 2 (Nonsense mRNA
reducing factor 2) (Up-frameshift suppressor 2
homolog) (hUpf2) [MASS=147809]

RGS14_HUMAN (043566) Regulator of G-
protein signaling 14 (RGS14) [MASS=64600]

RGS3_HUMAN (P49796) Regulator of G-
protein signaling 3 (RGS3) (RGP3)
[MASS=132335]

RHOA_HUMAN (P61586) Transforming protein
RhoA precursor (H12) [MASS=21768]

RHOG_HUMAN (P84095) Rho-related GTP-
binding protein RhoG precursor [MASS=21308]

RHPN1_HUMAN (Q8TCX5) Rhophilin-1 (GTP-
Rho-binding protein 1) [MASS=76292]

RIMS3_HUMAN (Q9UJDO0) Regulating synaptic
membrane exocytosis protein 3 (Nim3) (Rab-3-
interacting molecule 3) (RIM 3) (RIM3 gamma)

[MASS=32796]
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RINI_HUMAN (P13489) Ribonuclease inhibitor
(Ribonuclease/angiogenin inhibitor 1) (RAI)
(Placental ribonuclease inhibitor) (RNase
inhibitor) (RI) [MASS=49842]

RINT1_HUMAN (Q6NUQ1) RAD50-interacting
protein 1 (RAD50 interactor 1) (Protein RINT-1)
(HsRINT-1) [MASS=90631]

RIOK1_HUMAN (Q9BRS2) Serine/threonine-
protein kinase RIO1 (EC 2.7.11.1) (RIO kinase
1) [MASS=65583]

RKHD1_HUMAN (Q86XN8) RING finger and
KH domain-containing protein 1 [MASS=49802]

RL14_HUMAN (P50914) 60S ribosomal protein
L14 (CAG-ISL 7) [MASS=23158]

RL18A_HUMAN (Q02543) 60S ribosomal
protein L18a [MASS=20762]

RL27A_HUMAN (P46776) 60S ribosomal
protein L27a [MASS=16430]

RL30_HUMAN (P62888) 60S ribosomal protein
L30 [MASS=12653]

RL3_HUMAN (P39023) 60S ribosomal protein

L3 (HIV-1 TAR RNA-binding protein B) (TARBP-

B) [MASS=45977]

RL4_HUMAN (P36578) 60S ribosomal protein
L4 (L1) [MASS=47566]

RL9_HUMAN (P32969) 60S ribosomal protein
L9 [MASS=21863]

RN5A_HUMAN (Q05823) 2-5A-dependent
ribonuclease (EC 3.1.26.-) (2-5A-dependent
RNase) (Ribonuclease L) (RNase L)
(Ribonuclease 4) [MASS=83532]

RNF17_HUMAN (Q9BXT8) RING finger protein
17 [MASS=73736]

ROBO3_HUMAN (Q96MS0) Roundabout
homolog 3 precursor (Roundabout-like protein
3) [MASS=148208]
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RP1_HUMAN (P56715) Oxygen-regulated
protein 1 (Retinitis pigmentosa RP1 protein)
(Retinitis pigmentosa 1 protein)
[MASS=240660]

RPC1_HUMAN (014802) DNA-directed RNA
polymerase lll largest subunit (EC 2.7.7.6)
(RPC155) (RPC1) [MASS=155748]

RPC2_HUMAN (Q9NWO08) DNA-directed RNA
polymerase Il subunit 127.6 kDa polypeptide
(EC 2.7.7.6) (RNA polymerase Il subunit 2)
(RPC2) [MASS=127784]

RPC5_HUMAN (Q9NVUO0) DNA-directed RNA
polymerases Il 80 kDa polypeptide (EC
2.7.7.6) (RNA polymerase Ill subunit 5) (RPC5)
[MASS=79898]

RS16_HUMAN (P62249) 40S ribosomal protein
S16 [MASS=16314]

RS2_HUMAN (P15880) 40S ribosomal protein
S2 (S4) (LLRep3 protein) [MASS=31324]

RS3A_HUMAN (P61247) 40S ribosomal
protein S3a [MASS=29814]

RS4X_HUMAN (P62701) 40S ribosomal
protein S4, X isoform (Single copy abundant
mRNA protein) (SCR10) [MASS=29466]

RSF1_HUMAN (Q96T23) Remodeling and
spacing factor 1 (Rsf-1) (Hepatitis B virus X-
associated protein) (HBV pX-associated protein
8) (p325 subunit of RSF chromatin remodelling
complex) [MASS=163004]

RSPO4_HUMAN (Q2I0M5) R-spondin-4
precursor (Roof plate-specific spondin-4)
(hRspo4) [MASS=26171]

RTC1_HUMAN (000442) RNA 3'-terminal
phosphate cyclase (EC 6.5.1.4) (RNA-3'-
phosphate cyclase) (RNA cyclase)
[MASS=39337]

0.00

1.00

0.97

0.99

0.82

0.00

0.00

0.00

6.04

7.24

3.1

6.21

14.33

13.31

12.21

3.42

9.40

5.19

0.48

1.03

2.09

0.94

242

1.75

2.56

0.62

0.00

0.00

0.00

0.00

0.00

0.00

0.00

0.00
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SIFNQDGTM[147]TVEMK
YC[330]KSTFENK

GEVLGITRFGLAKMK
SGTNEDDLTMKLTEIFLNDVIKK
LPPPTILKPVTLWTGKQIFSVILR
TTINEIQYTM[147]VVNHGMSIDR

HM[147]RQDQITNGMVNAISTGNWSLK
VM[147]ISSNAEDAFLIKMLLR
GVEKVILIQEQLSKNR
NTYQC[339]AMGKQAM[147]GTIGYNQR
FKMDR

KPDAQSGPAGLVC[330]GDQRIQVAK

TATAVAHC[330]K
TATAVAHC[339]K

SLEEIYLFSLPIKESEIIDFFLGASLKDEVLK
IGKPHTVPC[339]K

AC[339]QSIYPLHDVFVR
NC[330]LTNFHGM[147]DLTRDKM[147]C[330]SM[147]VK

FDTGNLC[339]M[147]VTGGANLGR
LTGVFAPRPSTGPHK

YSSNDESEGSGSEK
VLQAPPPDVGNGEVPK
YLIKIC[339]QEFNSTWAWEMEK

MRAPLC[339]LLLLVAHAVDMLALNR

VSTALSC[330]LLGLPLRVQKIR
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RUSC2_HUMAN (Q8N2Y8) RUN and SH3 N

domain-containing protein 2 [MASS=161194] 172 !
RYR1_HUMAN (P21817) Ryanodine receptor 1
(Skeletal muscle-type ryanodine receptor) . 0.12 . % * 1

(RyR1) (RYR-1) (Skeletal muscle calcium
release channel) [MASS=565172]

RYR2_HUMAN (Q92736) Ryanodine receptor

2 (Cardiac muscle-type ryanodine receptor)

(RyR2) (RYR-2) (Cardiac muscle ryanodine * 2.15 * * * 5
receptor-calcium release channel) (hRYR-2)

[MASS=564495]

RYR3_HUMAN (Q15413) Ryanodine receptor
3 (Brain-type ryanodine receptor) (RyR3) (RYR-
3) (Brain ryanodine receptor-calcium release
channel) [MASS=551928]

0.00 511 052 0.00 1 12

S12A2_HUMAN (P55011) Solute carrier family

12 member 2 (Bumetanide-sensitive sodium-
(potassium)-chloride cotransporter 1) * 1.90
(Basolateral Na-K-Cl symporter)

[MASS=131446]

S12A3_HUMAN (P55017) Solute carrier family
12 member 3 (Thiazide-sensitive sodium-
chloride cotransporter) (Na-Cl symporter)
[MASS=113138]

0.00 6.86 0.78 0.00 1 3

S12A4_HUMAN (Q9UP95) Solute carrier family

12 member 4 (Electroneutral potassium- .
chloride cotransporter 1) (Erythroid K-ClI
cotransporter 1) (hRKCC1) [MASS=120649]

1.94 * * * 1

WWwww

w N

WNWNWWWNWN

NPIFEFPGSLSAASHLNCI[330]RLNGQAVK

NTYVEK

FLPPPGYAPC[330]YEAVLPKEKLK
TLLYGHAILLRHSYSGM[147]YLC[339]C[330]LSTSR
CI339]APEM[147]HLIHAGKGEAIR
FLLGGRHGEFKFLPPPGYAPC[330]YEAVLPK
TVAGGLPGAGLFGPK

RHGLPGVGLR
IDGTMDSPPC[330]LKVTHKTFGTQNSNADMIYC[339]R

KEGSLKHGPEVGLGDLSEIIGK
SEDDDEPDMKC[339]DDMMTC[330]YLFHMYVGVR
SDDPAVKWQLNLYKDVLK
M[147]ELFVNFC[330]EDTIFEM[147]QLASQISESDSADR
C[339]VDILELC[339]EQEDLMRFHYHTLR
YNELM[147]QALNM[147]SAALTARK

TSRLGPLKR
ELISQTM[147]IC[339]WAQEDQIQDSELVRMM[147]FNLLR
FLPPSGYAPC[330]YEALLPKEK
VKLPKNYM[147]M[147]SNGYK

FGWIKGVLVRC[339]MLNIWGVMLFIR

KGKC[330]PSSLYM[147]JAWLETLSQDLR
AQVLFFLVIM[147]VSFANYLVGTLIPPSEDKASK
C[330]PSSLYMAWLETLSQDLR

GIDYYDRNLALFEEELDIRPK
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S12A6_HUMAN (Q9UHW9) Solute carrier
family 12 member 6 (Electroneutral potassium-
chloride cotransporter 3) (K-Cl cotransporter 3)
[MASS=127616]

S14L1_HUMAN (Q92503) SEC14-like protein 1
[MASS=81277]

S23A1_HUMAN (Q9UHI7) Solute carrier family
23 member 1 (Sodium-dependent vitamin C
transporter 1) (hSVCT1) (Na(+)/L-ascorbic acid
transporter 1) (Yolk sac permease-like
molecule 3) [MASS=64815]

S27A1_HUMAN (Q6PCB7) Long-chain fatty
acid transport protein 1 (EC 6.2.1.-) (Fatty acid
transport protein 1) (FATP-1) (Solute carrier
family 27 member 1) [MASS=71108]

S27A4_HUMAN (Q6P1M0) Long-chain fatty
acid transport protein 4 (EC 6.2.1.-) (Fatty acid
transport protein 4) (FATP-4) (Solute carrier
family 27 member 4) [MASS=72064]

S3TC2_HUMAN (Q8TF17) SH3 domain and
tetratricopeptide repeats-containing protein 2
[MASS=144776]

SAM50_HUMAN (Q9Y512) Sorting and
assembly machinery component 50 homolog
[MASS=51962]

SAMD4_HUMAN (Q9UPU9) Sterile alpha motif
domain-containing protein 4 [MASS=58610]

SAP_HUMAN (P07602) Proactivator
polypeptide precursor [Contains: Saposin A
(Protein A); Saposin B-Val; Saposin B
(Sphingolipid activator protein 1) (SAP-1)
(Cerebroside sulfate activator) (CSAct)
(Dispersin) (Sulfatide/GM1 activator); Saposin
C (Co-beta- [MASS=58112]

0.00

0.00

0.00

0.00

1.00

0.00

1.00

3.83

5.73

4.85

5.57

9.33

6.21

12.79

3.59

11.26

0.33

1.27

0.90

3.61

0.86

2.41

0.00

0.00

0.00

0.00

0.30

0.00

0.04
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SMEGFQDLLNMRPDQSNVRR
YM[147]JASRGQKAK
VKGFC[330]QLVVAAKLR

RFPTC[339]PLIPM[147]FVGSDTVSEFK
IIEVVEANYPETLGRLLILR

MFPIM[147]LAIM[147]TVWLLC[339]YVLTLTDVLPTDPK

FC[339]SGDLGPEGILPDTHLLDPLLKEASTAPLAQIPSK

FDGYLNQGANNK
DPLFYLDAQKGRYVPLDQEAYSR
YLLNQPPREAENQHQVRMALGNGLR

C[339]VNGPLQEAAR
LLGFPSPGWGEVSALAC[339]PMLR
IFNKLTELQISLEGYEK
SLYDFSFSFLTSSFYSFSEEDEFVAYLEASR

LTGSYNTM[147]VGNNEGSMVLGLKLPNLLGR
THFFLNAGNLC[339]NLNYGEGPK
IC[330]DGVQFGAGIR

LESLC[339]LSM[147]TEHALGDGVDR

TEKEILDAFDK
GC[339]SFLPDPYQK
QC[339]DQFVAEYEPVLIEILVEVM[147]DPSFVC[339]LK

QC[330]DQFVAEYEPVLIEILVEVMDPSFVC[330]LK
SLPC[339]DIC[339]K
GC[339]SFLPDPYQK

GC[330]SFLPDPYQK
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SATT_HUMAN (P43007) Neutral amino acid
transporter A (SATT) (Alanine/serine/cysteine/
threonine transporter) (ASCT1) [MASS=55723]

SC10A_HUMAN (Q9Y5Y9) Sodium channel
protein type 10 subunit alpha (Sodium channel
protein type X subunit alpha) (Voltage-gated
sodium channel subunit alpha Nav1.8)
(Peripheral nerve sodium channel 3) (hPN3)
[MASS=220564]

SC11A_HUMAN (Q9UI33) Sodium channel
protein type 11 subunit alpha (Sodium channel
protein type XI subunit alpha) (Voltage-gated
sodium channel subunit alpha Nav1.9)
(Sensory neuron sodium channel 2) (Peripheral
nerve sodium channel 5) (hNaN)
[MASS=204947]

SC5A1_HUMAN (P13866) Sodium/glucose
cotransporter 1 (Na(+)/glucose cotransporter 1)
(High affinity sodium-glucose cotransporter)
[MASS=73498]

SC5A3_HUMAN (P53794) Sodium/myo-inositol

1.00

*

0.00

0.00

cotransporter (Na(+)/myo-inositol cotransporter) 0.00

[MASS=79693]

SCAR3_HUMAN (Q6AZY7) Scavenger
receptor class A member 3 (Cellular stress
response gene protein) [MASS=65136]

SCN4A_HUMAN (P35499) Sodium channel
protein type 4 subunit alpha (Sodium channel
protein type IV subunit alpha) (Voltage-gated
sodium channel subunit alpha Nav1.4) (Sodium
channel protein, skeletal muscle subunit alpha)
(SkM1) [MASS=208031]

SCN8A_HUMAN (Q9UQDO0) Sodium channel
protein type 8 subunit alpha (Sodium channel
protein type VIl subunit alpha) (Voltage-gated
sodium channel subunit alpha Nav1.6)
[MASS=225279]

0.00

0.00

6.77

1.48

5.75

6.33

2.23

2.48

3.92

2.07

0.37

0.64

0.23

0.42

1.60

0.23

0.37

0.20

0.00

0.00

0.00

0.00
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C[339]IEENNGVDKR
M[147]IILPLVVC[330]SLVSGAASLDASC[330]LGR
C[330]IEENNGVDKR

ALRTLRALR
C[330]INYTDGEFSLVPLSIVNNK

GDQGDQNDLENGPHSPLQTLC[339]NGDLSSFGVAK
FRRAFC[330]FVR

VHC[330]D
PNKYQFLVM[147]DLPM[147]VSEDRLHC[330]MDILFAFTAR
TFASSMLC[330]LFQISTSAGWDSLLSPM[147]LR

LM[147]PM[147]FIMVMPGM[147]ISRILYTEK
VGC[330]TNIAYPTLVVELM[147]PNGLR

C[330]SENNETINHIIPNGK

GDM[147]GVKGPVGGRGPK

EEEFQQMLEK
EC[339]VC[330]KIALDC[339]NLPR
GEAGDAGPTMGLMPISPSDTAWPPAPPPGQTVRPGVK
GFC[339]VDDFTFLR

EC[339]VC[330]KINQDC[330]ELPR
LLPEATTEVEIKK
ANC[330]IANHTGADIHR
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SCOT2_HUMAN (Q9BYC2) Succinyl-CoA:3-
ketoacid-coenzyme A transferase 2,
mitochondrial precursor (EC 2.8.3.5) (Testis-
specific succinyl CoA:3-oxoacid CoA-
transferase) (SCOT-t) [MASS=56140]

SCOT_HUMAN (P55809) Succinyl-CoA:3-
ketoacid-coenzyme A transferase 1,
mitochondrial precursor (EC 2.8.3.5) (Somatic-
type succinyl CoA:3-oxoacid CoA-transferase)
(Scot-S) [MASS=56157]

SCRB1_HUMAN (Q8WTV0) Scavenger
receptor class B member 1 (SRB1) (SR-BI)
(CD36 antigen-like 1) (CD36 and LIMPII
analogous 1) (CLA-1) (Collagen type | receptor,
thrombospondin receptor-like 1) [MASS=60878]

SCRN1_HUMAN (Q12765) Secernin-1
[MASS=46382]

SEHL2_HUMAN (Q9NQF3) Serine hydrolase-
like protein 2 (EC 3.1.-.-) [MASS=22471]

SELO_HUMAN (Q9BVL4) Selenoprotein O
[MASS=73442]

SELS_HUMAN (Q9BQE4) Selenoprotein S
(VCP-interacting membrane protein)
[MASS=21116]

SEM4F_HUMAN (095754) Semaphorin-4F
precursor (Semaphorin W) (Sema W)
(Semaphorin M) (Sema M) [MASS=83511]
SEM4G_HUMAN (Q9NTN9) Semaphorin-4G
precursor [MASS=91496]

1.00

0.00

0.99

0.00

0.00

1.74

16.54

10.69

3.86

5.42

2.84

1.1

3.64

4.18

1.33

0.31

0.73

0.75

0.69

0.11

0.00

0.00

0.00

0.00
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DNTPKIM[147]EK

DIPDGATVLVGGFGLC[339]GIPENLIDALLK

GGHVDLTM[147]LGAMQVSKYGDLANWMIPGKM[147]VK

DIPDGATVLVGGFGLC[330]GIPENLIDALLK

C[339]TLPLTGK
STGC[330]DFAVSPK
DIPDGATVLVGGFGLC[339]GIPENLIDALLK

NFNLPM[147]C[339]K

WAAGALGVAGLLC[330]JAVLGAVMIVMVPSLIK

EIPIPFYLSVYFFDVM[147]NPSEILKGEKPQVR

SSPCI[330]IHYFTGTPDPSR

IPSGSC[339]RPMSC[339]

STLSGAAMEPAPRWLAGLR

GGGYNPLSGEGGGAC[330]SWRPGR

PRPGPGQPTASPFPLLLLAVLSGPVSGR

ESKASAVGDDDKVYYFFTER
LHPLM[147]ARPVVPTRGR

N =



SEPR_HUMAN (Q12884) Seprase (EC 3.4.21.-
) (Fibroblast activation protein alpha) (Integral
membrane serine protease) (170 kDa
melanoma membrane-bound gelatinase)
[MASS=87793]

SEPT2_HUMAN (Q15019) Septin-2 (Protein
NEDD5) [MASS=41487]

SEPT5_HUMAN (Q99719) Septin-5 (Peanut-
like protein 1) (Cell division control-related
protein 1) (CDCrel-1) [MASS=42777]

SEPT7_HUMAN (Q16181) Septin-7 (CDC10
protein homolog) [MASS=50680]
SERA_HUMAN (043175) D-3-
phosphoglycerate dehydrogenase (EC
1.1.1.95) (3-PGDH) [MASS=56519]
SETBP_HUMAN (Q9Y6X0) SET-binding
protein (SEB) [MASS=169631]

SETX_HUMAN (Q7Z333) Probable helicase
senataxin (EC 3.6.1.-) (SEN1 homolog)
[MASS=302951]

SFR14_HUMAN (Q8IX01) Putative splicing
factor, arginine/serine-rich 14 (Arginine/serine-
rich-splicing factor 14) [MASS=120236]

SFRP2_HUMAN (Q96HF1) Secreted frizzled-
related protein 2 precursor (sFRP-2) (Secreted
apoptosis-related protein 1) (SARP-1) (Frizzled-
related protein 2) (FRP-2) [MASS=33490]

SFXN1_HUMAN (Q9H9B4) Sideroflexin-1
(Tricarboxylate carrier protein) (TCC)
[MASS=35488]

SG1C1_HUMAN (Q8TD33) Secretoglobin
family 1C member 1 precursor (Secretoglobin
RYD5) [MASS=10457]

SGOL2_HUMAN (Q562F6) Shugoshin-like 2
(Tripin) [MASS=144738]

0.00

0.00

1.00

1.00

0.98

*

0.79

0.00

0.00

7.1

6.65

5.96

3.20

5.26

2.79

3.66

0.74

7.80

5.92

14.74

4.66

5.21

1.69

0.63

0.67

0.83

0.92

2.79

1.22

0.00

0.00

0.16

0.01

0.00

0.00

0.00

0.15
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YSYTATYYIYDLSNGEFVRGNELPR
VTQDSLFYSSNEFEEYPGR
C[339]VTC[339]HLRKER

VHC[339]C[339]FYFISPFGHGLKPLDVAFMK

DVTC[330]DVHYENYR
AHC[330]IQQM[147]TSK
AHC[330]IQQMTSK

ADTLTPEEC[330]QQFKK
ADTLTPEEC[339]QQFKK

FM[147]GTELNGK
ALVDHENVISC[330]PHLGASTK

SSYDSSMSPGM[147]PSPHLK
ASKNNFEVDTLSTLSLSDAQHWTQAK

KC[339]LAPIANTTNGQGC[339]TDYVSEVVK
LSDC[339]ESTDVKRAGSHTAQNSDVFVPESDR
NEGQSDTNKRELVGNDFK
M[147]KKELPSHVQAMHK

AMSLLGSRNQLAR

WAGFHTIK

EVLEQAGAWIPLVM[147]KQC[339]HPDTKK

FVPFAAVAAANC[339]INIPLM[147]R

ALLLVALTLFC[339]IC[339]R

VTIYENLDVTNEFHTANLSTK
ENFALEC[339]SPAFQVSDDEHEK
MEC[330]PVMETGSLFTSGIKR



SGTB_HUMAN (Q96EQO) Small glutamine-rich
tetratricopeptide repeat-containing protein B .
(Small glutamine-rich protein with

tetratricopeptide repeats 2) [MASS=33429]

SHPS1_HUMAN (P78324) Tyrosine-protein
phosphatase non-receptor type substrate 1

precursor (SHP substrate 1) (SHPS-1)

(Inhibitory receptor SHPS-1) (Signal-regulatory  1.00
protein alpha-1) (Sirp-alpha-1) (Sirp-alpha-2)
(Sirp-alpha-3) (MyD-1 antigen) (Brain Ig-I
[MASS=54812]

SI1L1_HUMAN (043166) Signal-induced
proliferation-associated 1-like protein 1 (High-
risk human papilloma viruses E6 oncoproteins
targeted protein 1) (E6-targeted protein 1)
[MASS=199940]

SIRB1_HUMAN (000241) Signal-regulatory
protein beta-1 precursor (SIRP-beta-1) 1.00
(CD172b antigen) [MASS=43255]

SIRT2_HUMAN (Q81XJ6) NAD-dependent
deacetylase sirtuin-2 (EC 3.5.1.-) (SIR2-like) 0.99
(SIR2-like protein 2) [MASS=43182]

SIRT7_HUMAN (Q9NRC8) NAD-dependent
deacetylase sirtuin-7 (EC 3.5.1.-) (SIR2-like 0.00
protein 7) [MASS=44898]

SKI_HUMAN (P12755) Ski oncogene (C-ski)

[MASS=80005] 0.00

SLIT1_HUMAN (075093) Slit homolog 1
protein precursor (Slit-1) (Multiple epidermal 0.00
growth factor-like domains 4) [MASS=167924]

SLIT3_HUMAN (075094) Slit homolog 3
protein precursor (Slit-3) (Multiple epidermal *
growth factor-like domains 5) [MASS=167685]

4.28

6.76

1.94

8.29

16.71

3.25

4.40

2.41

0.29

0.23

0.50

0.87

1.21

2.45

0.33

0.08

0.00

0.00

0.00

0.00
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LGHYTDAIKDCI[330]EK

ATPQHTVSFTC[330JESHGFSPR

ATPQHTVSFTC[330]ESHGFSPR
ATPQHTVSFTC[339]ESHGFSPR
ATPQHTVSFTC[339]ESHGFSPR
LTC[339]QVEHDGQPAVSK
LTC[330]QVEHDGQPAVSK

LIDLESPTPESQK
EKSKPYPGAELSSM[147]GAIVWAVR

ATPEHTVSFTC[330]JESHGFSPR
GLQLTWLENGNVSR

ATPEHTVSFTC[330]JESHGFSPR

C[330]EDC[330]QSLVKPDIVFFGESLPAR
DVAWLGEC[330]DQGC[339]LALAELLGWKK
RVIC[330]LVGAGISTSAGIPDFR

RQEEVCI[339]DDPEELR

C[339]TADQLEILKVMGILPFSAPSCI[339]GLITKTDAER

C[339]AGPQDM[147]EGKLLLTTPAK
NNRISC[330]IHNDSFTGLRNVR

SRFSSEC[339]FM[147]DLVC[330]PEKC[339]R
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SMCA1_HUMAN (P28370) Probable global
transcription activator SNF2L1 (EC 3.6.1.-)
(ATP-dependent helicase SMARCA1) .
(SWI/SNF-related matrix-associated actin-
dependent regulator of chromatin subfamily A
member 1) [MASS=114731]

SMCE1_HUMAN (Q969G3) SWI/SNF-related
matrix-associated actin-dependent regulator of
chromatin subfamily E member 1 (BRG1-
associated factor 57) [MASS=46649]

0.00

SMOC1_HUMAN (Q9H4F8) SPARC-related
modular calcium-binding protein 1 precursor .
(Secreted modular calcium-binding protein 1)
(SMOC-1) [MASS=48162]

SMOC2_HUMAN (Q9H3U7) SPARC-related

modular calcium-binding protein 2 precursor
(Secreted modular calcium-binding protein 2) 0.00
(SMOC-2) (Smooth muscle-associated protein

2) (SMAP-2) [MASS=49674]

SMOO_HUMAN (P53814) Smoothelin .
[MASS=99516]

SMRA3_HUMAN (Q14527) SWI/SNF-related
matrix-associated actin-dependent regulator of
chromatin subfamily A member 3 (EC 3.6.1.-) N
(Sucrose nonfermenting protein 2-like 3) (DNA-
binding protein/plasminogen activator inhibitor

1 regulator) (Helicase-like tran [MASS=113928]

SMYD3_HUMAN (Q9H7B4) SET and MYND
domain-containing protein 3 (EC 2.1.1.43) (Zinc

finger MYND domain-containing protein 1) 0.00
[MASS=49083]

SNAB_HUMAN (Q9H115) Beta-soluble NSF
attachment protein (SNAP-beta) (N- 1.00

ethylmaleimide-sensitive factor attachment
protein, beta) [MASS=33557]

7.27

6.33

8.99

3.36

6.22

1.29

4.67

12.42

0.17

0.26

0.90

0.12

0.00

0.02

N

N

GYEYC[339]R

LFELLEKEILYYR
C[339]C[330]NHPYLFDGAEPGPPYTTDEHIVSNSGK
NIPGPHM[147]VLVPKSTLHNWM[147INEFK

RLC[330]GLKVEVDM[147]EK

LWEIGKIIGGM[147]WR

TQPKPIC[339]ASDGRSYESMCI[330]JEYQR
LLTPHLLLVLVQLSPAR

C[330]VKKFVEYC[339]DVNNDK

SPLSAEELMTIEDEGVLDKMLDQSTDFEERK
SC[330]PQEEGPRGR
C[330]VFTYVQSLYNHLRR

AGGVGLNLSAASR

EHSLIEDLILLLEEC[330]DANIR

AALCI[339]HFIVDELNAK
AIEIYEQVGANTM[147]DNPLLKYSAK
AALC[330]JHFIVDELNAK



SNAT_HUMAN (Q16613) Serotonin N-
acetyltransferase (EC 2.3.1.87) (Aralkylamine N
acetyltransferase) (AA-NAT) (Serotonin
acetylase) [MASS=23344]

0.00

SNX23_HUMAN (Q96L93) Kinesin-like motor
protein C200rf23 (Sorting nexin-23) *
[MASS=152010]

SNX4_HUMAN (095219) Sorting nexin-4

[MASS=51908] 0.00

SO5A1_HUMAN (Q9H2Y9) Solute carrier
organic anion transporter family member 5A1
(Solute carrier family 21 member 15) (Organic
anion transporter polypeptide-related protein 4)
(OATP-RP4) (OATPRP4) [MASS=91878]

*

SODC_HUMAN (P00441) Superoxide

dismutase [Cu-Zn] (EC 1.15.1.1) 0.99
[MASS=15804]

SOM2_HUMAN (P01242) Growth hormone

variant precursor (GH-V) (Placenta-specific "

growth hormone) (Growth hormone 2)
[MASS=24999]

SON_HUMAN (P18583) SON protein (SON3)
(Negative regulatory element-binding protein)
(NRE-binding protein) (DBP-5) (Bax antagonist 0.00
selected in saccharomyces 1) (BASS1)
[MASS=263845]

SORCN_HUMAN (P30626) Sorcin (22 kDa

protein) (CP-22) (V19) [MASS=21676] 0.67
SORT_HUMAN (Q99523) Sortilin precursor
(Neurotensin receptor 3) (NTR3) (NT3) 0.00

(Glycoprotein 95) (Gp95) (100 kDa NT
receptor) [MASS=92067]

SPAG1_HUMAN (Q07617) Sperm-associated
antigen 1 (Infertility-related sperm protein Spag-
1) (HSD-3.8) [MASS=103600]

*

6.76

5.39

3.78

4.13

27.45

11.06

2.80

10.10

7.58

1.62

0.52

0.86

0.71

1.43

0.73

0.00

0.00

0.00

0.00

0.00
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LPPGIPESPSC[330]QRR

SYTM[147]M[147]GNSGDSGLIPR
DPIKISIPRYVLC[330]GQGK
ERTKTFTYDFSFYSADTK
LQDLHRVISEGC[330]STSADTMK

YSEFELLR
IASHPILC[330]R

TYLNENGYAVSGKC[330]KR
SC[330]PAFSTQGEFHEETGLQK

HVGDLGNVTADKDGVADVSIEDSVISLSGDHCI[330]IIGR

VWGSIK

TGQIFNQSYSKFDTKSHNDDALLK

C[339]VSVQTDPTDEIPTKK
LTDLDKAQLLEIAK
PLM[147]LASRRSMMM[147]SYAAER
SM[147]M[147]SMGADRSMM[147]SSYSAADR

C[330]LTQSGIAGGYKPFNLETC[330]R
C[330]LTQSGIAGGYKPFNLETC[339]R

TIGVKIYSFGLGGRFLFASVM[147]ADK
TEFGMAIGPENSGKVVLTAEVSGGSRGGR
FLFASVM[147]ADK

C[330]SDVKHLEKILC[330]VLR

[\ U U G

RN Y



SPAG8_HUMAN (Q99932) Sperm-associated
antigen 8 (Sperm membrane protein 1) (SMP-
1) (HSD-1) (Sperm membrane protein BS-84)
[MASS=44818]

SPAST_HUMAN (Q9UBPO) Spastin
[MASS=67197]

SPN90_HUMAN (Q9NZQ3) SH3 adapter
protein SPIN90 (NCK-interacting protein with
SH3 domain) (SH3 protein interacting with Nck,
90 kDa) (VacA-interacting protein, 54 kDa)
(VIP54) (AF3p21) (Diaphanous protein-
interacting protein) (Dia-interacting protein 1)
[MASS=78960]

SPSY_HUMAN (P52788) Spermine synthase
(EC 2.5.1.22) (Spermidine
aminopropyltransferase) (SPMSY)
[MASS=41268]

SPT5H_HUMAN (000267) Transcription
elongation factor SPT5 (hSPT5) (DRB
sensitivity-inducing factor large subunit) (DSIF
large subunit) (DSIF p160) (Tat-
cotransactivator 1 protein) (Tat-CT1 protein)
[MASS=120999]

SPTA2_HUMAN (Q13813) Spectrin alpha
chain, brain (Spectrin, non-erythroid alpha
chain) (Alpha-Il spectrin) (Fodrin alpha chain)
[MASS=284537]

SPTB1_HUMAN (P11277) Spectrin beta chain,
erythrocyte (Beta-l spectrin) [MASS=246189]

SPTN2_HUMAN (015020) Spectrin beta chain,
brain 2 (Spectrin, non-erythroid beta chain 2)
(Beta-lll spectrin) [MASS=271293]

SQRD_HUMAN (Q9Y6NS5) Sulfide:quinone
oxidoreductase, mitochondrial precursor (EC 1.-
-.-) [MASS=49960]

0.00

0.97

0.97

*

3.29

4.22

6.23

3.28

1.29

1.90

4.68

1.92

6.44

0.60

0.95

0.00

0.00

NN

NNWWNN

N W

EAM[147]LEMLLQHQIC[330]K

SSGAAPAPASASAPAPVPGGEAERVR

ILNEEETSPQC[339]QMDRM[147]IVREMC[330]K
M[147]C[330]JKRNEFESVLALVAYYQM[147]EHR

ELSQDSTGRVKR

IGEERATAISLM[147]RK

HASLM[147]KRWSQLLANSAAR
EFSMMFK
DVTGAEALLERHQEHRTEIDAR

EKEQIYSSLDYGKDLTSVLILQR
AVASEDMPESLPEAEQLLQQHAGIK
LWSYLQELLQSR
EVSAQWDQLKDLAAFC[330]KK
IHC[330]LENVDK
LWSYLQELLQSRR

M[147]SSTLSPTDFDSLEIQGQYSDINNR
DAAEAEAWMGEQELHM[147]M[147]GQEK

YDGYTSC[330]PLVTGYNR
ADLMPFLYWNMM[147]LR

-
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SRC_HUMAN (P12931) Proto-oncogene
tyrosine-protein kinase Src (EC 2.7.10.2) (p60- *
Src) (c-Src) (pp60c-src) [MASS=59703]

SSDH_HUMAN (P51649) Succinate

semialdehyde dehydrogenase, mitochondrial
precursor (EC 1.2.1.24) (NAD(+)-dependent 0.00
succinic semialdehyde dehydrogenase)
[MASS=57214]

SSR3_HUMAN (P32745) Somatostatin
receptor type 3 (SS3R) (SSR-28) 0.00
[MASS=45847]

ST18_HUMAN (060284) Suppression of
tumorigenicity protein 18 (Zinc finger protein
387) [MASS=115154]

STAB2_HUMAN (Q8WWQ8) Stabilin-2

precursor (FEEL-2 protein) (Fasciclin EGF-like
laminin-type EGF-like and link domain-

containing scavenger receptor 1) (FAS1 EGF-  0.00
like and X-link domain-containing adhesion

molecule 2) (Hyaluronan receptor for

endocytosis) [ [MASS=277027]

STAG2_HUMAN (Q8N3U4) Cohesin subunit
SA-2 (Stromal antigen 2) (SCC3 homolog 2) *
[MASS=141326]

STAR_HUMAN (P49675) Steroidogenic acute
regulatory protein, mitochondrial precursor 0.00
(StAR) (StARD1) [MASS=31914]

STS_HUMAN (P08842) Steryl-sulfatase
precursor (EC 3.1.6.2) (Steroid sulfatase)

(Steryl-sulfate sulfohydrolase) (Arylsulfatase C) 0.00
(ASC) [MASS=65492]
STX11_HUMAN (075558) Syntaxin-11 0.00

[MASS=33196]

12.52

9.72

4.07

1.43

4.94

1.38

7.02

7.72

5.92

0.65

6.52

1.40

0.00

0.00

0.00

0.00

N

NWNNDWWW

LPQLVDM[147]AAQIASGM[147]AYVERM[147]NYVHR
ESETTKGAYC[330]LSVSDFDNAKGLNVK
DLRAANILVGENLVC[339]K

NFFEPTLLC[330JNVTQDM[147]LC[339]THEETFGPLAPVIK

NLRVGNGFEEGTTQGPLINEK

GM[147]STC[330]HMQWPEPAAAWR

C[339]PVIGC[339]DGQGHISGK

STVC[339]KYDGPGQSHC[339]EC[330]K
M[147]KDVNC[339]TC[330]K
C[339]PDGYTM[147]ITSGSVGVRDC[330]R
DLVGPGPFTVFAPLSAAFDEEARVK
VLEIQKNRC[330]DNNDTTIIR
SC[330]ALNLGVKC[330]PDGYTM[147]ITSGSVGVR
GVKQKC[330]LYNLPFK

TVYVYLEKFMTFQMSLR

GSTC[339]VLAGMATDFGNM[147]PEQK

DCI[339]KPGEGSVFTTGFK
PGEGSVFTTGFKR

IIDGRDLM[147]PLLEGKSQR
AMHDYNQAEM[147]KQRDNCI339]K
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STXB1_HUMAN (P61764) Syntaxin-binding
protein 1 (Unc-18 homolog) (Unc-18A) (Unc-18- 1.00 7.41 0.57
1) (N-Sec1) (p67) [MASS=67568]

SUCB1_HUMAN (Q9P2R7) Succinyl-CoA
ligase [ADP-forming] beta-chain, mitochondrial
precursor (EC 6.2.1.5) (Succinyl-CoA
synthetase, betaA chain) (SCS-betaA) (ATP-
specific succinyl-CoA synthetase subunit beta)
(NY-REN-39 antigen) [MASS=50317]

094 950 5.60

SURF4_HUMAN (015260) Surfeit locus protein

4 [MASS=30394] 0.98 13.38 1.01

SV2A_HUMAN (Q7L0J3) Synaptic vesicle

glycoprotein 2A [MASS=82695] 069 337

SVIL_HUMAN (095425) Supervillin (Archvillin)

(p205/p250) [MASS=247705] 5.60

SYA_HUMAN (P49588) Alanyl-tRNA
synthetase (EC 6.1.1.7) (Alanine--tRNA ligase) * 10.54 *
(AlaRS) (NY-REN-42 antigen) [MASS=106801]

SYEP_HUMAN (P07814) Bifunctional
aminoacyl-tRNA synthetase [Includes: Glutamyl
tRNA synthetase (EC 6.1.1.17) (Glutamate--
tRNA ligase); Prolyl-tRNA synthetase (EC
6.1.1.15) (Proline--tRNA ligase)]
[MASS=163025]

099 3.06 1.12

0.31

0.00

0.00

0.00

NN NDN
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NN

W WNNW

M[147]LSSC[330]C[330]K
YSTHLHLAEDC[330]MK
YSTHLHLAEDC[339]M[147]K
HYQGTVDKLC[330]R

LAEQIATLC[330]ATLK

ILAC[339]DDLDEAAR
LYSLFLKYDATM[147]IEINPM[147]VEDSDGAVLC[339]M[147]DAK

ESSPKQYM[147]QLGGR
SM[147]FAGVPTMR
LC[330]LISTFLEDGIR

AAPILFASAALALGSSLALKLPETR

RLNNKVGGM[147]JHETVLTVTGK
GSLERANPPITHLGDEPK
ELAEQGEPDSSTLSLAEKLALFNK
VQASKNPLKM[147]LAAR

SRTSM[147]VVLNVNKALIYLWHGC[330]K
RLMLLQIK
GRGAANDSTQFTVAGRM[147]VK

NAQVRGGYVLHIGTIYGDLKVGDQVWLFIDEPR
ARGLEVTDDSPK

QIWQNLGLDDTKILPGNMK
LAQLKSQGKGAGGEDLIMLDIYAIEELR
C[339]LSVM[147]EAKVK

VTVRFPPEASGYLHIGHAK
YNVYPTYDFAC[339]PIVDSIEGVTHALR
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SYFA_HUMAN (Q9Y285) Phenylalanyl-tRNA
synthetase alpha chain (EC 6.1.1.20)
(Phenylalanine--tRNA ligase alpha chain)
(PheRS) (CML33) [MASS=57432]

0.00

SYFB_HUMAN (Q9NSD9) Phenylalanyl-tRNA
synthetase beta chain (EC 6.1.1.20)
(Phenylalanine--tRNA ligase beta chain)
(PheRS) [MASS=66129]

1.00

SYGP1_HUMAN (Q96PV0) Ras GTPase-
activating protein SynGAP (Synaptic Ras-
GTPase-activating protein 1) (Synaptic Ras-
GAP 1) (Neuronal RasGAP) [MASS=146675]

0.67

SYIM_HUMAN (Q9NSE4) Isoleucyl-tRNA
synthetase, mitochondrial precursor (EC
6.1.1.5) (Isoleucine--tRNA ligase) (lleRS)
[MASS=113791]

1.00

SYNE1_HUMAN (Q8NF91) Nesprin-1 (Nuclear
envelope spectrin repeat protein 1) (Synaptic
nuclear envelope protein 1) (Syne-1) (Myocyte
nuclear envelope protein 1) (Myne-1) (Enaptin)
[MASS=1011035]

*

SYNPR_HUMAN (Q8TBG9) Synaptoporin .
[MASS=29166]

SYPH_HUMAN (P08247) Synaptophysin
(Major synaptic vesicle protein p38) 1.00
[MASS=33845]

SYT1_HUMAN (P21579) Synaptotagmin-1

(Synaptotagmin 1) (Sytl) (065) [MASS=47573] 088

2.56

6.79

4.82

6.72

2.26

8.30

5.75

213

6.58

1.81

0.79

1.86

0.49

0.55

0.00

0.00

0.00

0.03

0.05

0.00
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VNLQM[147]VYDSPLC[330]R

LHQNIC[339]R
DRYDSFIELQEKLHQNIC[339]R
TKEYTAC[339]ELMNIYK
LHQNIC[330]R

FC[339]IISGNQLLMLDEDEIHPLLIR
PSSGNLLQSPEPSYGPAR
LM[147]LVEEELRRDHPAM[147]AEPLPEPK

VASVASTLETTFETISTLSGVDLENGTC[330]SHPLIPDK
SC[339]QTALVEILDVIVR
TALAEAELEYNPEHVSR

MATSRGASRC[339]PR
LQDM[147]YDELM[147]MIIGSR
LHKQWKDLQGEAPYHLLHLK
ASQLEKTGNDASKATLSR
YKSLQQTVLSHEPSVKSVR
ELGQTWANLDHM[147]VGQLKILLK

TLEVLLKDMEK

HFKEDFDK
GLLQDALMQC[339]QGFHEM[147]SHGLLLMLENIDR
LYDLPAK

EM[147]FATM[147]SKLKEQLTK
VASLQDMSC[330]QLLVNAEGTDC[339]LEAK

GLSDVKVATDPKEVLLLM[147]SAC[339]K

LHQVYFDAPTC[339]R
LHQVYFDAPTC[330]R
LHQVYFDAPTC[330]R
EM[147]PVC[330]R

LGDIC[330]FSLR
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SYW_HUMAN (P23381) Tryptophanyl-tRNA
synthetase (EC 6.1.1.2) (Tryptophan-tRNA 3 QFGGNC[339]DVDVSFMYLTFFLEDDDK
ligase) (TrpRS) (IFP53) (hWRS) 0.00 679 214 000 1 2 2 EVTDEIVK

[MASS=53165]

TAB3_HUMAN (Q8N5C8) Mitogen-activated
protein kinase kinase kinase 7-interacting
protein 3 (TAK1-binding protein 3) (NF-kappa-B-
activating protein 1) [MASS=78652]

0.00 211 1.62 0.00 1 1 2 VSC[339]TTAIPTPEEM[147]TR

TAD2L_HUMAN (075478) Transcriptional
adapter 2-like (ADA2-like protein) * 5.42 * * * 1 3  LVPGAYLEYKSALLNEC[339INKQGGLR
[MASS=51496]

TAF3_HUMAN (Q5VWG9) Transcription
initiation factor TFIID subunit 3 (TBP-
associated factor 3) (Transcription initiation
factor TFIID 140 kDa subunit) (140 kDa TATA
box-binding protein-associated factor)
(TAF140) (TAFI11140) [MASS=103581]

0.00 0.75 * * * 1 1 VGAGQDK

TAP1_HUMAN (Q03518) Antigen peptide

transporter 1 (APT1) (Peptide transporter

TAP1) (ATP-binding cassette sub-family B

member 2) (Peptide transporter PSF1) (Peptide * 5.48 * * * 2
supply factor 1) (PSF-1) (Peptide transporter

involved in antigen processing 1)

[MASS=80964]

TATD2_HUMAN (Q93075) TatD DNase
domain-containing deoxyribonuclease 2 (EC 0.00 4.99 0.79 0.00 1 2
3.1.21.-) [MASS=85039]

TAU_HUMAN (P10636) Microtubule-

associated protein tau (Neurofibrillary tangle . 3.30 . . . 2 2 IPAKTPPAPK
protein) (Paired helical filament-tau) (PHF-tau) ’ 3  TKIATPRGAAPPGQK
[MASS=78746]

2 QETEFFQQNQTGNIM[147]SR
2 LSLFLVLVVLSSLGEMAIPFFTGR

2  SVTVTAAQKEKDATPEVSMEEDK
2 HC[330]FTGSYPVIEPLLK



TBA1_HUMAN (P68366) Tubulin alpha-1 chain
(Alpha-tubulin 1) (Testis-specific alpha-tubulin)
(Tubulin H2-alpha) [MASS=49924]

TBA2_HUMAN (Q13748) Tubulin alpha-2 chain
(Alpha-tubulin 2) [MASS=49959]

TBA3_HUMAN (Q71U36) Tubulin alpha-3
chain (Alpha-tubulin 3) (Tubulin B-alpha-1)
[MASS=50135]

TBA6_HUMAN (Q9BQE3) Tubulin alpha-6
chain (Alpha-tubulin 6) [MASS=49895]
TBA8_HUMAN (Q9NY65) Tubulin alpha-8
chain (Alpha-tubulin 8) [MASS=50093]
TBB1_HUMAN (Q9H4B7) Tubulin beta-1 chain
[MASS=50327]

1.00

1.00

1.00

1.00

1.00

*

20.54

4.89

7.10

5.35

5.35

6.87

0.72

1.07

0.51

0.22

0.02

0.00

N
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AYHEQLSVAEITNAC[330]FEPANQM[147]VK

LSDQC[330]TGLQGFLVFHSFGGGTGSGFTSLLMER
LISQIVSSITASLR

YMAC[330]C[330]LLYR

SIQFVDWC[339]PTGFK

YM[147]AC[339]C[339]LLYR

SIQFVDWC[339]PTGFK
LSDQC[339]TGLQGFLVFHSFGGGTGSGFTSLLM[147]ER
AYHEQLSVAEITNAC[339]FEPANQM[147]VK
LSDQC[330]TGLQGFLVFHSFGGGTGSGFTSLLM[147]ER

TIQFVDWC[330]PTGFK
YM[147]AC[330]C[330]M[147]LYR

LADQC[330]TGLQGFLVFHSFGGGTGSGFTSLLMER

LADQC[339]TGLQGFLVFHSFGGGTGSGFTSLLMER

LADQC[330]TGLQGFLVFHSFGGGTGSGFTSLLM[147]ER

AYHEQLTVAEITNAC[330]JFEPANQM[147]VK

AYHEQLSVAEITSSC[330]FEPNSQMVK

FPGQLNADLRKLAVNM[147]VPFPR
VSEHFSAM[147]FK
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TBB2C_HUMAN (P68371) Tubulin beta-2C
chain (Tubulin beta-2 chain) [MASS=49831]

TBB2C_HUMAN (P68371) Tubulin beta-2C
chain (Tubulin beta-2 chain) [MASS=49831]

TBB2_HUMAN (P07437) Tubulin beta-2 chain
[MASS=49671]

TBB4_HUMAN

1.00 26.97

1.00 26.97

1.00

1.00

8.11

4.05

*

*

0.81

0.18

36

LTTPTYGDLNHLVSATM[147]SGVTTC[330]LR
NM[147]MAAC[330]DPR
EAESC[339]DC[339]LQGFQLTHSLGGGTGSGMGTLLISK
NM[147]M[147]AAC[339]DPRHGR
KEAESC[339]DC[339]LQGFQLTHSLGGGTGSGMGTLLISK
LTTPTYGDLNHLVSATM[147]SGVTTC[339]LR

TAVC[330]DIPPR
LTTPTYGDLNHLVSATM[147]SGVTTC[330]LR

LTTPTYGDLNHLVSATMSGVTTC[330]LR
NM[147]M[147]AAC[330]DPR

EAESCI[330]DC[330]LQGFQLTHSLGGGTGSGM[147]GTLLISK
EAESCI[339]DC[330]LQGFQLTHSLGGGTGSGM[147]GTLLISK
TAVC[330]DIPPR

LTTPTYGDLNHLVSATM[147]SGVTTC[339]LR

TAVC[339]DIPPR

NM[147]M[147]AAC[339]DPR

EAESCI[339]DC[339]LQGFQLTHSLGGGTGSGM[147]GTLLISK

KEAESC[339]DC[339]LQGFQLTHSLGGGTGSGM[147]GTLLISK

EIVHIQAGQC[339]GNQIGAK

EIVHIQAGQC[330]GNQIGAK

M[147]REIVHIQAGQCI[339]GNQIGAK

M[147]REIVHIQAGQC[330]GNQIGAK
M[147]REIVHIQAGQC[330]GNQIGAK

M[147]AATFIGNSTAIQELFKR

N =

N =



TBCD2_HUMAN (Q9BYX2) TBC1 domain
family member 2 (Prostate antigen recognized
and identified by SEREX) (PARIS-1)
[MASS=104165]

TBCD4_HUMAN (060343) TBC1 domain
family member 4 (Akt substrate of 160 kDa)
(AS160) [MASS=146562]

TBCD8_HUMAN (095759) TBC1 domain
family member 8 (Vascular Rab-GAP/TBC-
containing protein) (AD 3) [MASS=102676]

TCF20_HUMAN (Q9UGUO) Transcription factor
20 (Stromelysin 1 PDGF-responsive element-
binding protein) (SPRE-binding protein)
(Nuclear factor SPBP) (AR1) [MASS=211770]

TCGAP_HUMAN (014559) TC10/CDC42
GTPase-activating protein (Sorting nexin-26)
[MASS=137212]

TCPH_HUMAN (Q99832) T-complex protein 1
subunit eta (TCP-1-eta) (CCT-eta) (HIV-1 Nef-
interacting protein) [MASS=59366]

TCPQ_HUMAN (P50990) T-complex protein 1
subunit theta (TCP-1-theta) (CCT-theta) (NY-
REN-15 antigen) [MASS=59489]

TCRG1_HUMAN (014776) Transcription
elongation regulator 1 (TATA box-binding
protein-associated factor 2S) (Transcription
factor CA150) [MASS=123959]

TDG_HUMAN (Q13569) G/T mismatch-specific
thymine DNA glycosylase (EC 3.2.2.-)
[MASS=46053]

TDRD6_HUMAN (060522) Tudor domain-
containing protein 6 (Aantigen NY-CO-45)
(Fragment) [MASS=85665]
TDRKH_HUMAN (Q9Y2W6) Tudor and KH
domain-containing protein [MASS=67024]

0.00

*

0.00

*

*

0.99

0.92

0.00

*

*

2.73

2.31

4.9

7.55

2.33

12.34

9.87

5.61

3.85

1.65

1.56

0.80

0.46

0.79

0.00

0.00

0.00

0.00

0.00
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DDM[147]EAYRTQNC[339]FLNFEIHQVTKIWR

EDAKPSKDNEDAFYNSQK
PEAGGC[339]GAPAAR

AFVSCI[339]LDIM[147]YNGEM[147]NEK
SPLM[147]HPDALVTAFQQSGSQSPDSRM[147]SR

M[147]SPGRSRGPGGDPHHM[147]NPHM[147]TFSER
YHYPCI[339]AIDADC[339]LLHEENFSVR
LLHSSKEGADKAFNSYAHLSHSQDIK
KQQQPPPPPPQPPQIPEGSADGEPK
VKTETHAETVTAGKEPPGAMTSTTSQK
C[330]ELGAVCI[339]TIINAEEEEQTKLVRGR

STDSLDGPGEGSVQPLPTAGGPSVKGKPGK

TATQLAVNK
INALTAASEAAC[339]LIVSVDETIKNPR
QQLLIGAYAKALEIIPRQLC[339]DNAGFDATNILNK

ALHVPKAPGFAQMLK
ELAQTTRTAYGPNGM[147]NKM[147]VINHLEK
AHEILPNLVC[330]C[330]SAK

ADVDKIIQEPPHK

C[330]LFMSGLSEVQLNHMDDHTLPGK

MSLHLHGADC[339]DPKTQNEM[147]NIC[330]EEEFVEYK

IIGRGGETIR
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TEBP_HUMAN (Q15185) Prostaglandin E
synthase 3 (EC 5.3.99.3) (Cytosolic
prostaglandin E2 synthase) (cPGES)
(Telomerase-binding protein p23) (Hsp90 co-
chaperone) (Progesterone receptor complex
p23) [MASS=18697]

TENR_HUMAN (Q92752) Tenascin-R
precursor (TN-R) (Restrictin) (Janusin)
[MASS=149547]

TEP1_HUMAN (Q99973) Telomerase protein
component 1 (Telomerase-associated protein
1) (Telomerase protein 1) (p240) (p80
telomerase homolog) [MASS=290413]

TESK2_HUMAN (Q96S53) Dual specificity
testis-specific protein kinase 2 (EC 2.7.12.1)
(Testicular protein kinase 2) [MASS=63639]

TEX15_HUMAN (Q9BXT5) Testis-expressed
sequence 15 protein [MASS=315360]

TEX9_HUMAN (Q8N6V9) Testis-expressed
sequence 9 protein [MASS=44826]

TF7L1_HUMAN (Q9HCS4) Transcription factor
7-like 1 (HMG box transcription factor 3) (TCF-
3) [MASS=62630]

TF7L2_HUMAN (Q9NQBO) Transcription factor

7-like 2 (HMG box transcription factor 4) (T-cell-
specific transcription factor 4) (TCF-4) (hnTCF-4)

[MASS=67918]

THAP6_HUMAN (Q8TBB0) THAP domain-
containing protein 6 [MASS=25690]
THIL_HUMAN (P24752) Acetyl-CoA
acetyltransferase, mitochondrial precursor (EC
2.3.1.9) (Acetoacetyl-CoA thiolase) (T2)
[MASS=45199]
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0.00

0.00

0.00

0.00

0.00

0.00

0.00
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10.62
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2.62

6.39

3.23

5.49

5.86

10.77
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0.79
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0.77
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THIM_HUMAN (P42765) 3-ketoacyl-CoA
thiolase, mitochondrial (EC 2.3.1.16) (Beta-
ketothiolase) (Acetyl-CoA acyltransferase)
(Mitochondrial 3-oxoacyl-CoA thiolase) (T1)
[MASS=41924]

THRB_HUMAN (P00734) Prothrombin
precursor (EC 3.4.21.5) (Coagulation factor Il)
[Contains: Activation peptide fragment 1;
Activation peptide fragment 2; Thrombin light
chain; Thrombin heavy chain] [MASS=70036]

THY1_HUMAN (P04216) Thy-1 membrane
glycoprotein precursor (Thy-1 antigen) (CD90
antigen) (CDw90 antigen) [MASS=17935]

TIM10_HUMAN (P62072) Mitochondrial import
inner membrane translocase subunit Tim10
[MASS=10333]

TIM13_HUMAN (Q9Y5L4) Mitochondrial import
inner membrane translocase subunit Tim13
[MASS=10500]

TIM9_HUMAN (Q9Y5J7) Mitochondrial import
inner membrane translocase subunit Tim9
[MASS=10378]

TKT_HUMAN (P29401) Transketolase (EC
2.2.1.1) (TK) [MASS=67877]

TLN2_HUMAN (Q9Y4G6) Talin-2
[MASS=271553]

TLR4_HUMAN (000206) Toll-like receptor 4
precursor (hToll) (CD284 antigen)
[MASS=95679]

TLR5_HUMAN (060602) Toll-like receptor 5
precursor (Toll/interleukin-1 receptor-like
protein 3) [MASS=97725]

TMEM8_HUMAN (Q9HCNB3) Transmembrane
protein 8 precursor (M83 protein)
[MASS=84716]

TMM27_HUMAN (Q9HBJ8) Collectrin
precursor (Transmembrane protein 27)
[MASS=25235]

1.00

0.00

0.99

0.39

1.00

1.00

0.98

0.00

0.00

0.00

15.87

5.47
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1.85

6.08

2.80

10.51

13.06

1.69

0.89

0.48

1.54

1.36

1.53

1.43

0.49

1.48

0.82
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0.00
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TMM51_HUMAN (Q9NW97) Transmembrane
protein 51 [MASS=27759]

TMPS9_HUMAN (Q72410) Transmembrane
protease, serine 9 (EC 3.4.21.-) (Polyserase-1)
(Polyserase-l) (Polyserine protease 1)
[Contains: Serase-1; Serase-2; Serase-3]
[MASS=114020]

TNK1_HUMAN (Q13470) Non-receptor tyrosine
protein kinase TNK1 (EC 2.7.10.2) (CD38
negative kinase 1) [MASS=72499]

TOM40_HUMAN (096008) Probable
mitochondrial import receptor subunit TOM40
homolog (Translocase of outer membrane 40
kDa subunit homolog) (Haymaker protein)
(p38.5) [MASS=37893]

TOM70_HUMAN (094826) Mitochondrial
precursor proteins import receptor (Translocase
of outer membrane TOM70) [MASS=67454]

TOP3B_HUMAN (095985) DNA
topoisomerase 3-beta-1 (EC 5.99.1.2) (DNA
topoisomerase Ill beta-1) [MASS=96661]

TP53B_HUMAN (Q12888) Tumor suppressor
p53-binding protein 1 (p53-binding protein 1)
(p53BP1) (53BP1) [MASS=213573]

TPA_HUMAN (P00750) Tissue-type
plasminogen activator precursor (EC 3.4.21.68)
(tPA) (t-PA) (t-plasminogen activator)
(Alteplase) (Reteplase) [Contains: Tissue-type
plasminogen activator chain A; Tissue-type
plasminogen activator chain B] [MASS=62917]

*

0.80
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0.00

11.07
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16.07
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0.00
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0.00
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ANLLFKGSVDSNWIVGATLEKK

ADEM[147]YDKC[339]IDLEPDNATTYVHK
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JEE N W G Y

_ A A A A

N =



TPIS_HUMAN (P60174) Triosephosphate
isomerase (EC 5.3.1.1) (TIM) (Triose- 1.00
phosphate isomerase) [MASS=26538]

TPP2_HUMAN (P29144) Tripeptidyl-peptidase
2 (EC 3.4.14.10) (Tripeptidyl-peptidase Il) (TPP-

I) (Tripeptidyl aminopeptidase) 0.00
[MASS=138218]
TPPC5_HUMAN (Q8IURO) Trafficking protein 0.00

particle complex subunit 5 [MASS=20783]

TR4_HUMAN (P49116) Orphan nuclear
receptor TR4 (Orphan nuclear receptor TAK1)
[MASS=65414]

*

TRABD_HUMAN (Q9UGIO) Protein TRABID
(Zinc finger Ran-binding domain-containing
protein 1) [MASS=80907]

TRFR_HUMAN (P34981) Thyrotropin-releasing
hormone receptor (TRH-R) (Thyroliberin 0.00
receptor) [MASS=45085]

TRI18_HUMAN (015344) Midline-1 (EC 6.3.2.-

) (Tripartite motif-containing protein 18)

(Putative transcription factor XPRF) (Midin) *
(RING finger protein 59) (Midline 1 RING finger
protein) [MASS=75250]

TRI27_HUMAN (P14373) Zinc-finger protein
RFP (Ret finger protein) (Tripartite motif-
containing protein 27) (RING finger protein 76)
[MASS=58489]

TRI32_HUMAN (Q13049) Tripartite motif-
containing protein 32 (EC 6.3.2.-) (Zinc-finger .
protein HT2A) (72 kDa Tat-interacting protein)
[MASS=71988]

TRIM4_HUMAN (Q9CO037) Tripartite motif-
containing protein 4 (RING finger protein 87) 0.00
[MASS=57400]

0.00
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TRIO_HUMAN (075962) Triple functional
domain protein (PTPRF-interacting protein)
[MASS=341614]

TRIP4_HUMAN (Q15650) Activating signal
cointegrator 1 (ASC-1) (Thyroid receptor-
interacting protein 4) (TRIP-4) [MASS=66245]

TRPM7_HUMAN (Q96QT4) Transient receptor
potential cation channel subfamily M member 7
(EC 2.7.11.1) (Long transient receptor potential
channel 7) (LTrpC7) (Channel-kinase 1)
[MASS=212696]

TSC2_HUMAN (P49815) Tuberin (Tuberous
sclerosis 2 protein) [MASS=200748]

TSH1_HUMAN (Q6ZSZ6) Teashirt homolog 1
(Serologically defined colon cancer antigen 3)
(Antigen NY-CO-33) [MASS=117916]

TSH3_HUMAN (Q63HK5) Teashirt homolog 3
(Zinc finger protein 537) [MASS=118565]

TSN18_HUMAN (Q96SJ8) Tetraspanin-18
(Tspan-18) [MASS=27710]

TSP2_HUMAN (P35442) Thrombospondin-2
precursor [MASS=129955]

TTC3_HUMAN (P53804) Tetratricopeptide
repeat protein 3 (TPR repeat protein 3) (TPR
repeat protein D) [MASS=229890]
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0.00

0.00
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2.50

5.24
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TULP1_HUMAN (000294) Tubby-related
protein 1 (Tubby-like protein 1) [MASS=60650]

TXND3_HUMAN (Q8N427) Thioredoxin
domain-containing protein 3 (Spermatid-
specific thioredoxin-2) (Sptrx-2) (NM23-H8)
[MASS=67269]

U3IP2_HUMAN (043818) U3 small nucleolar
RNA-interacting protein 2 (U3 small nucleolar
ribonucleoprotein-associated 55 kDa protein)
(U3 snoRNP-associated 55 kDa protein) (U3-
55K) [MASS=51840]

UAP56_HUMAN (Q13838) Spliceosome RNA
helicase BAT1 (EC 3.6.1.-) (DEAD box protein
UAP56) (56 kDa U2AF65-associated protein)
(ATP-dependent RNA helicase p47) (HLA-B-
associated transcript-1) [MASS=48991]

UBE1_HUMAN (P22314) Ubiquitin-activating
enzyme E1 (A1S9 protein) [MASS=117848]

UBE3C_HUMAN (Q15386) Ubiquitin-protein
ligase E3C (EC 6.3.2.-) [MASS=123922]

UBP28_HUMAN (Q96RU2) Ubiquitin carboxyl-
terminal hydrolase 28 (EC 3.1.2.15) (Ubiquitin
thioesterase 28) (Ubiquitin-specific-processing
protease 28) (Deubiquitinating enzyme 28)
[MASS=122490]

UBP38_HUMAN (Q8NB14) Ubiquitin carboxyl-
terminal hydrolase 38 (EC 3.1.2.15) (Ubiquitin
thioesterase 38) (Ubiquitin-specific-processing
protease 38) (Deubiquitinating enzyme 38)
(HP43.8KD) [MASS=116545]
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0.97

0.94

0.00
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1.02
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0.76
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2.59

0.33

1.47
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1.53
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UBP4_HUMAN (Q13107) Ubiquitin carboxyl-
terminal hydrolase 4 (EC 3.1.2.15) (Ubiquitin
thioesterase 4) (Ubiquitin-specific-processing
protease 4) (Deubiquitinating enzyme 4)
(Ubiquitous nuclear protein homolog)
[MASS=108564]

UBP6_HUMAN (P35125) Ubiquitin carboxyl-
terminal hydrolase 6 (EC 3.1.2.15) (Ubiquitin
thioesterase 6) (Ubiquitin-specific-processing
protease 6) (Deubiquitinating enzyme 6) (Proto-
oncogene TRE-2) [MASS=158657]

UBR1_HUMAN (Q8IWV7) Ubiquitin-protein
ligase E3 component N-recognin-1 (EC 6.-.-.-)
(Ubiquitin-protein ligase E3-alpha-1) (Ubiquitin-
protein ligase E3-alpha-1) [MASS=200209]

UBR2_HUMAN (Q8IWV8) Ubiquitin-protein
ligase E3 component N-recognin-2 (EC 6.-.-.-)
(Ubiquitin-protein ligase E3-alpha-2) (Ubiquitin-
protein ligase E3-alpha-Il) [MASS=200537]

UBTD2_HUMAN (Q8WUN?7) Ubiquitin domain-
containing protein 2 (Dendritic cell-derived
ubiquitin-like protein) (DC-UbP) (Ubiquitin-like
protein SB72) [MASS=26189]

UCHL1_HUMAN (P09936) Ubiquitin carboxyl-
terminal hydrolase isozyme L1 (EC 3.4.19.12)
(EC 6.-.-.-) (UCH-L1) (Ubiquitin thioesterase
L1) (Neuron cytoplasmic protein 9.5) (PGP 9.5)
(PGP9.5) [MASS=24824]

UCP4_HUMAN (095847) Mitochondrial
uncoupling protein 4 (UCP 4) (Solute carrier
family 25 member 27) [MASS=36064]
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UCRH_HUMAN (P07919) Ubiquinol-
cytochrome c reductase complex 11 kDa
protein, mitochondrial precursor (EC 1.10.2.2)
(Mitochondrial hinge protein) (Cytochrome C1,
nonheme 11 kDa protein) (Complex Il subunit
VIII) [MASS=10739]

UCRQ_HUMAN (014949) Ubiquinol-
cytochrome c reductase complex ubiquinone-
binding protein QP-C (EC 1.10.2.2) (Ubiquinol-
cytochrome c reductase complex 9.5 kDa
protein) (Complex Il subunit VII) [MASS=9775]

UGGG1_HUMAN (Q9NYU2) UDP-
glucose:glycoprotein glucosyltransferase 1
precursor (EC 2.4.1.-) (UDP-glucose ceramide
glucosyltransferase-like 1) (UDP--
Glc:glycoprotein glucosyltransferase) (HUGT1)
[MASS=174976]

ULK1_HUMAN (0O75385) Serine/threonine-
protein kinase ULK1 (EC 2.7.11.1) (Unc-51-like
kinase 1) [MASS=112601]

UN13C_HUMAN (Q8NB66) Unc-13 homolog C
(Munc13-3) (Fragment) [MASS=135621]

UQCR1_HUMAN (P31930) Ubiquinol-
cytochrome-c reductase complex core protein |,
mitochondrial precursor (EC 1.10.2.2)
[MASS=52645]

UQCR2_HUMAN (P22695) Ubiquinol-
cytochrome-c reductase complex core protein
2, mitochondrial precursor (EC 1.10.2.2)
(Complex Ill subunit 11) [MASS=48443]
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VAOD_HUMAN (P61421) Vacuolar ATP
synthase subunit d (EC 3.6.3.14) (V-ATPase d
subunit) (Vacuolar proton pump d subunit) (V-
ATPase AC39 subunit) (V-ATPase 40 kDa
accessory protein) (P39) (32 kDa accessory
protein) [MASS=40329]

0.76

VAPA_HUMAN (Q9PO0LO) Vesicle-associated
membrane protein-associated protein A (VAMP-
associated protein A) (VAMP-A) (VAP-A) (33 0.00
kDa Vamp-associated protein) (VAP-33)
[MASS=27317]

VATA1_HUMAN (P38606) Vacuolar ATP
synthase catalytic subunit A, ubiquitous isoform
(EC 3.6.3.14) (V-ATPase subunit A 1)
(Vacuolar proton pump alpha subunit 1) (V-
ATPase 69 kDa subunit 1) (Isoform VA68)
[MASS=68304]

0.00

VATB1_HUMAN (P15313) Vacuolar ATP

synthase subunit B, kidney isoform (EC

3.6.3.14) (V-ATPase B1 subunit) (Vacuolar *
proton pump B isoform 1) (Endomembrane

proton pump 58 kDa subunit) [MASS=56980]

VATB2_HUMAN (P21281) Vacuolar ATP

synthase subunit B, brain isoform (EC 3.6.3.14)
(V-ATPase B2 subunit) (Vacuolar proton pump  0.99
B isoform 2) (Endomembrane proton pump 58

kDa subunit) (HO57) [MASS=56500]

VATH_HUMAN (Q9UI12) Vacuolar ATP
synthase subunit H (EC 3.6.3.14) (V-ATPase H
subunit) (Vacuolar proton pump H subunit) (V-
ATPase 50/57 kDa subunits) (Vacuolar proton
pump subunit SFD) (VMA13) (Nef-binding
protein 1) (NBP1) [MASS=55883]

0.00

VAV2_HUMAN (P52735) Protein vav-2
[MASS=101256]

1.99

12.40

3.89

2.92

7.83

7.87

1.25

0.48

0.99

3.07

0.64

0.58

0.00

0.00

0.00

0.00

0.00

LFPHC[330]GR

FM[147]VQTIFAPPNTSDMEAVWKEAK
LM[147]EEC[330]KR

C[339]LGNPER
LAEMPADSGYPAYLGAR

PGGLPGSSC[339]NLGAAR

GPVVLAEDFLDIM[147]GQPINPQCI[330]R
KDHADVSNQLYACI[330]YAIGK

C[330]GFQLQYQM[147]IFSIWLLAFSPQMC[330]EHLR
QEYALAMIQC[330]K

KSGYFPSSSVK



VCAM1_HUMAN (P19320) Vascular cell
adhesion protein 1 precursor (V-CAM 1)
(CD106 antigen) (INCAM-100) [MASS=81276]

VDAC1_HUMAN (P21796) Voltage-dependent
anion-selective channel protein 1 (VDAC-1)
(hVDAC1) (Outer mitochondrial membrane
protein porin 1) (Plasmalemmal porin) (Porin
31HL) (Porin 31HM) [MASS=30641]

VDAC2_HUMAN (P45880) Voltage-dependent
anion-selective channel protein 2 (VDAC-2)
(hVDAC?2) (Outer mitochondrial membrane
protein porin 2) [MASS=38092]

VDAC3_HUMAN (Q9Y277) Voltage-dependent
anion-selective channel protein 3 (VDAC-3)
(hVDAC3) (Outer mitochondrial membrane
protein porin 3) [MASS=30658]

VDP_HUMAN (060763) General vesicular
transport factor p115 (Transcytosis-associated
protein) (TAP) (Vesicle docking protein)
[MASS=107907]

VGFR3_HUMAN (P35916) Vascular
endothelial growth factor receptor 3 precursor
(EC 2.7.10.1) (VEGFR-3) (Tyrosine-protein
kinase receptor FLT4) [MASS=145598]

VISL1_HUMAN (P62760) Visinin-like protein 1
(VILIP) (Hippocalcin-like protein 3) (HLP3)
[MASS=22011]

VP13B_HUMAN (Q7Z7G8) Vacuolar protein
sorting 13B (Cohen syndrome protein 1)
[MASS=448732]

4.33

4.26

11.82

3.89

1.46

6.09

18.95

2.66

N wWwww

NNNWW DN

GIQVEIYSFPK
DPEIEMSGGLVNGSSVTVSC[330]K

YQIDPDACI[339]FSAK

YQIDPDACI330]FSAK

SC[339]SGVEFSTSGSSNTDTGK
WNTDNTLGTEIAIEDQIC[339]QGLK

VCI[339INYGLTFTQK

VC[330][NYGLTFTQK

LC[330]DRVASSTLLDDR

DAFSPC[330]JAEKSPEQR
GSMEIVILVGTGVIAVFFWVLLLLIFC[330]NM[147]R
NILLSESDVVKIC[339]DFGLARDIYK
DC[339]EGTDARPYC[330]K

SDPSIVLLLQC[330]DIQK
GFLKDC[330]PSGR
EFIC[339]ALSITSR

SWYHGQTSM[147]PGTLVLCI[330]LPQIKISAGHK
C[330]PEVEELVFSHFVIC[339INDTQETLR
LPSYILENNELTELC[330]VK
PYVRTLLIELLPWALLINESK
LGSEPVVITINTMEC[339]ILK
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VPP1_HUMAN (Q93050) Vacuolar proton
translocating ATPase 116 kDa subunit a
isoform 1 (V-ATPase 116 kDa isoform a1)
(Clathrin-coated vesicle/synaptic vesicle proton
pump 116 kDa subunit) (Vacuolar proton pump
subunit 1) (Vacuolar adenosine triphosphatase
[MASS=96412]

VPS28 HUMAN (Q9UK41) VPS28 protein
homolog [MASS=25425]

VPS29_HUMAN (Q9UBQO) Vacuolar protein
sorting 29 (Vesicle protein sorting 29)
(hVPS29) (PEP11) [MASS=20506]

VPS35_HUMAN (Q96QK1) Vacuolar protein
sorting 35 (Vesicle protein sorting 35)
(hVPS35) (Maternal-embryonic 3)
[MASS=91706]

VPS4A_HUMAN (Q9UN37) Vacuolar sorting
protein 4a (SKD2 protein) (hVPS4) (VPS4-1)
[MASS=48898]

VPS54_HUMAN (Q9P1Q0) Vacuolar protein
sorting protein 54 (Tumor antigen SLP-8p)
(Hepatocellular carcinoma protein 8)
[MASS=110588]

VWF_HUMAN (P04275) Von Willebrand factor
precursor (VWF) [Contains: Von Willebrand
antigen 1I] [MASS=309298]

WBS22_HUMAN (043709) Putative
methyltransferase WBSCR22 (EC 2.1.1.-)
(Williams-Beuren syndrome chromosome
region 22 protein) [MASS=31880]

WDFY3_HUMAN (Q8IZQ1) WD repeat and
FYVE domain-containing protein 3 (Autophagy-
linked FYVE protein) (Alfy) [MASS=395256]

WDR13_HUMAN (Q9H1Z4) WD repeat protein
13 [MASS=53715]

WDR20_HUMAN (Q8TBZ3) WD repeat protein
20 (DMR protein) [MASS=62933]

0.94

0.00

0.99

0.00

0.00

0.84

6.79

7.14

4.77

2.97

2.25

3.20

4.98

2.07

3.09

14.94

0.53

1.46

0.51

1.79

1.34

0.00

0.00

0.00

0.00

0.00
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KIC[330]EGFR

QVQGSEISSIDEFC[339]R

IQHILC[330]TGNLC[330]TK

C[339]QKIFSFAHQTISALIKAELAELPLR
KDILKDLVEM[147]C[339]R

ESIRAKC[330]VQYLDR

IILEYC[339]QC[339]VDNIPSVTTDM[147]LTR

RVTILVEGGEIELFDGEVNVK
VPLDSSPATC[339]HNNIM[147]K
VEDFGNAWKLHGDC[339]QDLQKQHSDPC[330]ALNPR
IM[147]KIPGTC[330]C[339]DTC[330]EEPEC[330]NDITAR

LYC[339]FFASLFSVLVR

LGDVILPPWAK
VFSWSVSDQPGRSAADHWVK
VKC[339]LVSM[147]TTPHDIR
EHFYVIDGFTMTATR
NYLLAFQKGIRNK

EARDPSLLINAC[330]LNK

VPFNSQGSNPVRVSFVNLNDQSGNGDRLCI[339]FNVGR
TDPAKTLGTPLC[339]PRMEDVPLLEPLIC[330]K
LLPHSEYSRPNRVPFNSQGSNPVR
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WDR22_HUMAN (Q96JK2) WD repeat protein
22 (Breakpoint cluster region protein 2) 0.00
(BCRP2) [MASS=103963]

WDR24_HUMAN (Q96S15) WD repeat protein

24 [MASS=101989] 0.00

WDR33_HUMAN (Q9C0J8) WD repeat protein
33 (WD repeat protein WDC146) *
[MASS=145920]

WDR43_HUMAN (Q15061) WD repeat protein N
43 [MASS=79118]

WDR65_HUMAN (Q96MR6) WD repeat protein
65 [MASS=78164]

WDR6_HUMAN (Q9NNWS5) WD repeat protein N
6 [MASS=121724]

WDR72_HUMAN (Q3MJ13) WD repeat protein .
72 [MASS=123408]

WDR76_HUMAN (Q9H967) WD repeat protein

76 [MASS=69753] 0.00

WIPI2_HUMAN (Q9Y4P8) WD repeat domain
phosphoinositide-interacting protein 2 (WIPI-2)  0.97
(WIP149-like protein 2) [MASS=49408]

WNT9B_HUMAN (014905) Protein Wnt-9b .
precursor (Wnt-15) (Wnt-14b) [MASS=38971]

XAB2_HUMAN (Q9HCS7) XPA-binding protein .
2 (HCNP protein) [MASS=100009]

XCL1_HUMAN (P47992) Lymphotactin

precursor (XCL1) (Cytokine SCM-1) (ATAC)
(Lymphotaxin) (SCM-1-alpha) (Small inducible  0.00
cytokine C1) (XC chemokine ligand 1)

[MASS=12517]

XPO5_HUMAN (Q9HAV4) Exportin-5 (Exp5) .
(Ran-binding protein 21) [MASS=136310]

5.63

7.93

1.87

5.83

1.29

0.80

5.26

3.51

12.11

3.92

5.50

9.65

1.99

1.48

1.56

2.06

0.56

1.62

0.22

0.00

0.00

0.00

0.00

w

N ww = W NDNWNW WNDN

N ww N

w

EAC[330]LNIAMAQRNQDLPPEGC[339]SK

EAC[339]LNIAM[147]JAQRNQDLPPEGC[330]SK
SLETIC[339]ANHNNGR
LPVFQFDNQGYFNSC[330]TM[147]K

PEC[339]RHHLATC[339]SMM[147]VDHNIYVWDVR
VTTALGGSVLTGR

GGSC[330]GLPLMNSFNLK
LHHSFAHGPM[147]QDAESTANDAR

GLVVSGSKDSQQPIK

GRGGPGPAQR

EDLQTNSFPVLLTQGLESNDFEMLNKVLQTR
EEPVKLAVVC[339]R

EIADSLILR

GMNWLAGLR

QPYIVSAAENGEMCI[330][VWNVTNGQCI[339]VEK
NTLPLQTPVSPVKHDSNSNSANFQDVEDMPDR

VHSFGGEYLVSVC[339]SINAMHPTR

AANMIPAHDSPLAALAFDASGTK
LDGSLETTNEILDSASHDC[330]PLVTQTYGAAAGK

LELWAPARQGSLTK

IATPQIVINYAM[147]FLEEHKYFEESFKAYER

FEQLISRRPLLLNSVLLR

VCI[339]ADPQATWVR

KTKPMLETEVLDNDGGGLATIFEP

N = - 4 aa N

N

NN



XPP2_HUMAN (043895) Xaa-Pro

aminopeptidase 2 precursor (EC 3.4.11.9) (X-

Pro aminopeptidase 2) (Membrane-bound
aminopeptidase P) (Membrane-bound APP) 0.38
(Membrane-bound AmP) (mAmP)

(Aminoacylproline aminopeptidase)

[MASS=75624]

YES_HUMAN (P07947) Proto-oncogene
tyrosine-protein kinase Yes (EC 2.7.10.2) (p61- 0.00
Yes) (c-Yes) [MASS=60670]

YJDC_HUMAN (Q96F86) YjeF domain- N
containing protein 1 (Edc3) [MASS=56077]

YYAP1_HUMAN (Q9H869) YY1-associated
protein 1 (Hepatocellular carcinoma
susceptibility protein) (Hepatocellular
carcinoma-associated protein 2)
[MASS=87915]

ZAN_HUMAN (Q9Y493) Zonadhesin precursor .
[MASS=305571]

ZBT11_HUMAN (095625) Zinc finger and BTB "
domain-containing protein 11 [MASS=119382]

ZBT40_HUMAN (Q9NUAS8) Zinc finger and
BTB domain-containing protein 40 0.21
[MASS=138118]

ZBT7A_HUMAN (095365) Zinc finger and BTB
domain-containing protein 7A
(Leukemia/lymphoma-related factor) (Factor

that binds to inducer of short transcripts protein  0.00
1) (Factor binding IST protein 1) (FBI-1) (HIV-1
1st-binding protein 1) (TTF-l-interacting
[MASS=61439]

3.56

14.21

1.77

2.89

3.34

2.28

242

1.71

0.20

0.98

0.46

0.00

0.00

0.00
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NC[330]STNPPYLPVTVVNTTM[147]SLTALR

MPC[339]PQGC[339]PESLHELM[147]NLC[339]WK
PGTMM[147]PEAFLQEAQIMKK
LVKHYTEHADGLC[339]HK

GYRMPC[330]PQGC[330]PESLHELM[147]NLC[339]WKK

HMESLSQSK

SLAATPSSSLPC[339]TLIALGLRHEK

PTIPTEKPTIPTEKSTISPEK
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PSIPTEKPSIPTEK
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AVLLSPVSLSSGC[339]LSFSFHYILR
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DAPSSSSSNSTSNEASGTSSEKGR

QANGLSIHLHTFHNIEDPYDC[339]KK
AEHADM[147]K

KDGC[330]NGVPSR
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ZCH11_HUMAN (Q5TAX3) Zinc finger CCHC
domain-containing protein 11 [MASS=185132]

ZCHC6_HUMAN (Q5VYS8) Zinc finger CCHC
domain-containing protein 6 [MASS=171228]

ZCHC9_HUMAN (Q8N567) Zinc finger CCHC
domain-containing protein 9 [MASS=30451]

ZFHX2_HUMAN (Q9CO0A1) Zinc finger
homeobox protein 2 [MASS=152100]

ZHX2_HUMAN (Q9Y6X8) Zinc fingers and
homeoboxes protein 2 (Zinc finger and
homeodomain protein 2) (Alpha-fetoprotein
regulator 1) (AFP regulator 1) (Regulator of
AFP) [MASS=92306]

ZMYM3_HUMAN (Q14202) Zinc finger MYM-
type protein 3 (Zinc finger protein 261)
(DXS6673E protein) [MASS=152378]
ZN133_HUMAN (P52736) Zinc finger protein
133 [MASS=73402]

ZN217_HUMAN (075362) Zinc finger protein
217 [MASS=115271]

ZN256_HUMAN (Q9Y2P7) Zinc finger protein
256 (Bone marrow zinc finger 3) (BMZF-3)
[MASS=54872]

ZN294_HUMAN (094822) Zinc finger protein
294 [MASS=200534]

ZN407_HUMAN (Q9C0GO0) Zinc finger protein
407 (Fragment) [MASS=126979]
ZN441_HUMAN (Q8N8Z8) Zinc finger protein
441 [MASS=72193]

ZN473_HUMAN (Q8WTRY7) Zinc finger protein
473 (Zinc finger protein 100 homolog) (Zfp-100)
[MASS=100182]

ZN479_HUMAN (Q96JC4) Zinc finger protein
479 (Zinc finger protein Kr19) (HKr19)
[MASS=60598]

ZN483_HUMAN (Q8TF39) Zinc finger protein
483 [MASS=85097]

0.00

0.29

0.00

0.00

0.00

0.33

0.00

3.47

2.74

17.71

2.03

4.78

1.31

3.21

4.87

5.06

2.21

4.29

2.40

3.44

6.49

4.03

0.84

0.76

0.34

10.47

0.69

0.94

0.00

0.00

0.00

0.00

0.00

0.00
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DCI[330]LPAKPSEATSDR
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SFC[330]SEGC[339]VLLYKQDFTKK

SLARHQK
PC[339]VC[339]REC[339]GQGFLQK
VTGNMPTQSLLMYMDGPEVIGSSLGSPMEMEDALSMK
RAGAESPTM[147]SVDGR

ERSYM[147]C[330]SEC[330]GKSFSTSC[339]SLSDHLR
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LIGWLNEDQRK

QPEAIAFC[330]K
VHC[339]EGEGGNAGDGGGVVPHR
GQGATFVETDSPFTAAALAEEPLVKEKPLR
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ZN485_HUMAN (Q8NCKS3) Zinc finger protein
485 [MASS=50280]

ZN511_HUMAN (Q8NB15) Zinc finger protein
511 [MASS=29428]
ZN560_HUMAN (Q96MR9) Zinc finger protein
560 [MASS=91120]
ZN561_HUMAN (Q8N587) Zinc finger protein
561 [MASS=55197]
ZN563_HUMAN (Q8TA94) Zinc finger protein
563 [MASS=55434]
ZN571_HUMAN (Q7Z3V5) Zinc finger protein
571 [MASS=70801]

ZN600_HUMAN (Q6ZNG1) Zinc finger protein
600 [MASS=83157]

ZN625_HUMAN (Q96127) Zinc finger protein
625 [MASS=34746]

ZN638_HUMAN (Q14966) Zinc finger protein
638 (Nuclear protein 220) (Zinc-finger matrin-
like protein) (Cutaneous T-cell lymphoma-
associated antigen se33-1) (CTCL tumor
antigen se33-1) [MASS=220623]

ZN639_HUMAN (Q9UID6) Zinc finger protein
639 (Zinc finger protein ZASC1) (Zinc finger
protein ANC_2H01) [MASS=56054]

ZN655_HUMAN (Q8N720) Zinc finger protein
655 (Vav-interacting Krueppel-like protein)
[MASS=57393]

ZN708_HUMAN (P17019) Zinc finger protein
708 (Zinc finger protein 15-like 1) (Zinc finger
protein KOX8) [MASS=64779]
ZNF13_HUMAN (P17016) Zinc finger protein
13 (Zinc finger protein KOX5) (Fragment)
[MASS=6274]

0.00

0.00

0.00

0.00

0.00

0.00

0.00

0.00

13.61

8.02

2.03

3.91

4.83

4.93

6.37

4.90

2.83

8.04
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4.80

33.93

0.59

1.03

0.85

1.27

0.30

1.71

0.00
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0.00
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0.00
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TSRDR

C[330]GKPFTSSAC[330]LRIHMR

AFTTSTSLIQHTRIHTGEK
HM[147]IM[147]HTGGGPHKC[339]K

GFDRPSLVR

INHHLQYNGLGDNM[147]EC[330]K
DFRC[330]PSQLTQHTR

IFGQNSALVIHK
VFSC[339]GSTLETHK

VFSC[330]GSTLETHK
PQIHISNNYGNNSPNSSLLPQK

THGRTHTGEKPYEC[330]K

TVDKKNISEK

QKHLEAADK
AYIEINRKAAESMVK
TKLESLSQVGPVNENVMEEDLK

GFSSM[147]LEYC[339]K
YSDSSGISRIADGFNGIFSDHC[330]YSVC[339]SM[147]R

SC[339]SPSSGIIQHK

GC[330]KSVDEHK
SSHLTNHKVIHTGEKPYK

C[339]EEC[339]GKGFSRASNLLAHQR
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ZNF18_HUMAN (P17022) Zinc finger protein
18 (Zinc finger protein KOX11) (Heart
development-specific gene 1 protein)
[MASS=62288]

ZNF20_HUMAN (P17024) Zinc finger protein
20 (Zinc finger protein KOX13) [MASS=61567]

ZNF30_HUMAN (P17039) Zinc finger protein
30 (Zinc finger protein KOX28) [MASS=62123]

ZNF85_HUMAN (Q03923) Zinc finger protein
85 (Zinc finger protein HPF4) (HTF1)
[MASS=68718]

ZNF92_HUMAN (Q03936) Zinc finger protein
92 (Zinc finger protein HTF12) [MASS=68486]

ZNFX1_HUMAN (Q9P2E3) NFX1-type zinc
finger-containing protein 1 [MASS=220225]

ZNT1_HUMAN (Q9Y6Mb) Zinc transporter 1
(ZnT-1) (Solute carrier family 30 member 1)
[MASS=55328]

ZNT3_HUMAN (Q99726) Zinc transporter 3
(ZnT-3) (Solute carrier family 30 member 3)
[MASS=41944]

ZSCA4_HUMAN (Q8NAM6) Zinc finger and
SCAN domain-containing protein 4 (Zinc finger
protein 494) [MASS=48956]

ZSWM2_HUMAN (Q8NEGS) Zinc finger SWIM
domain-containing protein 2 [MASS=72720]

0.00

0.00

0.00

0.00

0.00

4.01

6.58

7.20

2.86

3.24

2.76

6.31

6.96

5.54

3.63

1.31

0.92

0.56

1.38

0.56

0.00

0.00

0.00

0.00

0.00

QLGQHLPNPHSGEM[147]STM[147]WLEEK

EC[339]GNAFSFPSEIRRHK
ESHHC[339]GESFNQIADDMLNR

EC[330]GKAFSTSSPLVKHQR
ASYLVQHGR
AFISGSAFVRHGR

HEIM[147]VAKPTVM[147]C[330]SHFAR

QSSTLTEHKIIHTGEKPYK

GM[147]YC[339]IGNMQM[147]LAKVPLWSK
C[330]RNGHIYVIGDC[330]GGAM[147]ER
TM[147]PIYPTYNEVHLDER

VTSSLAM[147]LSDSFHMLSDVLALVVALVAERFAR

AADPISTFLFSIC[330]JALGSTAPTLRDVLR

HSKDEIISLLVLEQFM[147]IGGHC[330]NDK

C[330]M[147]KILANYQSTSNTSMLKC[339]PLC[339]R



Table 5. MCI mitochondrial samples

Experiment 3

Description

1433B_HUMAN (P31946) 14-3-3 protein
beta/alpha (Protein kinase C inhibitor protein 1)
(KCIP-1) (Protein 1054) [MASS=27951]

1433F_HUMAN (Q04917) 14-3-3 protein eta
(Protein AS1) [MASS=28087]

1433G_HUMAN (P61981) 14-3-3 protein
gamma (Protein kinase C inhibitor protein 1)
(KCIP-1) [MASS=28171]

1433Z_HUMAN (P63104) 14-3-3 protein
zetal/delta (Protein kinase C inhibitor protein 1)
(KCIP-1) [MASS=27745]

2AAA_HUMAN (P30153) Serine/threonine-
protein phosphatase 2A 65 kDa regulatory
subunit A alpha isoform (PP2A, subunit A,
PR65-alpha isoform) (PP2A, subunit A, R1-
alpha isoform) (Medium tumor antigen-
associated 61 kDa protein) [MASS=65092]

A20A1_HUMAN (Q5TYW?2) Ankyrin repeat
domain-containing protein 20A1
[MASS=94047]

A20A2_HUMAN (Q4UJ75) Ankyrin repeat
domain-containing protein 20A2
[MASS=94148]

0.32

1.00

0.95

1.00

1.00

0.00

0.00

A = Protein Score

B = Percent Coverage

C = XPress H2L Ratio

D = XPress Std. Dev.
B (o3 D

11.02 0.29 0.00

776 091 0.01

772 124 0.00

2163 069 0.05

10.71 148 0.17

3.28 * *

522 121 0.00

NN WN

WN-=2NW

E = XPress Peptides
F = Unique Peptides
G = Charge
H = Instances
Peptide Sequence

IEAELQDIC[330]NDVLELLDK
YDDMAAAMK

ELETVC[339]NDVLSLLDKFLIK

ELETVC[339]NDVLSLLDKFLIK
ELETVC[330]JNDVLSLLDKFLIK
ELETVC[330]JNDVLSLLDKFLIK

ELEAVC[330]QDVLSLLDNYLIK

IETELRDIC[330]JNDVLSLLEK
YDDM[147]AAC[339IM[147]KSVTEQGAELSNEER
IETELRDIC[339]NDVLSLLEK
DIC[330]NDVLSLLEK

DNTIEHLLPLFLAQLKDEC[330]PEVR
EWAHATIIPKVLAMSGDPNYLHR
QAAEDK

NLC[339]SDDTPM[147]VR
DNTIEHLLPLFLAQLKDEC[339]PEVR

LLSHGAHIEALDKDNNTPLLFAIIC[330]KK

QHRTALHLAC[330]JASGHVQVVTLLVNRK
VKDENEFLTEQLSETQIK
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AADAT_HUMAN (Q8N5Z0) Kynurenine/alpha-
aminoadipate aminotransferase mitochondrial
precursor (KAT/AadAT) (Kynurenine--
oxoglutarate transaminase Il) (EC 2.6.1.7)
(Kynurenine aminotransferase Il) (Kynurenine--
oxoglutarate aminotransferase II) (2-
aminoadipat [MASS=47351]

AATC_HUMAN (P17174) Aspartate
aminotransferase, cytoplasmic (EC 2.6.1.1)
(Transaminase A) (Glutamate oxaloacetate
transaminase 1) [MASS=46116]

AATM_HUMAN (P00505) Aspartate
aminotransferase, mitochondrial precursor (EC
2.6.1.1) (Transaminase A) (Glutamate
oxaloacetate transaminase 2) [MASS=47475]

ABCA1_HUMAN (095477) ATP-binding
cassette sub-family A member 1 (ATP-binding
cassette transporter 1) (ATP-binding cassette
1) (ABC-1) (Cholesterol efflux regulatory
protein) [MASS=254284]

ABCB8_HUMAN (Q9NUT2) ATP-binding
cassette sub-family B member 8, mitochondrial
precursor (Mitochondrial ATP-binding cassette
1) (M-ABC1) [MASS=79947]

ABCG1_HUMAN (P45844) ATP-binding
cassette sub-family G member 1 (White protein
homolog) (ATP-binding cassette transporter 8)
[MASS=75592]

ABCG5_HUMAN (Q9H222) ATP-binding
cassette sub-family G member 5 (Sterolin-1)
[MASS=72503]

ACADS_HUMAN (P16219) Short-chain specific
acyl-CoA dehydrogenase, mitochondrial
precursor (EC 1.3.99.2) (SCAD) (Butyryl-CoA
dehydrogenase) [MASS=44297]

0.00

1.00

0.24

0.00

0.00

0.99

5.88

5.58

13.95

3.76

4.22

3.98

4.30

6.07

0.59

1.57

4.38

0.88

0.69

2.54

0.00

0.12

0.00

0.00

0.00

0.00
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NTPKFLYTVPNGNNPTGNSLTSERK

HIYLLPSGR
TDDC[330]HPWVLPVVKK
NLDKEYLPIGGLAEFC[339]K
NLDKEYLPIGGLAEFC[330]K
VGAFTM[147]VC[339]K
VGAFTM[147]VC[330]K

PEQVERLIKEFSIYMTK
HFIEQGINVC[339]LC[339]QSYAK

KLSTAM[147]ALIGGPPVVFLDEPTTGM[147]DPKAR
HRNM[147]LQYQLPSSLSSLARIFSILSQSK
KGFFAQIVLPAVFVC[339]IALVFSLIVPPFGK

TLDPSWLRGQVVGFISQEPVLFGTTIMENIR

M[147]AC[339]LM[147]AAFSVGTAMNASSYSAEMTEPK

VMLFDEPTTGLDC[330]M[147]TANQIVVLLVELAR

IGIASQALGIAQTALDC[339]JAVNYAENR



ACON_HUMAN (Q99798) Aconitate hydratase,
mitochondrial precursor (EC 4.2.1.3) (Citrate
hydro-lyase) (Aconitase) [MASS=85425]

ACOT9_HUMAN (Q9Y305) Acyl-coenzyme A
thioesterase 9 (EC 3.1.2.-) (Acyl-CoA
thioesterase 9) (Acyl-CoA thioester hydrolase
9) [MASS=46354]

ACPM_HUMAN (014561) Acyl carrier protein,
mitochondrial precursor (ACP) (NADH-
ubiquinone oxidoreductase 9.6 kDa subunit) (Cl-
SDAP) [MASS=17417]

ACTB_HUMAN (P60709) Actin, cytoplasmic 1
(Beta-actin) [MASS=41736]

ADA10_HUMAN (014672) ADAM 10 precursor
(EC 3.4.24.81) (A disintegrin and
metalloproteinase domain 10) (Mammalian
disintegrin-metalloprotease) (Kuzbanian protein
homolog) (CDw156¢ antigen) [MASS=84142]

ADA20_HUMAN (043506) ADAM 20 precursor
(EC 3.4.24.-) (A disintegrin and
metalloproteinase domain 20) [MASS=81710]

ADA28_HUMAN (Q9UKQ2) ADAM 28
precursor (EC 3.4.24.-) (A disintegrin and
metalloproteinase domain 28)
(Metalloproteinase-like, disintegrin-like, and
cysteine-rich protein-L) (MDC-L) (eMDC II)
(ADAM23) [MASS=87208]

1.00

0.51

1.00

1.00

0.00

923 1.14
246 122
1218 2.04
1093 0.73
321 *

179 046
129 *

0.05

0.00

0.18

0.10

0.00
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GKC[330]TTDHISAAGPWLKFR
WDGKDLEDLQILIKVK
VGLIGSC[339]TNSSYEDM[147]GR
VAVPSTIHC[330]DHLIEAQVGGEK
VAVPSTIHC[330]DHLIEAQVGGEK
VGLIGSC[330]TNSSYEDM[147]GR

SLEIC[339]HPQER

LMC[330]PQEIVDYIADKKDVYE
LM[147]C[339]PQEIVDYIADKKDVYE

C[330]DVDIRK
C[330]PEALFQPSFLGM[147]ESC[330]GIHETTFNSIM[147]K

C[339]DVDIRK
C[330]PEALFQPSFLGMESC[330]GIHETTENSIM[147]K
C[330]DVDIR
C[339]PEALFQPSFLGM[147]ESC[330]GIHETTFNSIM[147]K

C[339]PEALFQPSFLGMESC[330]GIHETTFNSIM[147]K
C[339]PEALFQPSFLGM[147]ESC[339]GIHETTFNSIM[147]K

YIKDRTLPFHSVIYHEDDINYPHK

C[330]JASMVHLSQACI[330]QR

C[330]PSTIC[330]VM[147]DK
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ADAM2_HUMAN (Q99965) ADAM 2 precursor
(A disintegrin and metalloproteinase domain 2)
(Fertilin subunit beta) (PH-30) (PH30)
[MASS=82457]

ADCY6_HUMAN (043306) Adenylate cyclase
type 6 (EC 4.6.1.1) (Adenylate cyclase type VI)
(ATP pyrophosphate-lyase 6) (Ca(2+)-
inhibitable adenylyl cyclase) [MASS=130615]

ADCY7_HUMAN (P51828) Adenylate cyclase
type 7 (EC 4.6.1.1) (Adenylate cyclase type VII)
(ATP pyrophosphate-lyase 7) (Adenylyl cyclase
7) [MASS=120308]

ADDA_HUMAN (P35611) Alpha-adducin
(Erythrocyte adducin subunit alpha)
[MASS=80955]

ADH1G_HUMAN (P00326) Alcohol
dehydrogenase 1C (EC 1.1.1.1) (Alcohol
dehydrogenase gamma subunit)
[MASS=39736]

ADH6_HUMAN (P28332) Alcohol
dehydrogenase 6 (EC 1.1.1.1) [MASS=39072]

ADIP_HUMAN (Q9Y2D8) Afadin- and alpha-
actinin-binding protein (ADIP) (Afadin DIL
domain-interacting protein) (SSX2-interacting
protein) [MASS=71236]

ADNP_HUMAN (Q9H2PO0) Activity-dependent
neuroprotector (Activity-dependent
neuroprotective protein) [MASS=123562]

0.00

0.00

0.00

0.00

0.00

2.86

3.51

7.04

7.33

6.42

7.88

3.26

8.98

1.16

2.48

1.45

1.49

0.00

0.00

0.00

0.00
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C[330]QC[330]SGAVC[330]IM[147]NPEAIHFSGVK

IGLNMGPVVAGVIGAR
IGLNMGPVVAGVIGAR
PQPAYVALLACI[339]AAALFVGLMVVC[330]NR

NC[330]VKMGLDMC[330]QAIKQVR
KEHEEFETMENVNRLLLENVLPAHVAAHFIGDK
RQQENLLLSVLPAHISM[147]GMKLAIIER

C[339]GLLPISPEALSLGEVAYHDYHGILVDEEEK
VSM[147]ILQSPAFC[339]EELESM[147]IQEQFK

VTPGSTC[339]AVFGLGGVGLSVVM[147]GC[339]K

M[147]STTGQVIRC[339]K
PGAPFSIEEVEVAPPKAK

RELNIVAVLNC[339]M[147INELLVLQR

HEMDFDAEWLFENHDEKDSRVNASK
IGSLASGNVRSLPSQQM[147]VNRLSIPK
TQNGQDKTNAPSRLNQSPSLAPVK
C[330]IHC[339]LGVYTSNMTASTITLHLVHC[339]R
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ADT1_HUMAN (P12235) ADP/ATP translocase
1 (Adenine nucleotide translocator 1) (ANT 1)
(ADP,ATP carrier protein 1) (Solute carrier
family 25 member 4) (ADP,ATP carrier protein,
heart/skeletal muscle isoform T1)
[MASS=32933]

ADT2_HUMAN (P05141) ADP/ATP translocase
2 (Adenine nucleotide translocator 2) (ANT 2)
(ADP,ATP carrier protein 2) (Solute carrier
family 25 member 5) (ADP,ATP carrier protein,
fibroblast isoform) [MASS=32764]

AFF4_HUMAN (Q9UHB?7) AF4/FMR2 family
member 4 (ALL1-fused gene from chromosome
5q31) (Major CDK9 elongation factor-
associated protein) [MASS=127458]

AFG32_HUMAN (Q9Y4W6) AFG3-like protein
2 (EC 3.4.24.-) (Paraplegin-like protein)
[MASS=88483]

AIOL_HUMAN (Q9UKT?9) Zinc finger protein
Aiolos [MASS=57943]

AKAP6_HUMAN (Q13023) A-kinase anchor
protein 6 (Protein kinase A-anchoring protein 6)
(PRKAB) (A-kinase anchor protein 100 kDa)
(AKAP 100) (mAKAP) [MASS=256664]

AKAP9_HUMAN (Q99996) A-kinase anchor
protein 9 (Protein kinase A-anchoring protein 9)
(PRKA9) (A-kinase anchor protein 450 kDa)
(AKAP 450) (A-kinase anchor protein 350 kDa)
(AKAP 350) (hgAKAP 350) (AKAP 120-like
protein) (Protein hyperion) (Protein yotia
[MASS=453664]

1.00

1.00

0.00

0.00

0.39

0.00

17.17

2.69

5.67

7.03

4.72

1.90

2.89

1.40

0.04

1.67

0.38

0.05

0.00

0.00

0.00

2.60
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YFAGNLASGGAAGATSLC[330]JFVYPLDFAR

EFHGLGDC[339]IIK
EFHGLGDC[339]IIK

YFAGNLASGGAAGATSLC[339]FVYPLDFAR

EFHGLGDC[330]IIK
YKQLFLGGVDRHK
EFHGLGDCI330]IIK

GLGDC[330]LVK

GLGDC[339]LVK

EDKLSSRIQSM[147]LGNYDEM[147]K
VPFSSGQHSTQSFPPSLMSKSNSMLQKPTAYVR
YPLIVKIDLNLLTR

MC[339]M[147]TLGGRASEEIFFGRITTGAQDDLR
ATAGEANVPFITVSGSEFLEM[147]FVGVGPAR

C[339]DHC[339]RVLFLDYVM[147]FTIHMGC[339]HGFR

QKFTDEGESIKLPNSSQSSISPVGC[330]VNGK
TLTC[339]EENLLNLHEKR

DLELTQC[330]YKQIKDM[147]QEQGQFETEM[147]LQK
MLYDAQLSEEQGRNLELQVLLESEKVR
EQESEKPSQELLEYNIQQK
IQSIPENSVNVAIDHLSKDKPELEVVLTEDALK
AVIQC[330]LR
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AKT1_HUMAN (P31749) RAC-alpha
serine/threonine-protein kinase (EC 2.7.11.1)
(RAC-PK-alpha) (Protein kinase B) (PKB) (C-
AKT) [MASS=55686]

ALBU_HUMAN (P02768) Serum albumin
precursor [MASS=69366]

ALDH2_HUMAN (P05091) Aldehyde
dehydrogenase, mitochondrial precursor (EC
1.2.1.3) (ALDH class 2) (ALDHI) (ALDH-E2)
[MASS=56381]

ALDOA_HUMAN (P04075) Fructose-

bisphosphate aldolase A (EC 4.1.2.13) (Muscle-

type aldolase) (Lung cancer antigen NY-LU-1)
[MASS=39289]

ALDOB_HUMAN (P05062) Fructose-
bisphosphate aldolase B (EC 4.1.2.13) (Liver-
type aldolase) [MASS=39342]

ALDOC_HUMAN (P09972) Fructose-
bisphosphate aldolase C (EC 4.1.2.13) (Brain-
type aldolase) [MASS=39324]

ALG6_HUMAN (Q9Y672) Dolichyl
pyrophosphate Man9GIcNAc2 alpha-1,3-
glucosyltransferase (EC 2.4.1.-) (Dolichyl-P-
Glc:Man9GIcNAc2-PP-dolichyl
glucosyltransferase) [MASS=58180]

ALMS1_HUMAN (Q8TCU4) Alstrom syndrome
protein 1 [MASS=460933]

AMOL1_HUMAN (Q8IY63) Angiomotin-like
protein 1 [MASS=106573]

AMOT_HUMAN (Q4VCS5) Angiomotin
[MASS=118085]

ANGL1_HUMAN (095841) Angiopoietin-
related protein 1 precursor (Angiopoietin-like 1)
(Angiopoietin-3) (ANG-3) [MASS=56719]

1.00

1.00

1.00

1.00

1.00

0.00

9.17

5.58

16.44

3.31

7.99

15.98

3.94

2.09

2.30

8.67

4.89

0.69

1.77

0.75

0.56

0.20

0.07

0.00

0.00
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YSFQTHDRLC[339]FVM[147]EYANGGELFFHLSR
DGHIKITDFGLC[339]KEGIK

MPC[339]AEDYLSVVLNQLC[339]VLHEK
C[330]C[330]JAAADPHEC[330]YAK
M[147]PC[330]JAEDYLSVVLNQLC[330]VLHEK

KILGYINTGKQEGAK
GYFIQPTVFGDVQDGMTIAKEEIFGPVM[147]QILK
KTFPTVNPSTGEVIC[339]QVAEGDKEDVDK
LLC[330]GGGIAADR

LLC[339]GGGIAADR

C[330]AQYK
C[330]QYVTEK

ELSEIAQSIVANGKGILAADESVGTM[147]GNR

RAEVNGLAAQGKYEGSGEDGGAAAQSLYIANHAY
C[330]IGGVIFFHETLYQKDDNGVPFVR

FTLVSC[330]JALSFFLFSFQVHEK

PVAQDQESLGFLGPK
AWLQAHPGRILPPLSPPQHRYSEGER
FNLAHDC[339]GYSISELNEDDRRK
AELFGHGR

KTGIPTLPSTFYSHTEK

YLEESTIRHFAMNAAATAAAER

QGNC[330]QPTNVSEYNAAALMELLREK
GSLGILLGGDYRAEYVPSTPSPVPPSTPLLSAHSK
AEYVPSTPSPVPPSTPLLSAHSKTGSRDC[330]STQTER

GGWWYNAC[339]JAHSNLNGVWYRGGHYR
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ANK2_HUMAN (Q01484) Ankyrin-2 (Brain
ankyrin) (Ankyrin-B) (Ankyrin, nonerythroid)
[MASS=430341]

ANK3_HUMAN (Q12955) Ankyrin-3 (ANK-3)
(Ankyrin-G) [MASS=480400]

ANKR6_HUMAN (Q9Y2G4) Ankyrin repeat
domain-containing protein 6 [MASS=75722]

ANM3_HUMAN (060678) Protein arginine N-
methyltransferase 3 (EC 2.1.1.-)
(Heterogeneous nuclear ribonucleoprotein
methyltransferase-like protein 3)
[MASS=59903]

ANR11_HUMAN (Q6UB99) Ankyrin repeat
domain-containing protein 11 (Ankyrin repeat-
containing cofactor 1) [MASS=298068]

ANR12_HUMAN (Q6UB98) Ankyrin repeat
domain-containing protein 12 (Ankyrin repeat-
containing cofactor 2) (GAC-1 protein)
[MASS=235652]

ANRS52_HUMAN (Q8NB46) Ankyrin repeat
domain-containing protein 52 [MASS=115057]

ANRA2_HUMAN (Q9H9E1) Ankyrin repeat
family A protein 2 (RFXANK:-like 2)
[MASS=34272]

0.90

0.00

0.00

0.00

0.00

0.00

0.00

0.00

1.76

4.20

6.21

2.45

1.84

4.80

4.18

3.19

0.71

2.09

0.40

0.88

1.77

0.26

0.08

0.00

0.00

0.00

0.00

0.00

0.00
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GGQIDAKTRDGLTPLHC[330]AAR

HSTLSSSAK

VRDTTQEPC[330]GR

C[330]FC[330]M[147] TDDKVDKTLEQQENFAEVAR
PVRRK

IC[339]RIITKDFPQYFAVVSR
SSSSEKTPDK
KM[147]QSELSDEEESTSRNTSLSETSR
RM[147]LSSNIPDGFC[339]EQSAFPK
IPVKNTPRDNIIAVR

KAC[330]ATQKQGQPEK
AEEKAPSLPSSPEKM[147]VLSQQTEDSK
NVETPTVEPNPSIPTSGEC[339]QEGTSSSGSLEK
VDVISSAKITM[147]ASSLSSPVK
SKDM[147]SQEDR

C[339]SSPPPPHEFRAYQLYTLYR
SRPKVSAFSDPTPPADQQPGHQK

SEHQFNIDSM[147]VHK

TIANQAVPFSAC[339]TMLLDSEVYNMPLESQGDENK
EQTEKHKSVPGYLSEK

EKLIVSNEQEVLR

IKDEDHSPTFENSDC[330]TLKK

M[147]ERKTFEK
QM[147]ALLMQM[147]TARDNSPDSTPNHPSQTTPAQK
ISTSC[339]SVIPETSNSDMQTKKEYVVSGEHK

TALFLATER
GFTPLHVAAVSTNGALC[339]LELLVNNGADVNYQVPEGK

ESALSLAC[330]SK
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ANXA2_HUMAN (P07355) Annexin A2

(Annexin 1) (Lipocortin Il) (Calpactin | heavy

chain) (Chromobindin-8) (p36) (Protein 1)

(Placental anticoagulant protein IV) (PAP-IV)

[MASS=38473]

ANXA6_HUMAN (P08133) Annexin A6
(Annexin V1) (Lipocortin VI) (P68) (P70)
(Protein Ill) (Chromobindin-20) (67 kDa
calelectrin) (Calphobindin-Il) (CPB-II)
[MASS=75742]

AOFB_HUMAN (P27338) Amine oxidase [flavin-
containing] B (EC 1.4.3.4) (Monoamine oxidase

type B) (MAO-B) [MASS=58631]

AP1B1_HUMAN (Q10567) AP-1 complex
subunit beta-1 (Adapter-related protein
complex 1 beta-1 subunit) (Beta-adaptin 1)

(Adaptor protein complex AP-1 beta-1 subunit)
(Golgi adaptor HA1/AP1 adaptin beta subunit)
(Clathrin assembly protein complex 1 beta larg

[MASS=104606]

AP2A1_HUMAN (095782) AP-2 complex
subunit alpha-1 (Adapter-related protein

complex 2 alpha-1 subunit) (Alpha-adaptin A)
(Adaptor protein complex AP-2 alpha-1 subunit)
(Clathrin assembly protein complex 2 alpha-A

large chain) (100 kDa coated vesicle prote
[MASS=107554]

AP2B1_HUMAN (P63010) AP-2 complex
subunit beta-1 (Adapter-related protein
complex 2 beta-1 subunit) (Beta-adaptin)

(Plasma membrane adaptor HA2/AP2 adaptin

beta subunit) (Clathrin assembly protein
complex 2 beta large chain) (AP105B)
[MASS=104552]

1.00

1.00

0.00

0.00

1.00

1.00

7.10

5.95

7.13

5.16

7.27

2.67

1.25

0.75

0.40

0.90

0.00

0.29

0.79

0.10
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GDLENAFLNLVQCI[339]IQNKPLYFADR
GDLENAFLNLVQCI[330]IQNKPLYFADR

DAISGIGTDEKC[339]LIEILASR
QRQEVC[330]QSYK
M[147]LVVLLQGTR

LIGLTTIFSATALGFLAHK
PEGNYAAIMGFILAHKAR

C[330]LKDEDPYVRK
ITEYLC[330]EPLRK
VDKITEYLC[339]EPLRK
NVEGQDMLYQSLK

KYVC[339]K
AC[330]NQLGQFLQHR
ALLLSTYIKFINLFPETKATIQGVLR
AC[330]NQLGQFLQHR
IVSSASTDLQDYTYYFVPAPWLSVKLLR

YPNKYESIIATLC[330]JENLDSLDEPDAR
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AP2M1_HUMAN (Q96CW1) AP-2 complex
subunit mu-1 (Adaptin mu-1) (AP-2 mu-2 chain)
(Clathrin coat assembly protein AP50) (Clathrin
coat-associated protein AP50) (Plasma
membrane adaptor AP-2 50 kDa protein) (HA2
50 kDa subunit) (Clathrin assembly protein co
[MASS=49654]

AP3B2_HUMAN (Q13367) AP-3 complex
subunit beta-2 (Adapter-related protein
complex 3 beta-2 subunit) (Beta3B-adaptin)
(Adaptor protein complex AP-3 beta-2 subunit)
(AP-3 complex beta-2 subunit) (Clathrin
assembly protein complex 3 beta-2 large chain)
(Neu [MASS=119058]

AP4B1_HUMAN (Q9Y6B7) AP-4 complex
subunit beta-1 (Adapter-related protein
complex 4 beta 1 subunit) (Beta subunit of AP-
4) (AP-4 adapter complex beta subunit)
[MASS=83261]

APEX2_HUMAN (Q9UBZ4) DNA-(apurinic or
apyrimidinic site) lyase 2 (EC 4.2.99.18)
(Apurinic-apyrimidinic endonuclease 2) (AP
endonuclease 2) (APEX nuclease 2) (APEX
nuclease-like 2) (AP endonuclease XTH2)
[MASS=57400]

APMAP_HUMAN (Q9HDC9) Adipocyte plasma
membrane-associated protein (BSCv protein)
[MASS=46480]

APOA_HUMAN (P08519) Apolipoprotein(a)
precursor (EC 3.4.21.-) (Apo(a)) (Lp(a))
[MASS=501317]

APOE_HUMAN (P02649) Apolipoprotein E
precursor (Apo-E) [MASS=36154]

ARHG3_HUMAN (Q9NR81) Rho guanine
nucleotide exchange factor 3 (Exchange factor
found in platelets and leukemic and neuronal
tissues) (XPLN) [MASS=59782]

0.00

0.00

0.00

0.00

3.45

3.05

3.52

212

9.86

0.26

9.78

5.32

0.69

0.91

0.94

0.38

0.00

0.00

0.00

0.00
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EAASDMSPYVR
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LVYLYMC[339]TYAPLKPDLALLAINTLC[339]K

SGYSGVATFC[339]K

VYVSGLM[147]K
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FVTWIEGMMRNN

LSKELQAAQARLGADM[147]EDVC[330]GR

M[147]EEM[147]GSRTR

LHVFLFQEVLVITRAVTHNEQLC[339]YQLYR



ARHG6_HUMAN (Q15052) Rho guanine
nucleotide exchange factor 6 (Rac/Cdc42
guanine nucleotide exchange factor 6) (PAK-
interacting exchange factor alpha) (Alpha-Pix)
(COOL-2) [MASS=87498]

ARHG8_HUMAN (Q72628) Neuroepithelial cell-
transforming gene 1 protein (p65 Net1 proto-
oncogene) (Rho guanine nucleotide exchange
factor 8) [MASS=67740]

ARHGA_HUMAN (015013) Rho guanine
nucleotide exchange factor 10 [MASS=151611]

ARI2_HUMAN (095376) Protein ariadne-2
homolog (ARI-2) (Triad1 protein)
[MASS=57819]

ARI4A_HUMAN (P29374) AT-rich interactive
domain-containing protein 4A (ARID domain-
containing protein 4A) (Retinoblastoma-binding
protein 1) (RBBP-1) [MASS=142666]

ARL3_HUMAN (P36405) ADP-ribosylation
factor-like protein 3 [MASS=20455]
ARP8_HUMAN (Q9H981) Actin-related protein
8 [MASS=70425]

ARRD3_HUMAN (Q96B67) Arrestin domain-
containing protein 3 [MASS=46394]

ARS2_HUMAN (Q9BXP5) Arsenite-resistance
protein 2 [MASS=100666]

AT12A_HUMAN (P54707) Potassium-
transporting ATPase alpha chain 2 (EC
3.6.3.10) (Proton pump) (Non-gastric H(+)/K(+)
ATPase subunit alpha) [MASS=115898]

*

0.00

0.00

0.00

0.88

0.00

0.00

3.87

7.21

4.31

2.23

6.52

15.93

2.08

8.94

3.77

2.1

1.02

4.30

4.92

1.21

0.00

0.00

0.00

0.00

0.00
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LVYHQGGC[339]DNIDSGAVWK

ISFLQEKLQEIR

RFEETGQELAELLEEEKLSC[339]VPVLIFANK
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EVKQLVANLR
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SDYDR
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ADIGIAMGIAGSDAAK
KNC[339]LVK
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AT1A1_HUMAN (P05023) Sodium/potassium-
transporting ATPase alpha-1 chain precursor
(EC 3.6.3.9) (Sodium pump 1) (Na+/K+
ATPase 1) [MASS=112895]

AT1A2_HUMAN (P50993) Sodium/potassium-
transporting ATPase alpha-2 chain precursor
(EC 3.6.3.9) (Sodium pump 2) (Na+/K+
ATPase 2) [MASS=112265]

AT1A3_HUMAN (P13637) Sodium/potassium-
transporting ATPase alpha-3 chain (EC 3.6.3.9)
(Sodium pump 3) (Na+/K+ ATPase 3)
(Alpha(lll)) [MASS=111734]

AT1A4_HUMAN (Q13733) Sodium/potassium-
transporting ATPase alpha-4 chain (EC 3.6.3.9)
(Sodium pump 4) (Na+/K+ ATPase 4)
[MASS=114166]

AT1B1_HUMAN (P05026) Sodium/potassium-
transporting ATPase subunit beta-1
(Sodium/potassium-dependent ATPase beta-1
subunit) [MASS=35061]

1.00

0.00

1.00

0.00

1.00

11.05

1.96

9.97
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0.47

0.52

0.43

0.26

0.27

0.03
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AT1B2_HUMAN (P14415) Sodium/potassium-
transporting ATPase subunit beta-2
(Sodium/potassium-dependent ATPase beta-2
subunit) [MASS=33326]

AT2A2_HUMAN (P16615)
Sarcoplasmic/endoplasmic reticulum calcium
ATPase 2 (EC 3.6.3.8) (Calcium pump 2)
(SERCA2) (SR Ca(2+)-ATPase 2) (Calcium-
transporting ATPase sarcoplasmic reticulum
type, slow twitch skeletal muscle isoform)
(Endoplasmic reticulum cla [MASS=114756]

AT2B1_HUMAN (P20020) Plasma membrane
calcium-transporting ATPase 1 (EC 3.6.3.8)
(PMCA1) (Plasma membrane calcium pump
isoform 1) (Plasma membrane calcium ATPase
isoform 1) [MASS=138754]

AT2B2_HUMAN (Q01814) Plasma membrane
calcium-transporting ATPase 2 (EC 3.6.3.8)
(PMCAZ2) (Plasma membrane calcium pump
isoform 2) (Plasma membrane calcium ATPase
isoform 2) [MASS=136875]

AT2B3_HUMAN (Q16720) Plasma membrane
calcium-transporting ATPase 3 (EC 3.6.3.8)
(PMCAZ3) (Plasma membrane calcium pump
isoform 3) (Plasma membrane calcium ATPase
isoform 3) [MASS=134258]

AT2B4_HUMAN (P23634) Plasma membrane
calcium-transporting ATPase 4 (EC 3.6.3.8)
(PMCA4) (Plasma membrane calcium pump
isoform 4) (Plasma membrane calcium ATPase
isoform 4) [MASS=137919]

AT8A1_HUMAN (Q9Y2Q0) Probable
phospholipid-transporting ATPase IA (EC
3.6.3.1) (Chromaffin granule ATPase II)
(ATPase class | type 8A member 1)
[MASS=131368]

0.94

1.00

1.00

1.00

0.00

1.00

15.52

1.92

8.66

5.95

1.53

5.93

0.66

0.97

0.58

1.08

0.64

0.17
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0.00

0.00

0.00
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ATAD2_HUMAN (Q6PL18) ATPase family AAA
domain-containing protein 2 [MASS=158553]

ATF2_HUMAN (P15336) Cyclic AMP-
dependent transcription factor ATF-2
(Activating transcription factor 2) (cCAMP
response element-binding protein CRE-BP1)
(HB16) [MASS=52276]

ATG4B_HUMAN (Q9Y4P1) Cysteine protease
ATG4B (EC 3.4.22.-) (Autophagy-related
protein 4 homolog B) (hRAPG4B) (Autophagin-1)
(Autophagy-related cysteine endopeptidase 1)
(AUT-like 1 cysteine endopeptidase)
[MASS=44309]

ATG7_HUMAN (095352) Autophagy-related
protein 7 (APG7-like) (Ubiquitin-activating
enzyme E1-like protein) (hAGP7)
[MASS=77959]

ATM_HUMAN (Q13315) Serine-protein kinase
ATM (EC 2.7.11.1) (Ataxia telangiectasia
mutated) (A-T, mutated) [MASS=350642]

ATN1_HUMAN (P54259) Atrophin-1
(Dentatorubral-pallidoluysian atrophy protein)
[MASS=124773]

ATP5S_HUMAN (Q99766) ATP synthase
subunit s, mitochondrial precursor (ATP
synthase coupling factor B) (Mitochondrial ATP
synthase regulatory component factor B)
[MASS=24882]

ATP8 _HUMAN (P03928) ATP synthase protein
8 (EC 3.6.3.14) (ATPase subunit 8) (A6L)
[MASS=7992]

ATPA_HUMAN (P25705) ATP synthase alpha
chain, mitochondrial precursor (EC 3.6.3.14)
[MASS=59750]

0.00

0.00

*

0.00

0.00

0.59

0.99

4.75

4.11

3.82

3.27

4.22

3.88

5.12
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1.00

1.22
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ATPG_HUMAN (P36542) ATP synthase
gamma chain, mitochondrial precursor (EC
3.6.3.14) [MASS=32996]

ATRN_HUMAN (O75882) Attractin precursor
(Mahogany homolog) (DPPT-L)
[MASS=158536]

ATR_HUMAN (Q13535) Serine/threonine-
protein kinase ATR (EC 2.7.11.1) (Ataxia

telangiectasia and Rad3-related protein) (FRAP-

related protein 1) [MASS=301365]

ATS10_HUMAN (Q9H324) ADAMTS-10
precursor (EC 3.4.24.-) (A disintegrin and
metalloproteinase with thrombospondin motifs
10) (ADAM-TS 10) (ADAM-TS10) (Fragment)
[MASS=118072]

ATS16_HUMAN (Q8TE57) ADAMTS-16
precursor (EC 3.4.24.-) (A disintegrin and
metalloproteinase with thrombospondin motifs
16) (ADAM-TS 16) (ADAM-TS16)
[MASS=136187]

ATS17_HUMAN (Q8TE56) ADAMTS-17
precursor (EC 3.4.24.-) (A disintegrin and
metalloproteinase with thrombospondin motifs
17) (ADAM-TS 17) (ADAM-TS17)
[MASS=121099]

ATS18_HUMAN (Q8TE60) ADAMTS-18
precursor (EC 3.4.24.-) (A disintegrin and
metalloproteinase with thrombospondin motifs
18) (ADAM-TS 18) (ADAM-TS18)
[MASS=135140]

ATS20_HUMAN (P59510) ADAMTS-20
precursor (EC 3.4.24.-) (A disintegrin and
metalloproteinase with thrombospondin motifs
20) (ADAM-TS 20) (ADAM-TS20)
[MASS=214655]

8.05

4.69

4.20

1.58

5.64

8.13

2.70

2.41
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PLPSHLSWK
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KC[330]ETKFMPAAEGTIC[330]GHDMWC[339]R
DSVDFRAAQC[339]AEHNSRR

TC[339]HLVKGDFSHAR
IGC[339]DGIIGSAAKEDRC[330]GVC[330]SGDGK
TPIPEHVDGDWSPWGAWSM[147]C[330]SRTC[330]GTGAR
NMEHLMC[330]AGLWC[330]LVEGDTSC[339]KTK

RSAGKSQK
VGHRC[339]ETKFMPAAEGTVC[330]GLSMWC[330]R

C[339]PQGQFSINLSGTGMK
PPTQELC[330]JHGNC[339]VFTR
GTQARYVSC[330]RDALDR
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ATS8_HUMAN (Q9UP79) ADAMTS-8

precursor (EC 3.4.24.-) (A disintegrin and
metalloproteinase with thrombospondin motifs ~ 0.00
8) (ADAM-TS 8) (ADAM-TS8) (METH-2)

(METH-8) [MASS=96671]

ATS9_HUMAN (Q9P2N4) ADAMTS-9
precursor (EC 3.4.24.-) (A disintegrin and
metalloproteinase with thrombospondin motifs
9) (ADAM-TS 9) (ADAM-TS9) [MASS=216556]

0.00

AUMH_HUMAN (Q13825) Methylglutaconyl-

CoA hydratase, mitochondrial precursor (EC
4.2.1.18) (AU-specific RNA-binding enoyl-CoA *
hydratase) (AU-binding protein/enoyl-CoA
hydratase) [MASS=35608]

AZI1_HUMAN (Q9UPN4) 5-azacytidine-

induced protein 1 (Pre-acrosome localization .
protein 1) (Centrosomal protein of 131 kDa)
(Cep131 protein) [MASS=122060]

B3A4_HUMAN (Q96Q91) Anion exchange

protein 4 (Anion exchanger 4) (Solute carrier .
family 4 member 9) (Sodium bicarbonate
cotransporter 5) [MASS=108247]

B3GN3_HUMAN (Q9Y2A9) UDP-

GIcNAc:betaGal beta-1,3-N-
acetylglucosaminyltransferase 3 (EC 2.4.1.-)
(Beta3Gn-T3) (BGnT-3) (Core 1 extending beta- 0.00
1,3-N-acetylglucosaminyltransferase) (Core1-
beta3GIcNACT) (Beta-1,3-galactosyltransferase

8) (Beta-1,3-GalTase 8) [MASS=42515]

BAP29_HUMAN (Q9UHQ4) B-cell receptor-
associated protein 29 (BCR-associated protein  0.00
Bap29) [MASS=28320]

BARD1_HUMAN (Q99728) BRCA1-associated
RING domain protein 1 (BARD-1) *
[MASS=86619]

5.39

3.20

9.14

5.82

0.92

10.22

4.98

2.45

1.13

1.47

0.71

1.23

0.00

0.00

0.00

0.00
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BAT5_HUMAN (095870) Protein BAT5 (HLA-B-
associated transcript 5) (Protein G5)
[MASS=63112]

BBX_HUMAN (Q8WY36) HMG box
transcription factor BBX (Bobby sox homolog)
(HMG box-containing protein 2)
[MASS=105129]

BC11B_HUMAN (Q9COKO0) B-cell
lymphoma/leukemia 11B (B-cell CLL/lymphoma
11B) (Radiation-induced tumor suppressor
gene 1 protein) (hRit1) (COUP-TF-interacting
protein 2) [MASS=95519]

BCAR3_HUMAN (O75815) Breast cancer anti-
estrogen resistance protein 3 (SH2 domain-
containing protein 3B) (Novel SH2-containing
protein 2) [MASS=92565]

BCDO1_HUMAN (Q9HAY®6) Beta,beta-
carotene 15,15'-monooxygenase (EC
1.14.99.36) (Beta-carotene dioxygenase 1)
[MASS=62637]

BCL6B_HUMAN (Q8N143) B-cell
CLL/lymphoma 6 member B protein (Bcl6-
associated zinc finger protein) (Zinc finger
protein 62) [MASS=51618]

BCN1_HUMAN (Q14457) Beclin-1 (Coiled-coil
myosin-like BCL2-interacting protein) (Protein
GT197) [MASS=51896]

BCOR_HUMAN (Q6W2J9) BCoR protein (BCL-
6 corepressor) [MASS=192187]

BDH_HUMAN (Q02338) D-beta-
hydroxybutyrate dehydrogenase, mitochondrial
precursor (EC 1.1.1.30) (BDH) (3-
hydroxybutyrate dehydrogenase)
[MASS=38157]
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0.00

0.00

0.00

*

*

*
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BGAT_HUMAN (P16442) Histo-blood group

ABO system transferase (NAGAT) [Includes:
Glycoprotein-fucosylgalactoside alpha-N-
acetylgalactosaminyltransferase (EC 2.4.1.40)  0.00
(Fucosylglycoprotein alpha-N-
acetylgalactosaminyltransferase) (Histo-blood

group A trans [MASS=40934]

BIG1_HUMAN (Q9Y6D6) Brefeldin A-inhibited
guanine nucleotide-exchange protein 1

(Brefeldin A-inhibited GEP 1) (p200 ARF- *
GEP1) (p200 ARF guanine nucleotide

exchange factor) [MASS=208708]

BIG2_HUMAN (Q9Y6D5) Brefeldin A-inhibited
guanine nucleotide-exchange protein 2 0.00
(Brefeldin A-inhibited GEP 2) [MASS=202092]

BIRC1_HUMAN (Q13075) Baculoviral IAP
repeat-containing protein 1 (Neuronal apoptosis 0.00
inhibitory protein) [MASS=159581]

BIRC5_HUMAN (015392) Baculoviral IAP
repeat-containing protein 5 (Apoptosis inhibitor  0.00
survivin) (Apoptosis inhibitor 4) [MASS=16389]

BIRC6_HUMAN (Q9NRO09) Baculoviral IAP
repeat-containing protein 6 (Ubiquitin- N
conjugating BIR-domain enzyme apollon)
[MASS=527606]

BKLH5_HUMAN (Q96NJ5) BTB and kelch

domain-containing protein 5 [MASS=70352] 0.00

BPIL3_HUMAN (Q8NFQ5)
Bactericidal/permeability-increasing protein-like
3 precursor [MASS=49716]

9.04

2.06

10.20

0.86

7.75

1.51

4.19

1.77

1.83
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BRAC_HUMAN (015178) Brachyury protein (T
protein) [MASS=47443]

BRCA2_HUMAN (P51587) Breast cancer type
2 susceptibility protein (Fanconi anemia group
D1 protein) [MASS=384223]

BRD1_HUMAN (095696) Bromodomain-
containing protein 1 (BR140-like protein)
[MASS=119519]

BRD9_HUMAN (Q9H8M2) Bromodomain-
containing protein 9 (Rhabdomyosarcoma
antigen MU-RMS-40.8) [MASS=55664]

BRI3B_HUMAN (Q8WY22) BRI3-binding
protein (I3-binding protein) (Cervical cancer 1
proto-oncogene-binding protein KG19) (HCCR-
1) [MASS=27835]

BUB1_HUMAN (043683) Mitotic checkpoint
serine/threonine-protein kinase BUB1 (EC
2.7.11.1) (hBUB1) (BUB1A) [MASS=122374]

C163B_HUMAN (Q9NR16) Scavenger receptor
cysteine-rich type 1 protein M160 precursor
(CD163 antigen-like 1) (CD163b antigen)
[MASS=159263]

C1QBP_HUMAN (Q07021) Complement
component 1 Q subcomponent-binding protein,
mitochondrial precursor (Glycoprotein gC1qBP)
(C19BP) (GC1g-R protein) (Hyaluronan-binding
protein 1) (Mitochondrial matrix protein p32)
(p33) [MASS=31362]

C560_HUMAN (Q99643) Succinate
dehydrogenase cytochrome b560 subunit,
mitochondrial precursor (Integral membrane
protein CII-3) (QPs1) (QPs-1) (Succinate
dehydrogenase complex subunit C) (Succinate-
ubiquinone oxidoreductase cytochrome B large
subunit) (CY [MASS=18610]

CABL2_HUMAN (Q9BTV7) CDK5 and ABL1
enzyme substrate 2 (Interactor with CDK3 2)
(Ik3-2) [MASS=52235]

*

0.00

0.00

0.00
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0.00

0.00
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CAC1E_HUMAN (Q15878) Voltage-dependent
R-type calcium channel subunit alpha-1E
(Voltage-gated calcium channel subunit alpha
Cav2.3) (Calcium channel, L type, alpha-1
polypeptide, isoform 6) (Brain calcium channel
I) (BIl) [MASS=261728]

CAC1F_HUMAN (060840) Voltage-dependent
L-type calcium channel subunit alpha-1F
(Voltage-gated calcium channel subunit alpha
Cav1.4) [MASS=219494]

CAC1G_HUMAN (043497) Voltage-dependent
T-type calcium channel subunit alpha-1G
(Voltage-gated calcium channel subunit alpha
Cav3.1) (Cav3.1c) (NBR13) [MASS=262470]

CAC2D_HUMAN (P54289) Dihydropyridine-

sensitive L-type calcium channel subunits alpha:

2/delta precursor [Contains: L-type calcium
channel subunit alpha-2; L-type calcium
channel subunit delta] [MASS=123183]

CALX_HUMAN (P27824) Calnexin precursor
(Major histocompatibility complex class |
antigen-binding protein p88) (p90) (IP90)
[MASS=67568]

CAN9_HUMAN (014815) Calpain-9 (EC

3.4.22.-) (Digestive tract-specific calpain) (nCL-
4) (CG36 protein) [MASS=79096]

CAPS1_HUMAN (Q9ULU8) Calcium-
dependent secretion activator 1 (Calcium-
dependent activator protein for secretion 1)
(CAPS-1) [MASS=152786]

CAPS2_HUMAN (Q86UWT7) Calcium-
dependent secretion activator 2 (Calcium-
dependent activator protein for secretion 2)
(CAPS-2) [MASS=147734]

CAR10_HUMAN (Q9BWT7) Caspase
recruitment domain-containing protein 10
(CARD-containing MAGUK protein 3) (Carma
3) [MASS=115945]

0.00

0.00

1.00

0.00

0.91

4.28

4.78

0.42

3.76

2.03

5.65

1.33

3.49

0.49

0.81

0.98

0.89

0.00

0.00

0.01

0.00

0.00
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GGPGPGMM[147]C[330]GAVNNLLSDTEEDDK
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RNQHSKHK

GLLGNDAAPSTSSALQAGLR
AQGEQEYQNCI339]ELDKNQR
KEKGLLGNDAAPSTSSALQAGLR

NSLGRAPSLK

FTLC[339]PNGYYFAIDPNGYVLLHPNLQPK
FTLC[330]PNGYYFAIDPNGYVLLHPNLQPK
TPNNPSCI[330]NADLINR

C[330]GEDYKLHFIFR

KLSLISC[339]KNIISLMDTSGNGK
PGEIVK
RGSLLGC[330]JFIDTR

LQLYVFVM[147]RC[330]IAYPFNAK

DADRFQK
M[147]DKPAHMK

C[339]LPSSR
LSILPFPPSAGSILR
ALNPAKLTPYLRQC[330]R
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CAR11_HUMAN (Q9BXL7) Caspase
recruitment domain-containing protein 11
(CARD-containing MAGUK protein 3) (Carma
1) [MASS=132641]

CARKL_HUMAN (Q9UHJ6) Carbohydrate
kinase-like protein (EC 2.7.1.-) [MASS=51504]

CASC5_HUMAN (Q8NG31) Protein CASC5
(Cancer susceptibility candidate gene 5 protein)
(ALL1-fused gene from chromosome 15g14)
(AF15g14) (D40/AF15q14 protein)
[MASS=265191]

CASP9_HUMAN (P55211) Caspase-9
precursor (EC 3.4.22.-) (CASP-9) (ICE-like
apoptotic protease 6) (ICE-LAP6) (Apoptotic
protease Mch-6) (Apoptotic protease-activating
factor 3) (APAF-3) [Contains: Caspase-9
subunit p35; Caspase-9 subunit p10]
[MASS=46281]

CASP_HUMAN (Q13948) Protein CASP
[MASS=77455]

CATL2_HUMAN (060911) Cathepsin L2
precursor (EC 3.4.22.43) (Cathepsin V)
(Cathepsin U) [MASS=37329]
CATS_HUMAN (P25774) Cathepsin S
precursor (EC 3.4.22.27) [MASS=37495]

CCD37_HUMAN (Q494V2) Coiled-coil domain-
containing protein 37 [MASS=71117]

CCDC4_HUMAN (Q62U67) Coiled-coil domain-
containing protein 4 [MASS=57856]

CCL5_HUMAN (P13501) Small inducible
cytokine A5 precursor (CCL5) (T-cell-specific
RANTES protein) (SIS-delta) (T cell-specific
protein P228) (TCP228) [Contains: RANTES(3-
68); RANTES(4-68)] [MASS=9990]

*

0.00

0.00

0.00

0.00
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0.00

0.00
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2.22
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10.62
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5.44

4.09

4.15

13.19

0.97

0.63

1.20

0.13

3.53

0.84

4.49

0.01

0.00

0.00

0.00

0.00

0.00
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GSQALPLFISC[330]LEDTGQDMLASFLR

LAWSESMERDCI[339]ATFC[330]AK
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ISNSDLSGRC[330]JAELQVR
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ISNSDLSGRCI[339]AELQVR
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GC[339INGGFM[147]TTAFQYIIDNK

ILQEEHLQRARAR
NVEPENMSGYIK

AAAAASSSSPSCI339]TPATSQGHLR

C[339]SNPAVVFVTRK

= A

R\ (L G



CCNG1_HUMAN (P51959) Cyclin-G1 (Cyclin-
G) [MASS=34074]

CD1D_HUMAN (P15813) T-cell surface
glycoprotein CD1d precursor (CD1d antigen)
(R3G1) [MASS=37717]

CD37_HUMAN (P11049) Leukocyte antigen
CD37 (Tetraspanin-26) (Tspan-26)
[MASS=31703]

CD59_HUMAN (P13987) CD59 glycoprotein
precursor (Membrane attack complex inhibition
factor) (MACIF) (MAC-inhibitory protein) (MAC-
IP) (Protectin) (MEM43 antigen) (Membrane
inhibitor of reactive lysis) (MIRL) (20 kDa
homologous restriction factor) (HRF-20
[MASS=14177]

CD81_HUMAN (P60033) CD81 antigen (26
kDa cell surface protein TAPA-1) (Target of the
antiproliferative antibody 1) (Tetraspanin-28)
(Tspan-28) [MASS=25809]

CD82_HUMAN (P27701) CD82 antigen
(Inducible membrane protein R2) (C33 antigen)
(IA4) (Metastasis suppressor Kangai 1)
(Suppressor of tumorigenicity-6) (Tetraspanin-
27) (Tspan-27) [MASS=29625]

CD86_HUMAN (P42081) T-lymphocyte
activation antigen CD86 precursor (Activation
B7-2 antigen) (CTLA-4 counter-receptor B7.2)
(B70) (FUN-1) (BUB3) [MASS=37696]

CD9_HUMAN (P21926) CD9 antigen (p24)
(Leukocyte antigen MIC3) (Motility-related
protein) (MRP-1) (Tetraspanin-29) (Tspan-29)
[MASS=25285]

CDK5_HUMAN (Q00535) Cell division protein
kinase 5 (EC 2.7.11.22) (Tau protein kinase Il
catalytic subunit) (TPKII catalytic subunit)
(Serine/threonine-protein kinase PSSALRE)
[MASS=33304]

0.00

0.00

0.00

1.00

0.98

0.00

0.99

0.66

7.46

6.87

9.96

18.75

21.61

5.24

4.56

13.22

9.25

0.86

1.01

0.60

0.56

0.71

2.10

0.90

2.04

0.00

0.00

0.00

0.06

0.00

0.00

0.06

0.00
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AC[339]HC[339]R
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C[339]GTNTM[147]EREESEQTK
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CDK6_HUMAN (Q00534) Cell division protein
kinase 6 (EC 2.7.11.22) (Serine/threonine-
protein kinase PLSTIRE) [MASS=36938]

CDKL1_HUMAN (Q00532) Cyclin-dependent
kinase-like 1 (EC 2.7.11.22) (Serine/threonine-
protein kinase KKIALRE) (Protein kinase p42
KKIALRE) [MASS=41701]

CDON_HUMAN (Q4KMGO) Cell adhesion
molecule-related/down-regulated by oncogenes
precursor [MASS=139233]

CECR2_HUMAN (Q9BXF3) Cat eye syndrome
critical region protein 2 [MASS=164214]

CELR1_HUMAN (Q9NYQ6) Cadherin EGF
LAG seven-pass G-type receptor 1 precursor
(Flamingo homolog 2) (hFmi2) [MASS=329484]

CELR2_HUMAN (Q9HCU4) Cadherin EGF
LAG seven-pass G-type receptor 2 precursor
(Epidermal growth factor-like 2) (Multiple
epidermal growth factor-like domains 3)
(Flamingo 1) [MASS=317450]

CELR3_HUMAN (Q9NYQ7) Cadherin EGF
LAG seven-pass G-type receptor 3 precursor
(Flamingo homolog 1) (hFmi1) (Multiple
epidermal growth factor-like domains 2)
(Epidermal growth factor-like 1)
[MASS=358255]

CENB1_HUMAN (Q15027) Centaurin-beta 1
(Cnt-b1) [MASS=81535]

CENB2_HUMAN (Q15057) Centaurin-beta 2
(Cnt-b2) [MASS=88028]
CENB5_HUMAN (Q96P50) Centaurin-beta 5
(Cnt-b5) [MASS=84664]

0.00

0.00

0.00

0.00

0.00

0.00

0.00

8.90

4.48

3.81

2.16

2.49

0.51

1.51

7.57

2.57

4.87

1.54

1.01

0.92

0.39

0.02

0.32

3.28

0.00

0.00

0.00

0.00

0.00

0.00

0.00
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DIGNYSC[330]JAAQGTQTGSKK
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DANSVITYQLTGGNTR

ATDGDAPPNANILYR

C[339]VPGVC[339]RNGGTC[339]TDAPNGGFR
FQRPLC[330]R
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CEND1_HUMAN (Q8WZz64) Centaurin-delta 1

(Cnt-d1) (Ar-GAP, Rho-GAP, ankyrin repeat 3 PDVLETM[147]ALLFSGADVMC[330]JATGDPVHSTPYLLAKK

and pleckstrin homology domain-containing 0.00 493 0.78 0.00 1 3 3 GWFAM[147]DKSSLHFC[330]LQM[147]QEVQGDRMHLR
protein 2) (PARX protein) [MASS=193422] 3 ILKQLQILSKMQDIPIYANVHK
GO M C8740) ot ot : HomTEALTASTGOTY
and pleckstrin hon;ology dom‘ain-c)gntain?ng ’ 3.55 ’ ’ 2 GLGAGVSKVR
protein 1) [MASS=136263] 3 AQEGWFSLSGSELR
3  HEC[330]QNLESEPIR
CENPF_HUMAN (P49454) CENP-F 2 GFADIPTGKTSPYILR
. . . 3  EADEYLDKYC[339]SLLISHEKLEK
kinetochore protein (Centromere protein F) 0.00 3.74 0.83 0.00
(Mitosin) (AH antigen) [MASS=367592] 3 QRSSGIWENGGGPTPATPESFSK
9 - 3  EQNLSSQVEC[330]LELEKAQLLQGLDEAK
3 NKEIQELEQLLSSERQELDCI[330]LR
CEP70_HUMAN (Q8NHQ1) Centrosomal 3 QDENEGIKVEDLLFIVDTM[147]LEEVENKEK
protein of 70 kDa (Cep70 protein) (p10-binding * 9.21 * * 3 EDESQSEEENDYR
protein) [MASS=69751] 2 ANDLEQIMESVKSK
CERKL_HUMAN (Q49MI3) Ceramide kinase- . 179 . . 2  NRVSALEGGR
like protein [MASS=62622] ’
CF170_HUMAN (Q96NH3) Protein C6orf170 . 361 . . 3  KLLDEDISIFSGSEM[147]LPVVK
[MASS=143651] ’ 3  LLETKYKSLVTTAIQQC[330]VQYFEM[147]C[330]K
CF182_HUMAN (Q8IYX8) Protein C6orf182 N 457 N . 2  GEQISKLKK
[MASS=53648] ’ 3 MRQHRDPHILQK
CFAB_HUMAN (P00751) Complement factor B
precursor (EC 3.4.21.47) (C3/C5 convertase)
(Properdin factor B) (Glycine-rich beta 3  QLNEINYEDHKLKSGTNTK
glycoprotein) (GBG) (PBF2) [Contains: * 9.69 * * 3 GGSFRLLQEGQALEYVC[330]PSGFYPYPVQTR
Complement factor B Ba fragment; 2 EDYLDVYVFGVGPLVNQVNINALASK
Complement factor B Bb fragment]
[MASS=85532]
CFP1_HUMAN (Q8ND76) Cyclin fold protein 1
(Cyclin box protein 1) [MASS=39336] 0.00 323 246 0.00 2 C[339]VALAIYYHIK
CH60'_HU'MAN (P19809) 60 kDa heat shock 2 C[339]EFQDAYVLLSEK
protein, mitochondrial precursor (Hsp60) (60
kDa chaperonin) (CPN60) (Heat shock protein 3 CIS39]EFQDAYVLLSEKK
P . : PNOCK P 100 7.6 139 0.09 1 C[339]EFQDAYVLLSEK

60) (HSP-60) (Mitochondrial matrix protein P1)
(P60 lymphocyte protein) (HuCHAG0) 2 CI330JEFQDAYVLLSEKK

ymphocy'e p 2 DGVTVAKSIDLKDK

[MASS=61054]
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CHCH3_HUMAN (Q9NX63) Coiled-coil-helix-
coiled-coil-helix domain-containing protein 3
[MASS=26152]

CHD1_HUMAN (014646) Chromodomain-
helicase-DNA-binding protein 1 (EC 3.6.1.-)
(ATP-dependent helicase CHD1) (CHD-1)
[MASS=196517]

CHD3_HUMAN (Q12873) Chromodomain
helicase-DNA-binding protein 3 (EC 3.6.1.-)

(ATP-dependent helicase CHD3) (CHD-3) (Mi-2

autoantigen 240 kDa protein) (Mi2-alpha) (Zinc-
finger helicase) (hZFH) [MASS=226590]

CHD8_HUMAN (Q9HCK8) Chromodomain-
helicase-DNA-binding protein 8 (EC 3.6.1.-)
(ATP-dependent helicase CHD8) (CHD-8)
(Helicase with SNF2 domain 1)
[MASS=262315]

CHIC1_HUMAN (Q5VXU3) Cysteine-rich
hydrophobic domain 1 protein (Brain X-linked
protein) [MASS=25616]

CHMP3_HUMAN (Q9Y3E7) Charged
multivesicular body protein 3 (Chromatin-
modifying protein 3) (Vacuolar protein sorting
24) (hVps24) (Neuroendocrine differentiation
factor) [MASS=24942]

CHSS1_HUMAN (Q86X52) Chondroitin sulfate
synthase 1 (EC 2.4.1.175) (Glucuronosyl-N-
acetylgalactosaminyl-proteoglycan 4-beta-N-

acetylgalactosaminyltransferase 1) (Chondroitin  0.00

sulfate synthase 1) (N-acetylgalactosaminyl-
proteoglycan 3-beta-glucuronosyltran
[MASS=91729]

CHST3_HUMAN (Q7LGC8) Carbohydrate
sulfotransferase 3 (EC 2.8.2.17) (Chondroitin 6-
sulfotransferase) (Chondroitin 6-O-
sulfotransferase 1) (C6ST-1) (C6ST)
(Galactose/N-acetylglucosamine/N-
acetylglucosamine 6-O-sulfotransferase 0)
(GST-0) [MASS=54673]

5.73

0.82

0.65

1.82

10.27

6.33

8.85

7.52

N
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NYSYLHC[339]EWATISQLEK

RYAPDPVLVRGAGHITVFGLSNK
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LALEPGENFC[339]M[147]GGPGVIMSREVLR
IVYSGKVPSDNHFAFTQKTGFWR
FAGVQCI[339]VWSYEM[147]QQLFYENYEQNK

WRFSM[147]PFKLAQVVQAPC[330]GPAMR
LAQVVQAPC[339]GPAM[147]R



CHST5_HUMAN (Q9GZS9) Carbohydrate
sulfotransferase 5 (EC 2.8.2.-) (N-
acetylglucosamine 6-O-sulfotransferase 3)
(GIcNAC6ST-3) (Intestinal GIcNAc-6-
sulfotransferase) (Intestinal N-
acetylglucosamine-6-O-sulfotransferase) (I-
GIcNAC6ST) (hIGn6ST) (Galactose/N
[MASS=43832]

CHSTE_HUMAN (Q8NCHO0) Carbohydrate
sulfotransferase D4ST1 (EC 2.8.2.-) (Dermatan
4-sulfotransferase 1) (D4ST-1) (hD4ST)
[MASS=42997]

C1032_HUMAN (Q9BV86) Protein C9orf32
[MASS=25256]
C1038_HUMAN (Q9UI66) Protein C90rf38
[MASS=13396]
Cl043_HUMAN (Q8TALS5) Protein C9orf43
[MASS=52221]

CIC_HUMAN (Q96RKO0) Protein capicua
homolog [MASS=163789]

CISY_HUMAN (075390) Citrate synthase,
mitochondrial precursor (EC 2.3.3.1)
[MASS=51712]

CJ067_HUMAN (Q8IYJ2) Protein C100rf67
[MASS=21463]

CJ070_HUMAN (QONZ45) Protein C100rf70
[MASS=12199]

€J084_HUMAN (Q9H8WS3) Protein C100rf84
[MASS=27021]

€J093_HUMAN (Q5SR76) Protein C100rf93
[MASS=46712]

0.00

0.00

0.23

1.00

0.00

1.00

0.00

0.00

2.56

2.66

12.61

13.56

3.47

1.24

3.65

32.07

40.74

10.30

11.36

1.64

0.48

1.89

1.51

0.46

1.31

0.81

4.70

0.00

0.00

0.00
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0.00
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0.00
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CK5P2_HUMAN (Q96SN8) CDK5 regulatory
subunit-associated protein 2 (CDKS5 activator-
binding protein C48) (Centrosome-associated
protein 215) [MASS=215036]

CLC10_HUMAN (Q8IUN9) C-type lectin
domain family 10 member A (C-type lectin
superfamily member 14) (Macrophage lectin 2)
(CD301 antigen) [MASS=35446]

CLC14_HUMAN (Q86T13) C-type lectin
domain family 14 member A precursor
(Epidermal growth factor receptor 5) (EGFR-5)
[MASS=51635]

CLH1_HUMAN (Q00610) Clathrin heavy chain
1 (CLH-17) [MASS=191482]

CLH2_HUMAN (P53675) Clathrin heavy chain
2 (CLH-22) [MASS=187029]

CLIC2_HUMAN (015247) Chloride intracellular
channel protein 2 (XAP121) [MASS=28356]

CLN8_HUMAN (Q9UBY8) Protein CLN8
[MASS=32815]

CMO007_HUMAN (Q5WO0B1) Protein C13orf7
[MASS=81116]

CMC1_HUMAN (075746) Calcium-binding
mitochondrial carrier protein Aralar1
(Mitochondrial aspartate glutamate carrier 1)
(Solute carrier family 25 member 12)
[MASS=74755]

CNO050_HUMAN (Q96LQ0) Protein C140rf50
[MASS=49440]

CN129_HUMAN (Q9POR6) UPF0279 protein
C140rf129 [MASS=15648]

*

0.00

0.00

1.00
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1.00
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CN37_HUMAN (P09543) 2',3'-cyclic-nucleotide
3'-phosphodiesterase (EC 3.1.4.37) (CNP)

(CNPase) [MASS=47578]

CNTN1_HUMAN (Q12860) Contactin-1
precursor (Neural cell surface protein F3)
(Glycoprotein gp135) [MASS=113320]

CNTP1_HUMAN (P78357) Contactin-
associated protein 1 precursor (Caspr)

(Caspr1) (Neurexin 4) (Neurexin 1V) (p190)

[MASS=156266]

CO6A2_HUMAN (P12110) Collagen alpha-

2(VI) chain precursor [MASS=108573]

CO7A1_HUMAN (Q02388) Collagen alpha-
1(VII) chain precursor (Long-chain collagen)

(LC collagen) [MASS=295217]

COE4_HUMAN (Q9BQW3) Transcription factor
COE4 (Early B-cell factor 4) (EBF-4) (OIf-1/EBF-

like 4) (OE-4) (O/E-4) [MASS=68360]

COF1_HUMAN (P23528) Cofilin-1 (Cofilin, non-
muscle isoform) (18 kDa phosphoprotein) (p18)

[MASS=18371]
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COPA_HUMAN (P53621) Coatomer subunit
alpha (Alpha-coat protein) (Alpha-COP)
(HEPCOP) (HEP-COP) [Contains: Xenin
(Xenopsin-related peptide); Proxenin]
[MASS=138331]

COPG_HUMAN (Q9Y678) Coatomer subunit
gamma (Gamma-coat protein) (Gamma-COP)
[MASS=97718]

CORO7_HUMAN (P57737) Coronin-7 (70 kDa
WD repeat tumor rejection antigen homolog)
[MASS=100574]

COX5B_HUMAN (P10606) Cytochrome c
oxidase polypeptide Vb, mitochondrial
precursor (EC 1.9.3.1) [MASS=13696]

COX7C_HUMAN (P15954) Cytochrome c
oxidase polypeptide Vllc, mitochondrial
precursor (EC 1.9.3.1) [MASS=7245]

CP2D6_HUMAN (P10635) Cytochrome P450
2D6 (EC 1.14.14.1) (CYPIID6) (P450-DB1)
(Debrisoquine 4-hydroxylase) [MASS=55769]

CP343_HUMAN (Q9HB55) Cytochrome P450
3A43 (EC 1.14.14.1) [MASS=57669]

CPLX1_HUMAN (014810) Complexin-1
(Complexin 1) (CPX 1) (Synaphin-2)
[MASS=15030]

CPNE3_HUMAN (075131) Copine-3 (Copine
1) [MASS=60130]

CPNEG6_HUMAN (095741) Copine-6 (Copine
VI) (Neuronal-copine) (N-copine)
[MASS=61991]

CRSP8_HUMAN (Q6P2C8) CRSP complex
subunit 8 (Cofactor required for Sp1
transcriptional activation subunit 8)
(Transcriptional coactivator CRSP34) (P37
TRAP/SMCC/PC2 subunit) [MASS=35432]

CRTC_HUMAN (P27797) Calreticulin precursor

(CRP55) (Calregulin) (HACBP) (ERp60)
(grp60) [MASS=48141]

CRYM_HUMAN (Q14894) Mu-crystallin
homolog (NADP-regulated thyroid-hormone-
binding protein) [MASS=33775]
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CSDE1_HUMAN (075534) Cold shock domain-

containing protein E1 (UNR protein) (N-ras
upstream gene protein) [MASS=88884]

CSKIM_HUMAN (Q8WXD?9) Caskin-1 (CASK-
interacting protein 1) [MASS=149813]

CSMD1_HUMAN (Q96PZ7) CUB and sushi
domain-containing protein 1 precursor (CUB
and sushi multiple domains protein 1)
[MASS=388867]

CSPG2_HUMAN (P13611) Versican core
protein precursor (Large fibroblast
proteoglycan) (Chondroitin sulfate proteoglycan
core protein 2) (PG-M) (Glial hyaluronate-
binding protein) (GHAP) [MASS=372817]

CSPG3_HUMAN (014594) Neurocan core
protein precursor (Chondroitin sulfate
proteoglycan 3) [MASS=142972]
CSR2B_HUMAN (Q9HB8ES8) Cysteine-rich
protein 2-binding protein (CSRP2-binding
protein) (CRP2BP) (CRP2-binding partner)
[MASS=88801]

CT135_HUMAN (Q9H3Z7) Uncharacterized
protein C200rf135 [MASS=52554]

CTL2_HUMAN (Q8IWAS5) Choline transporter-
like protein 2 (Solute carrier family 44 member
2) [MASS=80151]

CTNB1_HUMAN (P35222) Beta-catenin
[MASS=85496]

CU005_HUMAN (Q9Y3R5) Protein C210rf5
[MASS=258222]

CU055_HUMAN (Q9NX36) J domain-
containing protein C210rf55 [MASS=45805]

CU063_HUMAN (P58658) Protein C210rf63
precursor (SUE21) [MASS=49483]
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CUGB1_HUMAN (Q92879) CUG triplet repeat
RNA-binding protein 1 (CUG-BP1) (RNA-
binding protein BRUNOL-2) (Deadenylation
factor CUG-BP) (50 kDa Nuclear
polyadenylated RNA-binding protein) (EDEN-
BP) [MASS=52063]

CUTL1_HUMAN (P39880) Homeobox protein
cut-like 1 (CCAAT displacement protein) (CDP)
[MASS=164271]

CX022_HUMAN (Q6ZTRS5) Protein CXorf22
[MASS=110392]

CXA1_HUMAN (P17302) Gap junction alpha-1
protein (Connexin-43) (Cx43) (Gap junction 43
kDa heart protein) [MASS=42877]

CY1_HUMAN (P08574) Cytochrome c1, heme
protein, mitochondrial precursor (Cytochrome c-
1) [MASS=35390]

CY24B_HUMAN (P04839) Cytochrome b-245
heavy chain (p22 phagocyte B-cytochrome)
(Neutrophil cytochrome b 91 kDa polypeptide)
(CGD91-phox) (gp91-phox) (gp91-1) (Heme-
binding membrane glycoprotein gp91phox)
(Cytochrome b(558) subunit beta) (Cytochrome
b558 [MASS=65204]

CYTC_HUMAN (P01034) Cystatin C precursor
(Neuroendocrine basic polypeptide) (Gamma-
trace) (Post-gamma-globulin) [MASS=15799]

DAPK1_HUMAN (P53355) Death-associated
protein kinase 1 (EC 2.7.11.1) (DAP kinase 1)
[MASS=160220]

DAPK3_HUMAN (043293) Death-associated
protein kinase 3 (EC 2.7.11.1) (DAP kinase 3)
(DAP-like kinase) (DIk) (ZIP-kinase)
[MASS=52535]
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DAXX_HUMAN (Q9UER7) Death domain-
associated protein 6 (Daxx) (hDaxx) (Fas death
domain-associated protein) (ETS1-associated
protein 1) (EAP1) [MASS=81372]

DC12_HUMAN (Q96FZ2) UPF0361 protein
DC12 [MASS=40575]

DCAK2_HUMAN (Q8N568) Serine/threonine-
protein kinase DCAMKL2 (EC 2.7.11.1)
(Doublecortin-like and CAM kinase-like 2)
[MASS=83639]

DCE2_HUMAN (Q05329) Glutamate
decarboxylase 2 (EC 4.1.1.15) (Glutamate
decarboxylase, 65 kDa isoform) (GAD-65) (65
kDa glutamic acid decarboxylase)
[MASS=65411]

DCUP_HUMAN (P06132) Uroporphyrinogen
decarboxylase (EC 4.1.1.37) (URO-D) (UPD)
[MASS=40787]

DCXR_HUMAN (Q7Z4W1) L-xylulose
reductase (EC 1.1.1.10) (XR) (Dicarbonyl/L-
xylulose reductase) (Kidney dicarbonyl
reductase) (kiDCR) (Carbonyl reductase II)
(Sperm surface protein P34H) [MASS=25913]

DDAH1_HUMAN (094760) NG,NG-

dimethylarginine dimethylaminohydrolase 1 (EC

3.5.3.18) (Dimethylargininase-1)
(Dimethylarginine dimethylaminohydrolase 1)
(DDAHI) (DDAH-1) [MASS=30990]

DDR1_HUMAN (Q08345) Epithelial discoidin
domain-containing receptor 1 precursor (EC
2.7.10.1) (Epithelial discoidin domain receptor
1) (Tyrosine kinase DDR) (Discoidin receptor
tyrosine kinase) (Tyrosine-protein kinase CAK)
(Cell adhesion kinase) (TRK E)
[MASS=101127]

DDX1_HUMAN (Q92499) ATP-dependent RNA

helicase DDX1 (EC 3.6.1.-) (DEAD box protein
1) (DEAD box protein retinoblastoma) (DBP-
RB) [MASS=82432]
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DDX46_HUMAN (Q7L014) Probable ATP-
dependent RNA helicase DDX46 (EC 3.6.1.-)
(DEAD box protein 46) (PRP5 homolog)
[MASS=117460]

DECR_HUMAN (Q16698) 2,4-dienoyl-CoA
reductase, mitochondrial precursor (EC

1.3.1.34) (2,4-dienoyl-CoA reductase [NADPH])  *
(4-enoyl-CoA reductase [NADPH])

[MASS=36067]

DEN2C_HUMAN (Q68D51) DENN domain-
containing protein 2C [MASS=106865]

DGKQ_HUMAN (P52824) Diacylglycerol kinase
theta (EC 2.7.1.107) (Diglyceride kinase theta) N
(DGK-theta) (DAG kinase theta)

[MASS=101403]

DHB2_HUMAN (P37059) Estradiol 17-beta-
dehydrogenase 2 (EC 1.1.1.62) (17-beta-HSD

2) (Microsomal 17-beta-hydroxysteroid .
dehydrogenase) (20 alpha-hydroxysteroid
dehydrogenase) (20-alpha-HSD) (E2DH)
[MASS=42785]

0.00

0.00

DHDDS_HUMAN (Q86SQ9) Dehydrodolichyl
diphosphate synthase (EC 2.5.1.-) (Dedol-PP 0.00
synthase) [MASS=38689]

DHE3_HUMAN (P00367) Glutamate

3.00
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0.29
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0.44

dehydrogenase 1, mitochondrial precursor (EC  1.00 24.37 2.36
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DHPR_HUMAN (P09417) Dihydropteridine
reductase (EC 1.5.1.34) (HDHPR) (Quinoid
dihydropteridine reductase) [MASS=25803]

DHSA_HUMAN (P31040) Succinate
dehydrogenase [ubiquinone] flavoprotein
subunit, mitochondrial precursor (EC 1.3.5.1)
(Fp) (Flavoprotein subunit of complex Il)
[MASS=72691]

DHSB_HUMAN (P21912) Succinate
dehydrogenase [ubiquinone] iron-sulfur protein,
mitochondrial precursor (EC 1.3.5.1) (Ip) (Iron-
sulfur subunit of complex Il) [MASS=31630]

DHX30_HUMAN (Q7L2E3) Putative ATP-
dependent RNA helicase DHX30 (EC 3.6.1.-)
(DEAH box protein 30) [MASS=133937]

DHX57_HUMAN (Q6P158) Putative ATP-
dependent RNA helicase DHX57 (EC 3.6.1.-)
(DEAH box protein 57) [MASS=155603]

DHX8_HUMAN (Q14562) ATP-dependent RNA
helicase DHX8 (EC 3.6.1.-) (DEAH box protein
8) (RNA helicase HRH1) [MASS=139314]

DHX9_HUMAN (Q08211) ATP-dependent RNA
helicase A (EC 3.6.1.-) (Nuclear DNA helicase
II) (NDH 11) (DEAH box protein 9)
[MASS=140880]

DIAP3_HUMAN (Q9NSV4) Protein diaphanous
homolog 3 (Diaphanous-related formin-3)
(DRF3) [MASS=127594]

DJBP_HUMAN (Q5THR3) DJ-1-binding protein
(CAP-binding protein complex-interacting
protein 1) [MASS=172929]

0.56

1.00

*

*

0.00

0.00

*

15.57

9.04

9.29

3.43

3.46

5.49

8.98

5.86

5.66

0.25

1.39

1.95

2.87

0.93

0.00

0.12

0.04

0.00

0.00

N

w NNMNNMNNDN - W wNN

w N

WWW NWNN WONWNDN®

GAVHQLC[330]QSLAGK
LLGEEKVDAILC[339]VAGGWAGGNAKSK

AAFGLSEAGFNTAC[330]VTK
AC[339]ALSIEESC[339]RPGDK

HVNGQDQIVPGLYAC[339]GEAAC[330JASVHGANR
HVNGQDQIVPGLYAC[330]GEAAC[330JASVHGANR

KFAIYR
C[330]HTIM[147]NC[330]TR
C[330]HTIMNC[330]TR
C[339]HTIMNC[339]TR
GAQTAAATAPR
C[339]HTIM[147]NC[339]TR

ATISLSDSDLLRLEGDSR
DTILNAIEQHPVVVISGDTGC[339]GK

TTQIPQFILDDSLNGPPEKVANIIC[330]TQPRR
EGLRAREIEK
GGGKGSSR

FHQTEGDHLTLLAVYNSWKNNK
FSNPWCI[339]YENFIQARSLRR
AYRDEM[147]LTTNVPEIQRTNLASTVLSLK

VILSTNIAETSITINDVVYVIDSC[339]K
AIEPPPLDAVIEAEHTLR

IRTRAISAK
QKFM[147]C[330][EVQVEGYNYTGMGNSTNKK
M[147]JARYDNGSGYRR
KFESEILEAISQNSVVIIRGATGC[339]GK

M[147]M[147]EDM[147]NLNEDKKAPLR
PEISMRR
M[147]MILEVDETRLAESMIQNLIK
SFSKLLELVLLM[147]GNYMNAGSR

ELMQM[147]LDPGDTGVVNTSMFIDLIEENC[339]RM[147]R
M[147]QEVLEEC[330]GC[339]SLTEGELTHLLNSWGVSR
YPDFLSRFSSETAATPMATGDSAVAQR

a A A

W= 2 A

N

R\ (L G

_ A A A A A A



DLDH_HUMAN (P09622) Dihydrolipoyl
dehydrogenase, mitochondrial precursor (EC
1.8.1.4) (Dihydrolipoamide dehydrogenase)
(Glycine cleavage system L protein)
[MASS=54150]

DLL1_HUMAN (000548) Delta-like protein 1
precursor (Drosophila Delta homolog 1)
(Delta1) (H-Delta-1) [MASS=77956]

DMBT1_HUMAN (Q9UGM3) Deleted in
malignant brain tumors 1 protein precursor
(Glycoprotein 340) (Gp-340) (Surfactant
pulmonary-associated D-binding protein)
[MASS=260734]

DMXL1_HUMAN (Q9Y485) Protein DmX-like 1
(X-like 1 protein) [MASS=337852]

DMXL2_HUMAN (Q8TDJ6) Protein DmX-like 2
(Rabconnectin-3) [MASS=339755]

DNJA2_HUMAN (060884) DnaJ homolog
subfamily A member 2 (HIRA-interacting
protein 4) (Cell cycle progression restoration
gene 3 protein) (Dnj3) (NY-REN-14 antigen)
[MASS=45745]

DNL4_HUMAN (P49917) DNA ligase 4 (EC
6.5.1.1) (DNA ligase V)
(Polydeoxyribonucleotide synthase [ATP] 4)
[MASS=103970]

DNM3L_HUMAN (Q9UJW3) DNA (cytosine-5)-
methyltransferase 3-like [MASS=43670]

DNS2B_HUMAN (Q8Wz79)
Deoxyribonuclease-2-beta precursor (EC
3.1.22.1) (Deoxyribonuclease Il beta) (DNase Il
beta) (DNase2-like acid DNase) (DNase IlI-like
acid DNase) (Endonuclease DLAD)
[MASS=41712]

DOC10_HUMAN (Q96BY6) Dedicator of
cytokinesis protein 10 (Protein zizimin 3)
[MASS=249311]
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AVIWGLYRAEK

AGC[339]PM[147]LALEVLSKMPKVIK

C[339]IAGEVAIVRDPDAGEGTK

IGLVEALC[339]GFQFTFK
DGNDLHM[147]TYK

PEYVSGLM[147]DELDILIVGGYWGK
KAPPSSILC[330]GTEK

VHAM[147]SNWVC[339]YLC[330]LPSSRSGLLQR

QKMM[147]ARLLR

EHEKDPEMLVDLQYSLANSYASTPELRR
KVSELNQLC[339]TM[147]EEVDM[147]IR
DM[147]SQSPTSNFIRSC[339]KNLLNVEK

_ A A

= A

N =



DOCK1_HUMAN (Q14185) Dedicator of

cytokinesis protein 1 (180 kDa protein .
downstream of CRK) (DOCK180)

[MASS=215374]

DOCK4_HUMAN (Q8N110) Dedicator of N
cytokinesis protein 4 [MASS=225147]

DOCK8_HUMAN (Q8NF50) Dedicator of .
cytokinesis protein 8 [MASS=230819]

DOK1_HUMAN (Q99704) Docking protein 1
(Downstream of tyrosine kinase 1) (p62(dok)) *
(pp62) [MASS=52391]

DPP6_HUMAN (P42658) Dipeptidyl
aminopeptidase-like protein 6
(Dipeptidylpeptidase VI) (Dipeptidylpeptidase 6)
(Dipeptidyl peptidase 1V-like protein) (Dipeptidyl
aminopeptidase-related protein) (DPPX)
[MASS=97587]

0.49

DPYL2_HUMAN (Q16555)
Dihydropyrimidinase-related protein 2 (DRP-2)
(Collapsin response mediator protein 2) (CRMP-
2) (N2A3) [MASS=62293]

1.00

DRP2_HUMAN (Q13474) Dystrophin-related .
protein 2 [MASS=107673]

DSC1_HUMAN (Q08554) Desmocollin-1

precursor (Desmosomal glycoprotein 2/3) 0.00
(DG2/DG3) [MASS=100044]
DSG4_HUMAN (Q86SJ6) Desmoglein-4

precursor [MASS=113824] 0.00

4.56

5.04

4.38

6.44

6.94

5.77

1.68

2.35

1.35

0.37

0.62

0.50

0.27

0.00

0.23

0.00

0.00

WWNN WONWN

NNWOWNW DN

N

N

LLPGDIHQIR
IGEDAEVLMSLYDPVESKFISENYLVRWSSSGLPK
QHFIPFQPVAGENDFLQTVINKVIAAK
NSKHQEIFEKEFK

TELNKEEMYIRYIHK
DWTVM[147]RLVANNVIITTVLYLSDALRK
DIYITVHIIRIGR
DTPVQASSHHLFVQM[147]K

LVANNVIITTVLYLSDALRK
IGRMGAGEK

TRISVIQKEEFVLTPIEVAIEDM[147]K
ARLEEALLRGEGAR
KAVSAIHSLLSSHDLDPRC[339]VK
LPPNYSM[147]JHSAEKVPLQNPPIK
FPGLNENLR

LDC[330]KVIRLAECI[330]VSVAPVTVETPPEPGATAFR

MREYYITM[147][VKWATSTK
FTGKINTSR
DYGGYLSTYILPAKGENQGQTFTC[330]GSALSPITDFK

THNSSLEYNIFEGM[147]EC[330]R
FQLTDC[330]QIYEVLSVIR
THNSSLEYNIFEGM[147]EC[330]R

LKQLQDAHR
HAFPSVR

VNLEEC[330]LKSASLIRSSDPAFR

DGAADGLSSEC[330]DC[330]R

= A

N = A
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DUET_HUMAN (Q9Y2A5) Serine/threonine-

protein kinase Duet (EC 2.7.11.1) .
(Serine/threonine kinase with Dbl- and

pleckstrin homology domain) [MASS=144412]

2.02

DUS23_HUMAN (Q9BVJ7) Dual specificity

protein phosphatase 23 (EC 3.1.3.48) (EC

3.1.3.16) (Low molecular mass dual specificity  0.00 16.67
phosphatase 3) (LDP-3) (VH1-like phosphatase

Z) [MASS=16588]

DYH5_HUMAN (Q8TE73) Ciliary dynein heavy

chain 5 (Axonemal beta dynein heavy chain 5) * 4.04
(HL1) [MASS=529002]

DYH9_HUMAN (Q9NYC9) Ciliary dynein heavy

chain 9 (Axonemal beta dynein heavy chain 9) * 2.67

[MASS=511928]

DYHC_HUMAN (Q14204) Dynein heavy chain,
cytosolic (DYHC) (Cytoplasmic dynein heavy .
chain 1) (DHC1) (Dynein heavy chain 1,
cytoplasmic 1) [MASS=532404]

2.20

DYL1_HUMAN (P63167) Dynein light chain 1,
cytoplasmic (Dynein light chain LC8-type 1) (8
kDa dynein light chain) (DLC8) (Protein
inhibitor of neuronal nitric oxide synthase) (PIN)
[MASS=10366]

1.00 41.57

DYN1_HUMAN (Q05193) Dynamin-1 (EC

3.6.5.5) [MASS=97407] 065 5.09

1.13

0.79

0.59

0.00

0.00

0.19
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PYSSVPAGSEKPPKGSSYNPPLPPLK

TGTMLAC[339]YLVKERGLAAGDAIAEIR

RIANIIEHMTYEVYKYAAR

EEYRPVATR
GAGMDM[147]VFFADAM[147]VHLVKISR
RLWQMTK

TIAQARKYIVDSM[147]GEK
DLC[339]VNGAQILHFK
FMDVTFAKIQNTNQALRM[147]LK

C[339]YITLAQALGMSM[147]GGAPAGPAGTGKTETTKDM[147]GR

LVGDVLLATAFLSYSGPFNQEFR
ASVTLAIPNIVMAPALEDVQQTLNK

STWDLIRLYLHESNRVYR

LGKVEFSGVR

NLPFNYYTTSAMLQAVLEK
AM[147]JADEEEQKVAVIM[147]LEVKQK
SIQDAIRDK
KLIYFIDDM[147]NM[147]PEVDAYGTVQPHTIIR
LAAFISSMDVFQITLRK

PLVLC[339]GPPGSGKTMTLFSALR
NEKIAFIM[147]DESNVLDSGFLER
RSELEEQQM[147]HLNVGLRK
EFGPVVIDYGK
EVDGLDVSKEGTEAWEAAM[147]KR
LAETVFNFQEK

YNPTWHC[330]IVGR
AVIKNADMSEEM[147]QQDSVEC[339]ATQALEK
YNPTWHC[339]IVGR

RPLVLQLVNATTEYAEFLHC[330]K
DLMPKTIM[147]HLM[147]INNTK
IREPC[330]LK
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DYRL1_HUMAN (Q86XF0) Dihydrofolate
reductase-like protein 1 [MASS=21620]

EAA2_HUMAN (P43004) Excitatory amino acid
transporter 2 (Sodium-dependent
glutamate/aspartate transporter 2)
[MASS=62104]

ECHA_HUMAN (P40939) Trifunctional enzyme
subunit alpha, mitochondrial precursor (TP-
alpha) (78 kDa gastrin-binding protein)
[Includes: Long-chain enoyl-CoA hydratase (EC
4.2.1.17); Long chain 3-hydroxyacyl-CoA
dehydrogenase (EC 1.1.1.211)] [MASS=82999]

ECHM_HUMAN (P30084) Enoyl-CoA
hydratase, mitochondrial precursor (EC
4.2.1.17) (Short chain enoyl-CoA hydratase)
(SCEH) (Enoyl-CoA hydratase 1)
[MASS=31387]

ECHP_HUMAN (Q08426) Peroxisomal
bifunctional enzyme (PBE) (PBFE) [Includes:
Enoyl-CoA hydratase (EC 4.2.1.17); 3,2-trans-
enoyl-CoA isomerase (EC 5.3.3.8); 3-
hydroxyacyl-CoA dehydrogenase (EC
1.1.1.35)] [MASS=79208]

EDD1_HUMAN (095071) Ubiquitin-protein
ligase EDD1 (EC 6.3.2.-) (Hyperplastic discs
protein homolog) (hHYD) (Progestin-induced
protein) [MASS=309350]

EF1A1_HUMAN (P68104) Elongation factor 1-
alpha 1 (EF-1-alpha-1) (Elongation factor 1 A-
1) (¢éEF1A-1) (Elongation factor Tu) (EF-Tu)
[MASS=50141]

EF1A2_HUMAN (Q05639) Elongation factor 1-
alpha 2 (EF-1-alpha-2) (Elongation factor 1 A-
2) (eEF1A-2) (Statin S1) [MASS=50470]

1.00

1.00

0.00

*

0.00

1.00

26.20

9.06

16.38

10.34

5.26

2.79

6.28

1.94

0.53

1.32

1.02

0.76

0.36

0.06

0.00

0.04

N = Www

NN

WNDNNWW

w

N

VDM[147]IWIVGGSSVYKEAM[147]NHLGHLK
M[147]FLLLNC[339]IVAVSQNMGIGKNGDLPR

C[330]LEENLGIDKR
C[330]LEENLGIDKR

NLFPENLVQAC[330]FQQIQTVTK

NLFPENLVQAC[330]FQQIQTVTKK
NLFPENLVQAC[339]FQQIQTVTK
C[339]LEENLGIDKR

EVEAVIPDHC[339]IFASNTSALPISEIAAVSK
SAVLISSKPGC[339]FIAGADINM[147]LAAC[339]K
M[147]VGVPAALDM[147]M[147]LTGRSIR
ALM[147]GLYHGQVLC[339]K
GLVEKLTAYAM[147]TIPFVRQQVYK
QFTPC[339]QLLADHANSPNKK

KPVIAAVNGYAFGGGC[339]ELAM[147]MC[339]DIIYAGEK

RLC[330]NKPIQSLPNMDSIFSEALLK
PVSSVGVVGLGTM[147]GR

TTNSSHANGAAQAPRSMQWAVRNTQHQR
QDLVYFWTSSPSLPASEEGFQPMPSITIR
LPNLEC[339]IQNANKGTHTSLMQR

C[330]GGIDKR
C[339]GGIDKR
PLRLPLQDVYKIGGIGTVPVGR

RGNVCI[330]GDSK

N = - A
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EF1G_HUMAN (P26641) Elongation factor 1-
gamma (EF-1-gamma) (eEF-1B gamma)
[MASS=49987]

EF2_HUMAN (P13639) Elongation factor 2 (EF-
2) [MASS=95206]

EFNB3_HUMAN (Q15768) Ephrin-B3 precursor
(EPH-related receptor tyrosine kinase ligand 8)
(LERK-8) (EPH-related receptor
transmembrane ligand ELK-L3) [MASS=35835]

EFTS_HUMAN (P43897) Elongation factor Ts,
mitochondrial precursor (EF-Ts) (EF-TsMt)
[MASS=35390]

EFTU_HUMAN (P49411) Elongation factor Tu,
mitochondrial precursor (EF-Tu) (P43)
[MASS=49541]

EGLN_HUMAN (P17813) Endoglin precursor
(CD105 antigen) [MASS=70578]

ELAV2_HUMAN (Q12926) ELAV-like protein 2
(Hu-antigen B) (HuB) (ELAV-like neuronal
protein 1) (Nervous system-specific RNA-
binding protein Hel-N1) [MASS=39504]

ELF2_HUMAN (Q15723) ETS-related
transcription factor EIf-2 (E74-like factor 2)
(New ETS-related factor) [MASS=63966]

2.52

4.08

11.18

27.69

24.34

4.86

8.64

4.55

w

w N W WNWW

N

NWwWwWwN

DGWSLWYSEYR

ARPFPDGLAEDIDK
TFC[339]QLILDPIFK
YEWDVAEAR

EGLESLQGGVCI[339]LTRGMK
C[339]EAPPAPNLLLTC[330]DRPDLDLR

GFLNSSELSGLPAGPDR

DQLALAIGKLGENM[147]ILK
FQLLVQQVALGTMMHC[330]QTLK
TNLEDVGRRLGQHVVGM[147]APLSVGSLDDEPGGEAETK

HYAHTDC[330]PGHADYVK
KGDEC[330]ELLGHSK

KGDEC[339]ELLGHSK

HYAHTDC[339]PGHADYVK

LLDAVDTYIPVPAR

HYAHTDC[339]PGHADYVK
HYAHTDC[330]PGHADYVK
ELLTEFGYKGEETPVIVGSALC[330]JALEGRDPELGLK

GTVVTGTLERGILKK
TTLTAAITKILAEGGGAKFK

SAYSSC[339]GM[147]QVSASM[147]ISNEAVVNILSSSSPQRK

PSSASIRDANLYVSGLPK
SLFGSIGEIESC[339]K

LSM[147]PTQQASGQTPPRVISAVIKGPEVK

_ A A

N =

N =

_ A A



ENC1_HUMAN (014682) Ectoderm-neural
cortex 1 protein (ENC-1) (p53-induced protein
10) (Nuclear matrix protein NRP/B)
[MASS=66129]

0.00

ENK9_HUMAN (Q9UKH7) HERV-K_5q13.3

provirus ancestral Env polyprotein precursor
(Envelope polyprotein) (HERV-K104 envelope  0.46
protein) [Includes: Truncated surface protein

(SU)] [MASS=31420]

ENOA_HUMAN (P06733) Alpha-enolase (EC
4.2.1.11) (2-phospho-D-glycerate hydro-lyase)
(Non-neural enolase) (NNE) (Enolase 1)
(Phosphopyruvate hydratase) (C-myc promoter-
binding protein) (MBP-1) (MPB-1)
(Plasminogen-binding protein) [MASS=47037]

0.00

ENOB_HUMAN (P13929) Beta-enolase (EC
4.2.1.11) (2-phospho-D-glycerate hydro-lyase)
(Muscle-specific enolase) (MSE) (Skeletal
muscle enolase) (Enolase 3) [MASS=46855]

1.00

ENOG_HUMAN (P09104) Gamma-enolase
(EC 4.2.1.11) (2-phospho-D-glycerate hydro-
lyase) (Neural enolase) (Neuron-specific
enolase) (NSE) (Enolase 2) [MASS=47137]

1.00

ENP2_HUMAN (Q9Y5L3) Ectonucleoside
triphosphate diphosphohydrolase 2 (EC 3.6.1.-)
(NTPDase2) (Ecto-ATPase) (CD39 antigen-like
1) [MASS=53665]

0.00

ENPP1_HUMAN (P22413) Ectonucleotide
pyrophosphatase/phosphodiesterase 1 (E-NPP

1) (Phosphodiesterase I/nucleotide

pyrophosphatase 1) (Plasma-cell membrane 0.00
glycoprotein PC-1) [Includes: Alkaline
phosphodiesterase | (EC 3.1.4.1); Nucleotide
pyrophosphatase [MASS=104924]

6.62

6.86

5.08

5.31

8.55

8.28

2.70

NLHPTNC[330]LGM[147]LLLSDAHQCI[330]TK
LKLFAFGGTSVSHDKLPK

C[339]PAKPEEEGM[147]M[147]INISTGYR

SGETEDTFIADLVVGLCI[330]TGQIK

AC[330]NC[330]LLLK
GNPTVEVDLHTAKGR

DATNVGDEGGFAPNILENSEALELVKEAIDKAGYTEK

VSLSGSSDPHLC[339]R

AADTAVGWALGYM[147]LNLTNLIPADPPGLR

KC[330]GTYTK
C[330]LNLILISDHGMEQGSC[330]K



ENPP2_HUMAN (Q13822) Ectonucleotide
pyrophosphatase/phosphodiesterase 2 (E-NPP
2) (Phosphodiesterase I/nucleotide
pyrophosphatase 2) (Phosphodiesterase |
alpha) (PD-lalpha) (Autotaxin) [Includes:
Alkaline phosphodiesterase | (EC 3.1.4.1);
Nucleotide pyro [MASS=99003]

EPHA4_HUMAN (P54764) Ephrin type-A
receptor 4 precursor (EC 2.7.10.1) (Tyrosine-
protein kinase receptor SEK) (Receptor protein-
tyrosine kinase HEK8) [MASS=109859]

EPHA5_HUMAN (P54756) Ephrin type-A
receptor 5 precursor (EC 2.7.10.1) (Tyrosine-
protein kinase receptor EHK-1) (EPH homology
kinase 1) (Receptor protein-tyrosine kinase
HEK7) [MASS=114784]

EPHA6_HUMAN (Q9UF33) Ephrin type-A
receptor 6 precursor (EC 2.7.10.1) (Tyrosine-
protein kinase receptor EHK-2) (EPH homology
kinase 2) [MASS=116116]

EPHA7_HUMAN (Q15375) Ephrin type-A
receptor 7 precursor (EC 2.7.10.1) (Tyrosine-
protein kinase receptor EHK-3) (EPH homology
kinase 3) (Receptor protein-tyrosine kinase
HEK11) [MASS=112082]

EPM2A_HUMAN (095278) Laforin (EC
3.1.3.48) (EC 3.1.3.16) (Lafora PTPase)
(LAFPTPase) [MASS=37157]

ERAL_HUMAN (O75616) GTP-binding protein
era homolog (hERA) (ERA-W) (Conserved
ERA-like GTPase) (CEGA) [MASS=48350]

ERBB3_HUMAN (P21860) Receptor tyrosine-
protein kinase erbB-3 precursor (EC 2.7.10.1)
(c-erbB3) (Tyrosine kinase-type cell surface
receptor HER3) [MASS=148097]

0.00

0.21

0.21

0.21

0.00

1.51

1.93

7.62

1.84

2.71

5.74

3.43

2.16

0.56

0.15

0.59

0.00

0.00

0.00

NWNNDN

C[339]FELQEAGPPDC[330]R

C[330]PPHSYSVWEGATSC[330]TC[330]DR

M[147]HFHNGHIK
VSNLLAEHSPLGSGAYRSVGEWLEAIK
IM[147INSLQEMKVQLVNGMVPL
VIGAGEFGEVC[330]SGR
SVGEWLEAIK

DTPKLYC[330]GADGDWLVPLGR

RDFLC[330]EASIM[147]GQFDHPNVVHLEGVVTR

FGKVR

GHIVYVHCI[330]NAGVGR

ERVIPFSSLLGFQRR

M[147]JARDPPRYLVIK
DGPHC[339]VSSC[339]PHGVLGAK
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ERCC3_HUMAN (P19447) TFIIH basal
transcription factor complex helicase XPB
subunit (EC 3.6.1.-) (Basic transcription factor 2
89 kDa subunit) (BTF2-p89) (TFIIH 89 kDa
subunit) (DNA-repair protein complementing
XP-B cells) (Xeroderma pigmentosum group B-
¢ [MASS=89277]

ERO1A_HUMAN (Q96HE7) ERO1-like protein
alpha precursor (EC 1.8.4.-) (ERO1-Lalpha)
(Oxidoreductin-1-Lalpha) (Endoplasmic
oxidoreductin-1-like protein) (ERO1-L)
[MASS=54392]

ESCO1_HUMAN (Q5FWF5) N-
acetyltransferase ESCO1 (EC 2.3.1.-)
(Establishment of cohesion 1 homolog 1)
(ECO1 homolog 1) (ESO1 homolog 1)
(Establishment factor-like protein 1) (EFO1p)
(hEFO1) (CTF7 homolog 1) [MASS=95008]

ESPL1_HUMAN (Q14674) Separin (EC
3.4.22.49) (Separase) (Caspase-like protein
ESPL1) (Extra spindle poles-like 1 protein)
[MASS=233112]

ETFD_HUMAN (Q16134) Electron transfer
flavoprotein-ubiquinone oxidoreductase,
mitochondrial precursor (EC 1.5.5.1) (ETF-QO)
(ETF-ubiquinone oxidoreductase) (ETF
dehydrogenase) (Electron-transferring-
flavoprotein dehydrogenase) [MASS=68507]

ETV7_HUMAN (Q9Y603) Transcription factor
ETV7 (Transcription factor Tel-2) (ETS-related
protein Tel2) (Tel-related Ets factor)
[MASS=38998]

EXO1_HUMAN (Q9UQ84) Exonuclease 1 (EC
3.1.-.-) (hExo1) (Exonuclease |) (hExol)
[MASS=94103]

EXOC2_HUMAN (Q96KP1) Exocyst complex
component 2 (Exocyst complex component
Sec5) [MASS=104066]

0.00

0.86

0.00

2.30

6.41

3.33

3.49

8.27

4.40

3.19

5.95

0.88

1.77

2.70

0.00

0.05

0.00

NN - W

N =

TQEWGLM[147]ILDEVHTIPAK

HDDSSDNFC[330]EADDIQSPEAEYVDLLLNPER

LGLLRTSFSPPALEM[147]HHPVTQSTFLGTK

GLLLPSSEEPGPAQEASRLQELLQDC[330]GWKYPDR
AISAVEK

PGTYPEVPPEKLHRC[330]FR
M[147]EVLIASLEKSVLGC[330]WK

HKGSDFER
RWEGVNM[147]ERFAEEADVVIVGAGPAGLSAAVR
LQINAQNC[339]VHC[339]K

C[330]EAQINLLGEGGIC[339]K

EC[330]FTRSINITHAM[147]AHK
TISPPTLGTLR

NDKGDIIVTTKSGGR
WILQLMHSC[339]KEGYVKDLK
FKSSMHLQLTC[339]FQAASSTM[147]M[147]KT

_ A A



EXT1_HUMAN (Q16394) Exostosin-1 (EC

2.4.1.224) (EC 2.4.1.225) (Glucuronosyl-N-
acetylglucosaminyl-proteoglycan/N-
acetylglucosaminyl-proteoglycan 4-alpha-N- 0.00
acetylglucosaminyltransferase) (Putative tumor
suppressor protein EXT1) (Multiple exostoses

protein [MASS=86254]

EXTL1_HUMAN (Q92935) Exostosin-like 1 (EC
2.4.1.224) (Glucuronosyl-N-acetylglucosaminyl-
proteoglycan 4-alpha-N- 0.00
acetylglucosaminyltransferase) (Exostosin-L)

(Multiple exostosis-like protein) [MASS=74696]

FA35A_HUMAN (Q86V20) Protein FAM35A
[MASS=93704]

*

FA38A_HUMAN (Q92508) Protein FAM38A
[MASS=233040]

FA47A_HUMAN (Q5JRC9) Protein FAM47A
[MASS=89095]

0.00

*

FABPE_HUMAN (Q01469) Fatty acid-binding
protein, epidermal (E-FABP) (Psoriasis- N
associated fatty acid-binding protein homolog)
(PA-FABP) [MASS=15033]

FACD2_HUMAN (Q9BXW9) Fanconi anemia
group D2 protein (Protein FACD2) 0.00
[MASS=166461]

2.82

3.1

3.95

0.74

1.80

12.69

4.42

3.14

1.31

0.00

0.00

0.00

w

FYTSDPSQACI[330]LFVLSLDTLDR

WELPFSEVIDWTKAAIVADER

PALM[147]TAIDGR

VLQVAKKMK
C[330]GLELETDENRIYK

C[339]GYPTRILGNFLTKK

APESHQFSEPPKIR

DGKLVVEC[330]VMNNVTC[330]TR

GRASSSGNQESSGQSC[339]IILLFDVIK
EIVNAFC[330]QETSPEMK
LPEYFFENKNSDEINIPRLIVSQLK



FACE1_HUMAN (O75844) CAAX prenyl
protease 1 homolog (EC 3.4.24.84) (Prenyl
protein-specific endoprotease 1) (Farnesylated
proteins-converting enzyme 1) (FACE-1) (Zinc
metalloproteinase Ste24 homolog)
[MASS=54812]

FAK1_HUMAN (Q05397) Focal adhesion
kinase 1 (EC 2.7.10.2) (FADK 1) (pp125FAK)
(Protein-tyrosine kinase 2) [MASS=119232]

FAK2_HUMAN (Q14289) Protein tyrosine
kinase 2 beta (EC 2.7.10.2) (Focal adhesion
kinase 2) (FADK 2) (Proline-rich tyrosine kinase
2) (Cell adhesion kinase beta) (CAK beta)
(Calcium-dependent tyrosine kinase) (CADTK)
(Related adhesion focal tyrosine kinas
[MASS=115874]

FAM3B_HUMAN (P58499) Protein FAM3B
precursor (Cytokine-like protein 2-21)
[MASS=25982]

FAM5C_HUMAN (Q76B58) Protein FAM5C
precursor (DBCCR1-like protein 1)
[MASS=88445]

FAM9B_HUMAN (Q8IZU0) Protein FAM9B
[MASS=22438]

FANCC_HUMAN (Q00597) Fanconi anemia
group C protein (Protein FACC) [MASS=63428]

FANCM_HUMAN (Q81YD8) Fanconi anemia
group M protein (EC 3.6.1.-) (ATP-dependent
RNA helicase FANCM) (Protein FACM)
(Fanconi anemia-associated polypeptide of 250
kDa) (FAAP250) (Protein Hef ortholog)
[MASS=232190]

FARP1_HUMAN (Q9Y4F1) FERM, RhoGEF
and pleckstrin domain-containing protein 1
(Chondrocyte-derived ezrin-like protein)
[MASS=118632]

0.00

0.00

0.00

0.00

0.00

0.00

0.00

0.00

11.16

2.38

2.48

6.38

4.57

6.45

2.87

2.83

5.26

1.75

2.66

0.69

1.01

0.27

0.41

1.91

0.19

0.00

0.00

0.00
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FPEC[330]NC[330]PSM[147]DIQAMEENLLR
TFFETVHIYLRSRIK

DPVRDEC[330]EERNR

MYEALKEM[147]DSNTVIER

QQDHC[339]LNSVPSGSSAQSKVRSTPR
SLIQRNVLMR
SC[339]HSVEDGQLLTSNESEDDEIFRR

VLLDAVC[330]JNHLNLVEGDYFGLEFPDHK
SHQDNHPLASLPLLGYSLTIPSESENIQK



FAS_HUMAN (P49327) Fatty acid synthase
(EC 2.3.1.85) [Includes: [Acyl-carrier-protein] S-
acetyltransferase (EC 2.3.1.38); [Acyl-carrier-
protein] S-malonyltransferase (EC 2.3.1.39); 3-
oxoacyl-[acyl-carrier-protein] synthase (EC
2.3.1.41); 3-oxoacyl-[acyl- [MASS=273398]

FBN1_HUMAN (P35555) Fibrillin-1 precursor
[MASS=312312]

FBN2_HUMAN (P35556) Fibrillin-2 precursor
[MASS=314347]

FBN3_HUMAN (Q75N90) Fibrillin-3 precursor
[MASS=300370]

FBX39_HUMAN (Q8N4B4) F-box only protein
39 [MASS=52646]

FBX40_HUMAN (Q9UH90) F-box only protein
40 (Muscle disease-related protein)
[MASS=79663]

FBX46_HUMAN (Q6PJ61) F-box only protein
46 (F-box only protein 34-like) [MASS=69030]

FBXL4_HUMAN (Q9UKA2) F-box/LRR-repeat
protein 4 (F-box and leucine-rich repeat protein
4) (F-box protein FBL4/FBL5) [MASS=70096]

FBXL6_HUMAN (Q8N531) F-box/LRR-repeat
protein 6 (F-box and leucine-rich repeat protein
6) (F-box protein FBL6) (FBL6A)
[MASS=58588]

FGD1_HUMAN (P98174) FYVE, RhoGEF and
PH domain-containing protein 1 (Faciogenital
dysplasia 1 protein) (Zinc finger FYVE domain-
containing protein 3) (Rho/Rac guanine
nucleotide exchange factor FGD1) (Rho/Rac
GEF) [MASS=106560]

FGD5_HUMAN (Q6ZNL6) FYVE, RhoGEF and
PH domain-containing protein 5 (Zinc finger
FYVE domain-containing protein 23)
[MASS=159906]

0.72

0.00

0.00

0.00

0.00

0.00

2.47

1.60

0.79

1.46

5.20

7.33

5.26

5.64

7.61

9.16

2.46

2.21

0.83

0.91

1.59

0.44

0.59

0.00

0.00

0.00

0.00

0.00

0.00

=W wnN N w wN WNNDN

w

N WNN

(SRS

AQVADVVVSR

DPETLVGYSM[147]VGC[330]QRAM[147]M[147]ANR

SNM[147]GHPEPASGLAALAK
AC[339]LDTAVENM[147]PSLK

STC[330]YGGYKRGQC[339]IK
PFFKDINEC[330]KM[147]IPSLC[339] THGK
C[330]PTGYYLNEDTR

TGMC[339]FSGLVNGRC[339]AQELPGRM[147]TK

C[339]WAAGPVPELC[339]PPR
LEVVSHMAGPWGVQPEGQPGPWGQALR
VHASEVESAVWYVKK

YLEHLEVK

SC[339]PFNIVEHKTDPILLTSMC[330]QPREQAR
DYNMYLVHNGRM[147]LIHFGQMPAC[330]TPK

VAFFVAHQC[330]GGGSRASSM[147]K
VLLDTWYVIKPGNTK

QFKPC[339]IK
C[330]TLVQWLNLSWTGNRGFISVAGFSRFLK

GC[330]ARITPAGLQDLPC[330]R
GSGYHLLQSDSM[147]LLVLSEPGPARPR

PGSQEVDSDLEEEDDEEEEEEKDR
C[330]LFLLAPGPRDGEKVPNR
VLPC[330]GPSPQHHRALRFSYHLEGSQPR
QASVAAENSVIC[330]SFLHYM[147]EK

VEGQSR
EFLKEGTLMKVTGK
EQGFDHHATHILQFDR

= A A

_a A A



FGFR3_HUMAN (P22607) Fibroblast growth
factor receptor 3 precursor (EC 2.7.10.1)
(FGFR-3) (CD333 antigen) [MASS=87709]

FILA_HUMAN (P20930) Filaggrin
[MASS=435166]

FKBP2_HUMAN (P26885) FK506-binding
protein 2 precursor (EC 5.2.1.8) (Peptidyl-prolyl
cis-trans isomerase) (PPlase) (Rotamase) (13
kDa FKBP) (FKBP-13) [MASS=15649]

FLNA_HUMAN (P21333) Filamin-A (Alpha-
filamin) (Filamin-1) (Endothelial actin-binding
protein) (Actin-binding protein 280) (ABP-280)
(Nonmuscle filamin) [MASS=280628]

FLNB_HUMAN (075369) Filamin-B (FLN-B)
(Beta-filamin) (Actin-binding-like protein)
(Thyroid autoantigen) (Truncated actin-binding
protein) (Truncated ABP) (ABP-280 homolog)
(ABP-278) (Filamin 3) (Filamin homolog 1)
(Fh1) [MASS=278193]

FMNL_HUMAN (095466) Formin-like 1 protein
(Formin-like protein) (Leukocyte formin) (CLL-
associated antigen KW-13) [MASS=121827]

FOG1_HUMAN (Q8IX07) Zinc finger protein
ZFPM1 (Zinc finger protein multitype 1) (Friend
of GATA protein 1) (Friend of GATA-1) (FOG-1)
[MASS=104546]

FOXN2_HUMAN (P32314) Human T-cell
leukemia virus enhancer factor (Forkhead box
protein N2) [MASS=37734]

FRAP_HUMAN (P42345) FKBP12-rapamycin
complex-associated protein (FK506-binding
protein 12-rapamycin complex-associated
protein 1) (Rapamycin target protein) (RAPT1)
(Mammalian target of rapamycin) (mTOR)
[MASS=288890]

0.00

0.74

*

0.00

*

*

*

3.10

0.47

5.63

0.34

4.04

8.45

4.98

2.05

6.00

0.76

1.21

0.97

0.00

0.00

0.00
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FREM1_HUMAN (Q5H8C1) FRAS1-related
extracellular matrix protein 1 precursor (Protein
QBRICK) [MASS=244122]

FRM4A_HUMAN (Q9P2Q2) FERM domain-
containing protein 4A [MASS=113964]

FSCN1_HUMAN (Q16658) Fascin (Singed-like
protein) (55 kDa actin-bundling protein) (p55)
[MASS=54398]

FSTL5_HUMAN (Q8N475) Follistatin-related
protein 5 precursor (Follistatin-like 5)
[MASS=95750]

FTHFD_HUMAN (O75891) 10-
formyltetrahydrofolate dehydrogenase (EC
1.5.1.6) (10-FTHFDH) (Aldehyde
dehydrogenase 1 family member L1)
[MASS=98829]

FUK_HUMAN (Q8NOW3) L-fucose kinase (EC
2.7.1.52) (Fucokinase) [MASS=117622]

FXL13_HUMAN (Q8NEE6) F-box/LRR-repeat
protein 13 (F-box and leucine-rich repeat
protein 13) [MASS=83941]

FZD4_HUMAN (Q9ULV1) Frizzled-4 precursor
(Fz-4) (hFz4) (FzE4) [MASS=59881]

G3P_HUMAN (P04406) Glyceraldehyde-3-
phosphate dehydrogenase (EC 1.2.1.12)
(GAPDH) [MASS=35922]

G6PI_HUMAN (P06744) Glucose-6-phosphate
isomerase (EC 5.3.1.9) (GPI) (Phosphoglucose
isomerase) (PGI) (Phosphohexose isomerase)
(PHI) (Neuroleukin) (NLK) (Sperm antigen 36)
(SA-36) [MASS=63015]

0.00

0.41

0.00

0.00

1.00

0.35

2.52

3.32

8.94

6.14

1.55
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1.50

4.47

9.28

3.05

0.56

0.93

0.46

0.14
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0.00

0.00

0.00

0.00
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GA2L2_HUMAN (Q8NHY3) GAS2-like protein

2 (Growth arrest-specific 2-like 2) (GAS2- .
related protein on chromosome 17) (GAR17

protein) [MASS=96519]

GABR1_HUMAN (Q9UBS5) Gamma-
aminobutyric acid type B receptor, subunit 1
precursor (GABA-B receptor 1) (GABA-B-R1)
(Gb1) [MASS=108320]

6.82 * * *

0.00 156 1.17 0.00 1

GABT_HUMAN (P80404) 4-aminobutyrate

aminotransferase, mitochondrial precursor (EC

2.6.1.19) ((S)-3-amino-2-methylpropionate

transaminase) (EC 2.6.1.22) (Gamma-amino-N- 1.00 12.00 1.25 0.07 5
butyrate transaminase) (GABA transaminase)

(GABA aminotransferase) (GABA-AT) (GABA-

T) ([MASS=56439]

GBB1_HUMAN (P62873) Guanine nucleotide-
binding protein G(1)/G(S)/G(T) subunit beta 1 1.00 29.79 0.53 0.26 10
(Transducin beta chain 1) [MASS=37246]

GBB2_HUMAN (P62879) Guanine nucleotide-
binding protein G(I)/G(S)/G(T) subunit beta 2
(Transducin beta chain 2) (G protein beta 2
subunit) [MASS=37200]

0.00 7.08 1.07 0.00 1

GBB3_HUMAN (P16520) Guanine nucleotide-
binding protein G(I)/G(S)/G(T) subunit beta 3 0.00 1441 1.66 0.00 1
(Transducin beta chain 3) [MASS=37221]

GBB4_HUMAN (Q9HAV0) Guanine nucleotide-
binding protein subunit beta 4 (Transducin beta * 7.08 * * *
chain 4) [MASS=37436]

GBG12_HUMAN (Q9UBI6) Guanine nucleotide-
binding protein G(I)/G(S)/G(0O) gamma-12 0.94 19.72 0.77 0.00 1
subunit precursor [MASS=7875]
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ELAGHTGYLSC[339]C[339]R
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ADQELLM[147]YSHDNIIC[339]GITSVAFSR
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ASADLM[147]SYC[330]EEHAR
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GBG2_HUMAN (P59768) Guanine nucleotide-
binding protein G(I)/G(S)/G(O) gamma-2
subunit precursor (G gamma-I) [MASS=7719]

GBG3_HUMAN (P63215) Guanine nucleotide-
binding protein G(1)/G(S)/G(0O) gamma-3
subunit precursor [MASS=8305]
GBG7_HUMAN (060262) Guanine nucleotide-
binding protein G(I)/G(S)/G(O) gamma-7
subunit precursor [MASS=7522]

GCM2_HUMAN (075603) Chorion-specific
transcription factor GCMb (Glial cells missing
homolog 2) (GCM motif protein 2) (hGCMb)
[MASS=56609]

GDIA_HUMAN (P31150) Rab GDP dissociation
inhibitor alpha (Rab GDI alpha) (Guanosine
diphosphate dissociation inhibitor 1) (GDI-1)
(XAP-4) (Oligophrenin-2) [MASS=50582]

GDIB_HUMAN (P50395) Rab GDP dissociation
inhibitor beta (Rab GDI beta) (Guanosine
diphosphate dissociation inhibitor 2) (GDI-2)
[MASS=50663]

GFRA3_HUMAN (060609) GDNF family
receptor alpha-3 precursor (GFR-alpha-3)
[MASS=44511]

GHC1_HUMAN (Q9H936) Mitochondrial
glutamate carrier 1 (GC-1) (Glutamate/H(+)
symporter 1) (Solute carrier family 25 member
22) [MASS=34470]

GLNA_HUMAN (P15104) Glutamine
synthetase (EC 6.3.1.2) (Glutamate--ammonia
ligase) (GS) [MASS=41933]

GLPK2_HUMAN (Q14410) Glycerol kinase,
testis specific 2 (EC 2.7.1.30) (ATP:glycerol 3-
phosphotransferase) (Glycerokinase) (GK)
[MASS=60610]

GLRX1_HUMAN (P35754) Glutaredoxin-1
(Thioltransferase-1) (TTase-1) [MASS=11644]

1.00

0.99

0.97

0.00

0.00

1.00

0.85

0.00

0.59

20.00

40.00

20.59

4.55

5.37

10.56

4.25
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4.57

2.89

12.38

0.52

0.77

0.20

37.09
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0.74

1.62

0.40

0.09

0.00

0.00

0.00

0.00
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GLSK_HUMAN (094925) Glutaminase kidney
isoform, mitochondrial precursor (EC 3.5.1.2)
(GLS) (L-glutamine amidohydrolase) (K-
glutaminase) [MASS=73461]

GLSL_HUMAN (Q9UI32) Glutaminase liver
isoform, mitochondrial precursor (EC 3.5.1.2)
(GLS) (L-glutamine amidohydrolase) (L-
glutaminase) [MASS=66309]

GLT14_HUMAN (Q96FL9) Polypeptide N-
acetylgalactosaminyltransferase 14 (EC
2.4.1.41) (Protein-UDP
acetylgalactosaminyltransferase 14) (UDP-
GalNAc:polypeptide N-
acetylgalactosaminyltransferase 14)
(Polypeptide GalNAc transferase 14) (GalNAc-
T14) (pp-GaNTas [MASS=64320]

GLTP_HUMAN (Q9NZD2) Glycolipid transfer
protein (GLTP) [MASS=23718]

GMFG_HUMAN (060234) Glia maturation
factor gamma (GMF-gamma) [MASS=16801]

GNAI1_HUMAN (P63096) Guanine nucleotide-
binding protein G(i), alpha-1 subunit (Adenylate
cyclase-inhibiting G alpha protein)
[MASS=40230]

GNAL_HUMAN (P38405) Guanine nucleotide-
binding protein G(olf) subunit alpha (Adenylate
cyclase-stimulating G alpha protein, olfactory
type) [MASS=44308]

GNAO1_HUMAN (P09471) Guanine nucleotide-

binding protein G(0) subunit alpha 1
[MASS=39919]

1.00

0.00

0.00

1.00

1.00

7.03 141
2.49 *
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0.13

6.73 1585 0.00
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GNAO2_HUMAN (P29777) Guanine nucleotide-

binding protein G(0) subunit alpha 2
[MASS=39955]

GNAZ_HUMAN (P19086) Guanine nucleotide-
binding protein G(z) subunit alpha (G(x) alpha
chain) (Gz-alpha) [MASS=40792]

GNB1L_HUMAN (Q9BYB4) Guanine
nucleotide-binding protein subunit beta-like
protein 1 (G protein subunit beta-like protein 1)
(WD40 repeat-containing protein deleted in
VCEFS) (Protein WDVCF) (DGCRKS3)
[MASS=35618]

GOGB1_HUMAN (Q14789) Golgin subfamily B
member 1 (Giantin) (Macrogolgin) (372 kDa
Golgi complex-associated protein) (GCP372)
[MASS=376075]

GP115_HUMAN (Q8IZF3) Probable G-protein
coupled receptor 115 (G-protein coupled
receptor PGR18) [MASS=83830]
GP132_HUMAN (Q9UNWS8) Probable G-
protein coupled receptor 132 (G2 accumulation
protein) [MASS=42499]

GP144_HUMAN (Q7Z7M1) Probable G-protein
coupled receptor 144 (G-protein coupled
receptor PGR24) [MASS=104087]
GP158_HUMAN (Q5T848) Probable G-protein
coupled receptor 158 precursor
[MASS=135488]

GPC4_HUMAN (075487) Glypican-4 precursor
(K-glypican) [MASS=62412]

GPDM_HUMAN (P43304) Glycerol-3-
phosphate dehydrogenase, mitochondrial
precursor (EC 1.1.99.5) (GPD-M) (GPDH-M)
(mtGPD) [MASS=80833]

GPM6A_HUMAN (P51674) Neuronal
membrane glycoprotein M6-a (M6a)
[MASS=31209]
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GPNMB_HUMAN (Q14956) Transmembrane
glycoprotein NMB precursor (Transmembrane
glycoprotein HGFIN) [MASS=63922]

GPR56_HUMAN (Q9Y653) G-protein coupled
receptor 56 precursor (TM7XN1 protein)
[MASS=77737]

GPR83_HUMAN (Q9NYM4) Probable G-
protein coupled receptor 83 precursor (G-
protein coupled receptor 72) [MASS=48271]

GPR97_HUMAN (Q86Y34) Probable G-protein
coupled receptor 97 precursor (G-protein
coupled receptor PGR26) [MASS=60860]

GPSN2_HUMAN (Q9NZ01) Synaptic
glycoprotein SC2 [MASS=36034]

GPVI_HUMAN (Q9HCNSG) Platelet glycoprotein
VI precursor [MASS=36923]

GRHL3_HUMAN (Q8TEB85) Grainyhead-like
protein 3 homolog (Sister of mammalian
grainyhead) (Transcription factor CP2-like 4)
[MASS=70318]

GRIA1_HUMAN (P42261) Glutamate receptor
1 precursor (GluR-1) (GluR-A) (GIuR-K1)
(Glutamate receptor ionotropic, AMPA 1)
(AMPA-selective glutamate receptor 1)
[MASS=101535]

GRIA4_HUMAN (P48058) Glutamate receptor
4 precursor (GluR-4) (GluR4) (GIuR-D)
(Glutamate receptor ionotropic, AMPA 4)
(AMPA-selective glutamate receptor 4)
[MASS=100809]

GRIK3_HUMAN (Q13003) Glutamate receptor,
ionotropic kainate 3 precursor (Glutamate
receptor 7) (GIuR-7) (GIuR7) (Excitatory amino
acid receptor 5) (EAA5) [MASS=104031]
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0.00

0.00

0.29

5.59

3.17

4.73

8.20

2.92

4.13

6.39

2.54

7.21

5.88

1.21
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ISQAGC[330]GVSM[147]IFLAFTIILYAFLRLSRER
C[330]RQSGSDSC[339]NVENLQR

FSHGTM[147]PLR
C[339]QGPPGVDLYRLEK

TC[339]SPFTEEFEPLPSKQAKEGDLQR
GC[330]LLSGFRGNETTYLR

NGIGYHYILANLGFMDIDLNKFK

YTSALTYDGVLVMAETFR
TVVVTTIMESPYVMYKK
AGQNGWHVSAIC[339]VENFNDVSYRQLLEELDR

GPNVTDSLTNRSLIVTTVLEEPFVMFR
NC[330]NLTQIGGLIDSKGYGIGTPMGSPYR



GRIK4_HUMAN (Q16099) Glutamate receptor,
ionotropic kainate 4 precursor (Glutamate
receptor KA-1) (KA1) (Excitatory amino acid
receptor 1) (EAA1) [MASS=107229]

GRIN1_HUMAN (Q7Z2K8) G protein-regulated
inducer of neurite outgrowth 1 (GRIN1)
[MASS=102371]

GRK4_HUMAN (P32298) G protein-coupled
receptor kinase 4 (EC 2.7.11.16) (G protein-
coupled receptor kinase GRK4) (ITI1)
[MASS=66555]

GRK7_HUMAN (Q8WTQ7) G protein-coupled
receptor kinase 7 precursor (EC 2.7.11.16) (G
protein-coupled receptor kinase GRK7)
[MASS=62211]

GRN_HUMAN (P28799) Granulins precursor
(Proepithelin) (PEPI) [Contains: Acrogranin;
Paragranulin; Granulin-1 (Granulin G); Granulin-
2 (Granulin F); Granulin-3 (Granulin B);
Granulin-4 (Granulin A); Granulin-5 (Granulin
C); Granulin-6 (Granulin D); Granul
[MASS=63544]

GRP75_HUMAN (P38646) Stress-70 protein,
mitochondrial precursor (75 kDa glucose-
regulated protein) (GRP 75) (Peptide-binding
protein 74) (PBP74) (Mortalin) (MOT)
[MASS=73680]

GSHR_HUMAN (P00390) Glutathione
reductase, mitochondrial precursor (EC 1.8.1.7)
(GR) (GRase) [MASS=56257]

GSLG1_HUMAN (Q92896) Golgi apparatus
protein 1 precursor (Golgi sialoglycoprotein MG-
160) (E-selectin ligand 1) (ESL-1) (Cysteine-
rich fibroblast growth factor receptor) (CFR-1)
[MASS=134592]

0.00

0.00

0.78

0.99

0.00

0.00

1.67

7.84

8.82

5.97

4.55

2.21

4.21

5.09

0.54

2.02

1.50

0.49

0.15

0.85

0.00

0.00

0.00

0.00

0.00

WNWN

NN

QRNC[330JNLTQIGGLLDTK

GSPVTTTKADPRASGK
MDPASSGEGRPVSGHTDTTASAKTDLTSLK
HRSPSGAGEGASCI339]SDGPR
DYC[330]PSQQKASPAPPR

LFRRGGC[330]LTMVPSEK
AVFYAAELC[339]C[339]GLEDLQR
AVFYAAELC[330]C[339]GLEDLQRER

C[330]QAATTEEERVAAVTLAK
AGTNGYM[147]APEILM[147]EK

QHC[339]C[339]PAGYTC[330]NVKARSC[330]EK
HC[339]C[339]PAGFR

RTIAPC[330]QK
TIAPC[339]QK

GIYAVGDVC[330]GK
VPNTKDLSLNK

RMLMEDFSLSPEIILSC[339]RGEIEHHC[339]SGLHR
LSYLLM[147]C[339]LESAVHRGRQVSSEC[330]QGEM[147]LDYR



GSTM3_HUMAN (P21266) Glutathione S-
transferase Mu 3 (EC 2.5.1.18) (GSTM3-3) 0.00
(GST class-mu 3) (hnGSTM3-3) [MASS=26428]

GTR3_HUMAN (P11169) Solute carrier family

2, facilitated glucose transporter member 3 .
(Glucose transporter type 3, brain)

[MASS=53924]

GTR8_HUMAN (Q9NY64) Solute carrier family
2, facilitated glucose transporter member 8
(Glucose transporter type 8) (Glucose
transporter type X1) [MASS=50793]

0.00

GUAA_HUMAN (P49915) GMP synthase
[glutamine-hydrolyzing] (EC 6.3.5.2) (Glutamine
amidotransferase) (GMP synthetase)
[MASS=76715]

GUAD_HUMAN (Q9Y2T3) Guanine deaminase

(EC 3.5.4.3) (Guanase) (Guanine aminase) N
(Guanine aminohydrolase) (GAH) (p51-

nedasin) [MASS=51003]

GUC2F_HUMAN (P51841) Retinal guanylyl

cyclase 2 precursor (EC 4.6.1.2) (Guanylate

cyclase 2F, retinal) (RETGC-2) (Rod outer .
segment membrane guanylate cyclase 2) (ROS-
GC2) (Guanylate cyclase F) (GC-F)
[MASS=124821]

H33_HUMAN (P84243) Histone H3.3
[MASS=15197]

HBB_HUMAN (P68871) Hemoglobin subunit
beta (Hemoglobin beta chain) (Beta-globin) 0.94
[MASS=15867]

0.99

HCDH_HUMAN (Q16836) Short chain 3-
hydroxyacyl-CoA dehydrogenase,

mitochondrial precursor (EC 1.1.1.35) (HCDH)  0.00
(Medium and short chain L-3-hydroxyacyl-

coenzyme A dehydrogenase) [MASS=34277]

11.61

5.04

8.18

10.25

11.23

2.35

23.70

8.90

1.91

1.75

0.36

1.71

0.53

1.24

0.00

0.00

0.00

0.00

0.00

M[147JAQWGNKPVC[339]
M[147]PINNKM[147]AQWGNKPVC[330]

QILQRLWGTQDVSQDIQEMKDESAR

RQEAM[147]AALR
LSLLLC[339]SVPFVAGFAVITAAQDVWM[147]LLGGR

QADFEAHNILRESGYAGK
ISQM[147]PVILTPLHFDRDPLQKQPSC[339]QR
ERVGTSKVLVLLSGGVDSTVC[339]TALLNR

MC[339]AAQMPPLAHIFRGTFVHSTWTC[339]PMEVLR
IGLGTDVAGGYSYSM[147]LDAIRR

NGSRHAAEIANMSLDILSSVGTFKMR

FQSAAIGALQEASEAYLVGLFEDTNLC[339]AIHAK

GTFATLSELHCI[330]DK

HPVSC[339]K



HD_HUMAN (P42858) Huntingtin (Huntington
disease protein) (HD protein) [MASS=347857]

HEAT1_HUMAN (Q9H583) HEAT repeat-
containing protein 1 (Protein BAP28)
[MASS=242369]

HEAT2_HUMAN (Q86Y56) HEAT repeat-
containing protein 2 [MASS=93533]

HECD1_HUMAN (Q9ULTS8) E3 ubiquitin-
protein ligase HECTD1 (HECT domain-
containing protein 1) (E3 ligase for inhibin
receptor) (EULIR) [MASS=289593]

HELI_HUMAN (Q9UKS?7) Zinc finger protein
Helios [MASS=59559]

HELZ_HUMAN (P42694) Probable helicase
with zinc-finger domain (EC 3.6.1.-)
[MASS=218970]

HEM1_HUMAN (P13196) 5-aminolevulinate
synthase, nonspecific, mitochondrial precursor
(EC 2.3.1.37) (5-aminolevulinic acid synthase)
(Delta-aminolevulinate synthase) (Delta-ALA
synthetase) (ALAS-H) [MASS=70580]

HGFL_HUMAN (P26927) Hepatocyte growth
factor-like protein precursor (Macrophage
stimulatory protein) (MSP) (Macrophage-
stimulating protein) [Contains: Hepatocyte
growth factor-like protein alpha chain;
Hepatocyte growth factor-like protein beta
chain] [MASS=80380]

HGF_HUMAN (P14210) Hepatocyte growth
factor precursor (Scatter factor) (SF)

0.00

0.00

0.00

(Hepatopoeitin A) [Contains: Hepatocyte growth 0.00

factor alpha chain; Hepatocyte growth factor
beta chain] [MASS=83133]

2.19

2.99

2.22

2.91

5.32

3.09

2.66

2.81

3.57

1.01

1.08

0.28

2.72

0.00

0.00

0.00

0.00

WNWW NDNWDNDN

NN W N

w

SDGC[339]GGSFYTLDSLNLR
YLVPLLQQQVK
AALWRFAELAHLVRPQK
AVTHAIPALQPIVHDLFVLRGTNK

QTALYTLKLLC[339]KNFGAENPDPFVPVLNTAVK
DGLSC[339]LIVLLQR

EGVDESFIK

TSKEGVDESFIK

SATYC[339]EQLLQHVQAVPATQ

IWEPTYTIMYREMKDSDK
MEPQDSSLEIC[339]VESLSSLLKHEDHQVSDGALR
SEFLEKLQR

HVDLGGGLKPPGYYVQR

C[330]HNYLQNVSMEAAGQVM[147]SHHVPPM[147]EDC[330]K
KRLSDVNVER

YQIPLSADQLFTQSVLDKSLTK
QIAESANSSSPQSSAGGKPAMSYASALR

PAPRALSTAAVHYQQIK

WPAVFTRVSVFVDWIHKVMR

C[339]EGDTTPTIVNLDHPVISC[339]AKTKQLR

R\ QUL UL G I G

RN

= A A A



HIC1_HUMAN (Q14526) Hypermethylated in
cancer 1 protein (Hic-1) (Zinc finger and BTB * 1.77 * * * 1 2 LTAEQLSLKQQDK
domain-containing protein 29) [MASS=76467]

HINT1_HUMAN (P49773) Histidine triad

nucleotide-binding protein 1 (Adenosine 5'-

monophosphoramidase) (Protein kinase C 0.89 2720 1.77 0.00 1 1 3  HISQISVAEDDDESLLGHLM[147]IVGKKC[339]AADLGLNK
inhibitor 1) (Protein kinase C-interacting protein

1) (PKCI-1) [MASS=13671]

3  AGDTGVKLEVNERILGC[330]C[330]TSLMQAIQVLIVASK
5.24 * * * 3 2  DHLIERLYR
2 NAEVTKQVSM[147]AR

HIP1_HUMAN (000291) Huntingtin-interacting .
protein 1 (HIP-1) [MASS=115442]

HMCN1_HUMAN (Q96RW?7) Hemicentin-1 000 0.39 N N N 2 2  EFEVTVHVPPTIK
precursor (Fibulin-6) (FIBL-6) [MASS=613386] ' ' 2 GVDIEISHR

HMCS1_HUMAN (Q01581)

Hydroxymethylglutaryl-CoA synthase,

cytoplasmic (EC 2.3.3.10) (HMG-CoA * 4.23 * * * 1 3  NSIYSGLEAFGDVKLEDTYFDR
synthase) (3-hydroxy-3-methylglutaryl

coenzyme A synthase) [MASS=57293]

HPLN2_HUMAN (Q9GZV7) Hyaluronan and

proteoglycan link protein 2 precursor (Brain link 0.27 3.24 0.38 0.30 2 1
protein 1) [MASS=37775]

2 LTLSEAHAAC[330]R

HPRT_HUMAN (P00492) Hypoxanthine-

. ’ 2  DLNHVC[330]VISETGK
guanine phosphoribosyltransferase (EC 1.00 19.82 1.09 0.01 2 2
2.4.2.8) (HGPRT) (HGPRTase) [MASS=24448] 3 SPGVVISDDEPGYDLDLFC[330]IPNHYAEDLER
HRX_HUMAN (Q03164) Zinc finger protein 3 TLC[339ILSTPSSSTVK
HRX (ALL-1) (Trithorax-like protein) 0.00 164 191 0.00 1 4 2 GWDAQWSHDFSLCI330JHDCI339]AK
[MASS=431748] ' ’ ’ ' 2  IFESVTLPSNRTSAGTSSSGVSNR
2 FKTGKLQIGR

HS105_HUMAN (Q92598) Heat-shock protein
105 kDa (Heat shock 110 kDa protein) (Antigen ~ * 3.15 * * * 1 3  ETAENSLKKPVTDCI[339]VISVPSFFTDAER
NY-CO-25) [MASS=96864]

HS90A_HUMAN (P07900) Heat shock protein
HSP 90-alpha (HSP 86) (NY-REN-38 antigen) * 1.92 * * * 1 2 PEIEDVGSDEEEEK
[MASS=84528]

HSF2B_HUMAN (075031) Heat shock factor 2-

binding protein [MASS=37644] 0.00 359 091 0.00 1 1 2  MGEAGAAEEACI[339]R

= A



HSP71_HUMAN (P08107) Heat shock 70 kDa
protein 1 (HSP70.1) (HSP70-1/HSP70-2)
[MASS=70052]

HSPB6_HUMAN (014558) Heat-shock protein
beta-6 (HspB6) (Heat-shock 20 kDa-like protein
p20) [MASS=17135]

HSPB9_HUMAN (Q9BQS6) Heat-shock protein
beta-9 (HspB9) [MASS=17486]

HUWE1_HUMAN (Q72627) HECT, UBA and
WWE domain-containing protein 1 (EC 6.3.2.-)
(E3 ubiquitin protein ligase URE-B1) (Mcl-1
ubiquitin ligase E3) (Mule) (ARF-binding protein
1) (ARF-BP1) [MASS=481888]

HV3G_HUMAN (P01768) Ig heavy chain V-llI
region CAM [MASS=13668]

HXB3_HUMAN (P14651) Homeobox protein
Hox-B3 (Hox-2G) (Hox-2.7) [MASS=44344]

HXB6_HUMAN (P17509) Homeobox protein
Hox-B6 (Hox-2B) (Hox-2.2) (HU-2)
[MASS=25427]

HXD12_HUMAN (P35452) Homeobox protein
Hox-D12 (Hox-4H) [MASS=29535]

*

0.00

0.00

*

0.00

0.00

0.00

0.00

5.15

15.00

17.61

4.05

15.57

8.58

6.70

14.91

6.42

1.27

0.36

0.51

1.69

0.94

0.00

0.00

0.00

0.00

0.00

0.00

NDNNWWWN
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FEELC[339]SDLFRSTLEPVEK
LSKEEIERMVQEAEK

FGEGLLEAELAALC[339]PTTLAPYYLR

VHRKMLPSNLSPTAMTCI[339]C[339]LTPSGQLWVR

HTEKHASGGSTVHIHPQAAPVVC[339]R
VLQEGLLQLDSILSSLEPLHRPIESPGGSVLLR
TVSEWISQM[147]ATLPQASNLATRILLLTLLFEELK
REESPM[147]DVDQPSPSAQDTQSIASDGTPQGEK
EVIYDMLNALAAYHAPEEADK
LFKVLLSPDYLPAMR
M[147]LLLAVLNFTALLIEYSFSR

LSC[339]AASGFTFSNYAM[147]HWVR

AHQNAYALPSNYQPPLK
GC[330]GAPQK
RVEMANLLNLSER

MNSC[339]NSSSFGPSGRR

C[330]PC[330]SPGRPAVGGGPGEAR
DDTKGPLNLNM[147]TVQAAGVASCI[330]LR



HXK1_HUMAN (P19367) Hexokinase-1 (EC
2.7.1.1) (Hexokinase type I) (HK 1) (Brain form
hexokinase) [MASS=102484]

HYES_HUMAN (P34913) Epoxide hydrolase 2
(EC 3.3.2.3) (Soluble epoxide hydrolase) (SEH)
(Epoxide hydratase) (Cytosolic epoxide
hydrolase) (CEH) [MASS=62615]

IBP5_HUMAN (P24593) Insulin-like growth
factor-binding protein 5 precursor (IGFBP-5)
(IBP-5) (IGF-binding protein 5) [MASS=30570]

ICAM5_HUMAN (Q9UMFO) Intercellular
adhesion molecule 5 precursor (ICAM-5)
(Telencephalin) [MASS=97330]

IDH3A_HUMAN (P50213) Isocitrate
dehydrogenase [NAD] subunit alpha,
mitochondrial precursor (EC 1.1.1.41) (Isocitric
dehydrogenase) (NAD(+)-specific ICDH)
[MASS=39591]

1.00

0.00

0.00

1.00

0.44

18.87

7.57

17.65

3.25

5.19

1.31

1.31

0.53

1.37

0.06

0.00

0.00

0.08

0.05

22
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AAQLC[330]GAGM[147]AAVVDK
AAQLC[339]GAGM[147]AAVVDKIR
MISGMYLGEIVR
LGVEPSDDDC[339]VSVQHVC[330]TIVSFR
LGVEPSDDDC[330]VSVQHVC[330]TIVSFR
C[339]NVSFLLSEDGSGK

LPVGFTFSFPC[330]QQSK
MIAAQLLAYYFTELKDDQVK
ATDCI[339]VGHDVVTLLR
LGVEPSDDDCI[339]VSVQHVC[339]TIVSFR
AILQQLGLNSTC[339]DDSILVK
ATDCI[339]VGHDVVTLLR

AAQLC[339]GAGM[147]AAVVDK
KLPVGFTFSFPC[339]QQSK
KLPVGFTFSFPC[330]QQSK
C[330]NVSFLLSEDGSGK
ATDC[330]VGHDVVTLLR
LPVGFTFSFPC[339]QQSK

TVC[330]GVVSR

DGLAQLM[147]C[339]ELK
GHIEDC[330]GHWTQMDKPTEVNQILIKWLDSDAR

QDEEKPLHALLHGRGVCI[339]LNEK
KLTQSKFVGGAENTAHPR
PLHALLHGR

EDAGTYHC[330]VATNAHGTDSR
GNPEPSVHC[330]AR

EVAESC[339]KDIK
C[339]REVAESC[339]K
C[330]REVAESC[330]K

N =

N =



IDH3G_HUMAN (P51553) Isocitrate

dehydrogenase [NAD] subunit gamma,

mitochondrial precursor (EC 1.1.1.41) (Isocitric  0.95 3.31 1.37 0.00 1 1 2  TSLDLYANVIHC[330]K
dehydrogenase) (NAD(+)-specific ICDH)

[MASS=42794]

IDHP_HUMAN (P48735) Isocitrate

dehydrogenase [NADP], mitochondrial

precursor (EC 1.1.1.42) (Oxalosuccinate 1.00 12.61 1.32 0.05 2 4
decarboxylase) (IDH) (NADP(+)-specific ICDH)

(IDP) (ICD-M) [MASS=50909]

C[339]ATITPDEARVEEFK
C[330]ATITPDEAR
DLAGC[330]IHGLSNVK
ATDFVADRAGTFKM[147]VFTPK

NN NN

IDLC_HUMAN (0O14645) Axonemal dynein light
intermediate polypeptide 1 (Inner dynein arm * 3.49 * * * 1 2 YDTPVLVSR
light chain, axonemal) (hp28) [MASS=29662]

IF140_HUMAN (Q96RY?7) Intraflagellar

transport 140 homolog (WD and . 239 . . . 2 3  LGVLLLWRLDQRGR
tetratricopeptide repeats protein 2) ’ 3  WALQTPTELQGNITQIQWGSR
[MASS=165192]
IF1AH_HUMAN (075642) Putative eukaryotic
translation initiation factor 1A (elF-1A) (elF-4C) 0.31 7.69 4.48 0.00 1 1 2  LEAMC[339]FDGVKR
[MASS=16329]
ransiaion intiation facor 4 gamma 1 (eF 4 3 MI4TILTEAMHDC[B30N VK
gamma 1) (elF-4G1) (elF-4G 1) (p220) 0.00 1.88 0.23 0.00 1 2 3  FMLQDVLDLRGSNWVPR
[MASS=175534]
ranslain intiation factor 4 gamma 3 (eF 4 2 PGNTUNFR

9 0.00 297 * * * 3 2  RSIGNIKFIGELFK

gamma 3) (elF-4G 3) (elF4G 3) (elF-4-gamma

Il) (elF4GII) [MASS=176651] 3  GVIDLVFEKAIDEPSFSVAYANM[147]C[339]R

2 DHEDSSLQWSNPAQQTLYFGEK

IGS4B_HUMAN (Q8N126) Immunoglobulin 2 EKDTATLNC[330]QSSGSKPAAR
superfamily member 4B precursor (Nectin-like
protein 1) (TSLC1-like protein 1) (Synapticcell 1.00 16.08 0.42 0.59 5 4 3 EKDTATLNCI[339]QSSGSKPAAR
adhesion molecule 3) (Brain immunoglobulin 2 EKDTATLNC[330]QSSGSK
receptor) [MASS=43300] 2 LLLHC[339]EGR

3 EKDTATLNCI[330]QSSGSKPAAR

= A

N =

N =

_ A A



IKKA_HUMAN (0O15111) Inhibitor of nuclear
factor kappa-B kinase alpha subunit (EC
2.7.11.10) (I kappa-B kinase alpha) (IkBKA)
(IKK-alpha) (IKK-A) (IkappaB kinase) (I-kappa-
B kinase 1) (IKK1) (Conserved helix-loop-helix
ubiquitous kinase) (Nuclear factor N
[MASS=84653]

IL1R1_HUMAN (P14778) Interleukin-1 receptor
type | precursor (IL-1R-1) (IL-1RT1) (IL-1R-
alpha) (p80) (CD121a antigen) [MASS=65402]

IL8_HUMAN (P10145) Interleukin-8 precursor
(IL-8) (CXCLS8) (Monocyte-derived neutrophil
chemotactic factor) (MDNCF) (T-cell
chemotactic factor) (Neutrophil-activating
protein 1) (NAP-1) (Protein 3-10C)
(Granulocyte chemotactic protein 1) (GCP-1)
(Monocyte [MASS=11098]

IMA7_HUMAN (060684) Importin alpha-7
subunit (Karyopherin alpha-6) [MASS=60029]

IMB1_HUMAN (Q14974) Importin beta-1
subunit (Karyopherin beta-1 subunit) (Nuclear
factor P97) (Importin 90) [MASS=97170]

IMB3_HUMAN (000410) Importin beta-3
(Karyopherin beta-3) (Ran-binding protein 5)
(RanBP5) [MASS=123498]

IMMT_HUMAN (Q16891) Mitochondrial inner
membrane protein (Mitofilin) (p87/89)
(Proliferation-inducing gene 4 protein)
[MASS=83677]

INADL_HUMAN (Q8NI35) InaD-like protein
(Inadl protein) (hINADL) (Pals1-associated tight
junction protein) (Protein associated to tight
junctions) [MASS=196385]

0.00

0.00

0.00

0.99

0.00

1.00

*

4.03

7.56

27.27

3.36

297

1.46

2.51

7.16

3.30

1.92

1.1

0.66

0.98

0.60

0.00

0.00

0.00

0.00

0.00

0.03

N
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IAIKSC[339]R
C[339]FVLMDHILNLKIVHILNMTSAK

LPVAGDGGLVC[339]PYM[147]EFFK
DSCI[339]YDFLPIKASDGKTYDAYILYPK

MTSKLAVALLAAFLISAALC[339]EGAVLPR

DYVLNCI[330]SILNPLLTLLTK

IM[147]SLYYQYMETYMGPALFAITIEAM[147]K
IMSLYYQYMETYMGPALFAITIEAM[147]K

TIEC[339]ISLIGLAVGKEK

LLSYASYCI[330]IEHGDLELAAK
LLSYASYCI[339]IEHGDLELAAK

LWAGDQILEVNGVDLRNSSHEEAITALRQTPQK
TSSSTSPLEPPSDRGTVVEPLK
REAVSFLKEVPPPFTLVC[330]C[330]R
NSGTDM[147]EPRTVEINR
NC[330]GNSVRMLVAR
TSLDLGMIPNDVQGPSLLIDLPVVAQR

A A A A



IP3KA_HUMAN (P23677) Inositol-
trisphosphate 3-kinase A (EC 2.7.1.127)
(Inositol 1,4,5-trisphosphate 3-kinase A) (IP3K
A) (IP3 3-kinase A) [MASS=51008]

IP3KB_HUMAN (P27987) Inositol-
trisphosphate 3-kinase B (EC 2.7.1.127)
(Inositol 1,4,5-trisphosphate 3-kinase B) (IP3K
B) (IP3 3-kinase B) (IP3K-B) [MASS=102376]

IP6K3_HUMAN (Q96PC2) Inositol
hexaphosphate kinase 3 (EC 2.7.4.21) (InsP6
kinase 3) (Inositol hexakisphosphate kinase 3)
[MASS=46431]

IPO7_HUMAN (095373) Importin-7 (Imp7)
(Ran-binding protein 7) (RanBP7)
[MASS=119516]

IQEC2_HUMAN (Q5JU85) IQ motif and Sec?
domain-containing protein 2 [MASS=161735]

IQEC3_HUMAN (Q9UPP2) IQ motif and Sec7
domain-containing protein 3 [MASS=127596]

IRAK2_HUMAN (043187) Interleukin-1
receptor-associated kinase-like 2 (IRAK-2)
[MASS=65270]

ISK4_HUMAN (060575) Serine protease
inhibitor Kazal-type 4 precursor (Peptide PEC-
60 homolog) [MASS=9454]

ITA1_HUMAN (P56199) Integrin alpha-1
(Laminin and collagen receptor) (VLA-1)
(CD49a antigen) [MASS=127837]

ITA5_HUMAN (P08648) Integrin alpha-5
precursor (Fibronectin receptor subunit alpha)
(Integrin alpha-F) (VLA-5) (CD49e antigen)
[Contains: Integrin alpha-5 heavy chain;
Integrin alpha-5 light chain] [MASS=114536]

0.00

0.00

0.00

0.00

0.27

11.28

4.76

5.85

1.64

217

1.95

2.37

18.60

1.65

1.62

2.92

1.71

1.07

0.19

0.00

0.00

0.00

0.00

N

N

KMLAVDPEAPTEEEHAQR
TM[147]VNLPVISPFKK
SREQVLRVFEEFVQGDEEVLR

SGGGPGPSGSETPPPPRR
IKNMVHWSPFVMSFKK
HC[339]ESEQRC[339]LDR

C[339]AQSTSAC[339]LGVRIC[339]GM[147]QVYQTDKK

KVLTGVAGEDAECI[339]HAAK

PASLDEGAM[147]AGARSHR
DVAQC[330]JHLHHENPALGR

YGGHLVSRR
GPGSRAHTPQSPHK

LAHPM[147]AHLC[339]PVNKR

QWVIALALAALLVVDR

DSC[330]ESNHNITC[330]JKVGYPFLR

RPPLLPLLLLLLPPPPR



ITAX_HUMAN (P20702) Integrin alpha-X
precursor (Leukocyte adhesion glycoprotein
p150,95 alpha chain) (Leukocyte adhesion
receptor p150,95) (Leu M5) (CD11c antigen)
[MASS=127886]

ITB7_HUMAN (P26010) Integrin beta-7
precursor [MASS=86903]

ITB8_HUMAN (P26012) Integrin beta-8
precursor [MASS=85632]

ITBP1_HUMAN (014713) Integrin beta-1-
binding protein 1 (Integrin cytoplasmic domain-
associated protein 1) (ICAP-1) [MASS=21782]

ITIH1_HUMAN (P19827) Inter-alpha-trypsin
inhibitor heavy chain H1 precursor (ITl heavy
chain H1) (Inter-alpha-inhibitor heavy chain 1)
(Inter-alpha-trypsin inhibitor complex
component Ill) (Serum-derived hyaluronan-
associated protein) (SHAP) [MASS=101388]

ITLN2_HUMAN (Q8WWU?7) Intelectin-2
precursor (Endothelial lectin HL-2)
[MASS=36211]

IVD_HUMAN (P26440) Isovaleryl-CoA
dehydrogenase, mitochondrial precursor (EC
1.3.99.10) (IVD) [MASS=46319]

JAD1A_HUMAN (P29375) Jumoniji/ARID
domain-containing protein 1A (Retinoblastoma-
binding protein 2) (RBBP-2) [MASS=195815]

JAG1_HUMAN (P78504) Jagged-1 precursor
(Jagged1) (hJ1) (CD339 antigen)
[MASS=133798]

JHD1A_HUMAN (Q9Y2K7) JmjC domain-
containing histone demethylation protein 1A
(EC 1.14.11.-) (F-box/LRR-repeat protein 11) (F
box and leucine-rich repeat protein 11) (F-box
protein FBL7) (F-box protein Lilina)
[MASS=132792]

0.28

0.00

0.84

0.00

3.70

4.14

5.85

16.00

3.51

9.54

2.36

5.46

2.63

4.13

0.49

0.24

2.36

0.00

0.00

0.00

N

NWN WN

N

NN WNN

N

EQVVSEQTLVQSNIC[339]LYIDKRSK
DLQSSVTLDLALDPGRLSPR

GQC[339]NHVR
AEGYPVDLYYLM[147]DLSYSM[147]KDDLERVR
DFRLGFGSYVDK
KPGMEGC[339]RNVTSNDEVLFNVTVTMK
KC[339]DVTGGK

VSTSDQYDVLHRHALYLIIRMVC[330]YDDGLGAGK

PSEDSPPLEM[147]LGPR
QYYEGSEIVVAGRIADNK
PSEDSPPLEM[147]LGPR

TMTRLCI[330]FLLFFSVATSGC[330]SAAAASSLEM[147]LSR

AC[339]DEGHC[339]TAK

VC[330]VGVSPEMAENEDYIC[330]INC[339]AK
WLDEVRLTLSDPQQVTLDVMK
SC[339]SQVFFGKGSSTPRK
LQMLIDM[147]GSSLYVELPELPRLK
SSSQKKGSSWQAK

TC[339]M[147]EGWMGPEC[339]NRAIC[339]R
RDGNSSLIAAVAEVR

LENMVQRPSTVDFIDWVDNMWPR
YNANFVTFMEGKDFNVEYIQRGGLR

= A A A

= A A



K0056_HUMAN (P42695) Protein KIAAOO56
[MASS=168890]

K0196_HUMAN (Q12768) Protein KIAAO196
[MASS=134286]

K0232_HUMAN (Q92628) Protein KIAA0232
(Fragment) [MASS=155619]

K0427_HUMAN (043310) Protein KIAA0427
[MASS=67586]

K0552_HUMAN (060299) Protein KIAA0552
[MASS=71790]

K0690_HUMAN (Q5JTH9) Protein KIAA0B90
[MASS=143701]

K1024_HUMAN (QOUPX6) UPF0258 protein
KIAA1024 [MASS=102992]

K1196_HUMAN (Q96KM®6) Zinc finger protein
KIAA1196 [MASS=97263]

K2C5_HUMAN (P13647) Keratin, type Il

0.00

0.00

cytoskeletal 5 (Cytokeratin-5) (CK-5) (Keratin-5) 0.00

(K5) (58 kDa cytokeratin) [MASS=62447]

K6PF_HUMAN (P08237) 6-
phosphofructokinase, muscle type (EC
2.7.1.11) (Phosphofructokinase 1)
(Phosphohexokinase) (Phosphofructo-1-kinase
isozyme A) (PFK-A) (Phosphofructokinase-M)
[MASS=85051]

K6PP_HUMAN (Q01813) 6-
phosphofructokinase type C (EC 2.7.1.11)
(Phosphofructokinase 1) (Phosphohexokinase)
(Phosphofructo-1-kinase isozyme C) (PFK-C)
(6-phosphofructokinase, platelet type)
[MASS=85596]

0.00

1.34

1.47

1.36

5.35

2.67

1.23

4.48

448

5.76

1.03

2.81

2.66

1.87

2.16

3.95

0.00

0.00

0.00

0.00

w

W= NN w

EKIEGRSQGNDILC[330]LSLPDK

NLGMVC[339]R

EEM[147]VLDNIPK
C[339]SDLTLEEM[147]KKQAAVQC[330]LR

GRAPPQQNGSK
EGCI[339]GKGKLEDGDGINLNDIEK

SLEQSEAAVAQVLEERQK

VAQRVLATQPGPGRGR

HSDDDSEIVSDDISDIFR
VSVQIDLNSLTSEGPSDDSASPR

TPSGRVR

MGMPVVRGGQTVPGQAPLC[330]FDPGSPASDKTEGK

TSFTSVSRSGGGGGGGFGRVSLAGACI[339]GVGGYGSR

KRSGEAAV

GITNLC[339]VIGGDGSLTGANLFRK

_a A A



KBL_HUMAN (O75600) 2-amino-3-
ketobutyrate coenzyme A ligase, mitochondrial
precursor (EC 2.3.1.29) (AKB ligase) (Glycine
acetyltransferase) [MASS=45285]

KCC2A_HUMAN (Q9UQM7)
Calcium/calmodulin-dependent protein kinase
type Il alpha chain (EC 2.7.11.17) (CaM-kinase
Il alpha chain) (CaM kinase Il alpha subunit)
(CaMK-II subunit alpha) [MASS=54029]

KCC2B_HUMAN (Q13554) Calcium/calmodulin-

dependent protein kinase type Il beta chain (EC
2.7.11.17) (CaM-kinase Il beta chain) (CaM
kinase Il subunit beta) (CaMK-Il subunit beta)
[MASS=72726]

KCC2D_HUMAN (Q13557) Calcium/calmodulin-

dependent protein kinase type Il delta chain
(EC 2.7.11.17) (CaM-kinase |l delta chain)
(CaM kinase Il subunit delta) (CaMK-Il subunit
delta) [MASS=56297]

KCC2G_HUMAN (Q13555) Calcium/calmodulin:

dependent protein kinase type Il gamma chain
(EC 2.7.11.17) (CaM-kinase Il gamma chain)
(CaM kinase Il gamma subunit) (CaMK-II
subunit gamma) [MASS=62609]

KCNB2_HUMAN (Q92953) Potassium voltage-
gated channel subfamily B member 2 (Voltage-
gated potassium channel subunit Kv2.2)
[MASS=102562]

*

1.00

1.00

1.00

1.00

0.00

6.68

9.00

12.05

5.01

4.48

3.62

0.70

0.84

1.62

1.20

1.01

0.10 8
0.06 5
0.02 2
0.00 1
0.00 1

FRSKMEAAGFTISGASHPIC[339]PVMLGDAR

M[147]C[330]DPGM[147]TAFEPEALGNLVEGLDFHR
QETVDC[330]LKK

STVASC[339]M[147]HR
QETVDC[339]LKK
STVASC[339]MHR

M[147]C[339]DPGMTAFEPEALGNLVEGLDFHR
STVASC[330]M[147]HR

WQNVHFHC[330]SGAPVAPLQ
LC[339]TGHEYAAK

LC[330]TGHEYAAK

NSKPIHTTILNPHVHVIGEDAAC[330]IAYIR
IC[330]DPGLTSFEPEALGNLVEGM[147]DFHR

IC[339]DPGLTAFEPEALGNLVEGMDFHR
IC[330]DPGLTAFEPEALGNLVEGMDFHR

IC[330]DPGLTSFEPEALGNLVEGMDFHK

EREGEEFDNTC[339]C[339]PDKR
GSNPLK
RNGSIVSMNLK

N =

w =

N =



KCND2_HUMAN (Q9NZV8) Potassium voltage-
gated channel subfamily D member 2 (Voltage-
gated potassium channel subunit Kv4.2)
[MASS=70536]

KCNG4_HUMAN (Q8TDN1) Potassium voltage-
gated channel subfamily G member 4 (Voltage- N
gated potassium channel subunit Kv6.4)
[MASS=58979]

0.00 476 296

1.93 *

KCRB_HUMAN (P12277) Creatine kinase B-
type (EC 2.7.3.2) (Creatine kinase B chain) (B- 1.00 13.12 0.71
CK) [MASS=42644]

KCRS_HUMAN (P17540) Creatine kinase,
sarcomeric mitochondrial precursor (EC
2.7.3.2) (S-MtCK) (Mib-CK) (Basic-type
mitochondrial creatine kinase) [MASS=47520]

0.00 21.00 *

KCRU_HUMAN (P12532) Creatine kinase,
ubiquitous mitochondrial precursor (EC 2.7.3.2)
(U-MtCK) (Mia-CK) (Acidic-type mitochondrial
creatine kinase) [MASS=47036]

1.00 8.87 1.22

KGP1A_HUMAN (Q13976) cGMP-dependent
protein kinase 1, alpha isozyme (EC 2.7.11.12) * 4.18 *
(CGK 1 alpha) (cGKl-alpha) [MASS=76233]

0.00

0.47

0.07

17

N WNWN N NN N W

N

NWWwWhNhNW

w

TPLSNSRSSLNAKMEEC[330]VK
C[339]VERTPLSNSR

FPLSRLSKLR

SKDYEFM[147]WNPHLGYILTC[339]PSNLGTGLR
FC[339]TGLTQIETLFK

FC[330]TGLTQIETLFK

GFC[330]LPPHC[330]SR

GFC[339]LPPHC[339]SR

LGYILTC[339]PSNLGTGLRAGVHVRIPK
LGYILTC[330]PSNLGTGLR

LGYILTC[339]PSNLGTGLR
PVSPLLTC[330JAGMAR
GLSLPPAC[339]TR
TVGMVAGDEESYEVFADLFDPVIK

HNNCI[330]M[147]ASHLTPAVYAR
SEVELVQLVIDGVNYLIDCI[330]ER

HNNCI[339]M[147]ASHLTPAVYAR
HNNCI[330]MASHLTPAVYAR
HNNCI[339]MASHLTPAVYAR
SEVELVQLVIDGVNYLIDC[330]ER
HNNCI[330]M[147]ASHLTPAVYAR
SEVELVQLVIDGVNYLIDCI[339]ER

SEVELVQLVIDGVNYLIDC[339]ER
HNNC[339]M[147]ASHLTPAVYAR

TYNIILRGIDM[147]IEFPKK
TLGKGDWFGEK

A A A A N = N = A

w =

Ol = 2 a2



KI13A_HUMAN (Q9H1H9) Kinesin-like protein
KIF13A (Kinesin-like protein RBKIN)
[MASS=202258]

KI13B_HUMAN (Q9NQT8) Kinesin-like protein
KIF13B (Kinesin-like protein GAKIN)
[MASS=202665]

KI21A_HUMAN (Q724S6) Kinesin family
member 21A (Kinesin-like protein KIF2) (NY-
REN-62 antigen) [MASS=187178]

KI67_HUMAN (P46013) Antigen KI-67
[MASS=358743]

KIF11_HUMAN (P52732) Kinesin-like protein
KIF11 (Kinesin-related motor protein Eg5)
(Kinesin-like spindle protein HKSP) (Thyroid
receptor-interacting protein 5) (TRIP5) (Kinesin-
like protein 1) [MASS=119273]

KLD7B_HUMAN (Q96G42) Kelch domain-
containing protein 7B [MASS=53295]

KLF17_HUMAN (Q5JT82) Krueppel-like factor
17 (Zinc finger protein 393) [MASS=42577]

KLH12_HUMAN (Q53G59) Kelch-like protein
12 (CUL3-interacting protein 1) [MASS=63277]

KLK3_HUMAN (P07288) Prostate-specific
antigen precursor (EC 3.4.21.77) (PSA)
(Kallikrein-3) (Semenogelase) (Gamma-
seminoprotein) (Seminin) (P-30 antigen)
[MASS=28741]

0.00

0.99

0.00

0.00

0.00

0.00

0.00

0.72

6.52

2.69

5.19

2.65

6.67

5.91

5.99

8.05

5.70

0.45

0.57

0.29

1.33

2.37

2.58

0.00

0.00

0.00

0.00

0.00

0.00

0.00

10

N WWwWwwN

N W

NNNWNNWNDNDN

N

RGAIVSEPAIQVR

LFLIVRVTVQLSHPADMQLVLR
LSGDVGERIAGGDEVAEVPFEKETQENK
YVGPADFQEGTWVGVELDLPSGKNDGSIGGKQYFR
SYTM[147]M[147]GTADQPGLIPRLC[339]SGLFER
VAVRIRPMNR

LIEGC[339]FEGYNATVFAYGQTGAGK
EGISINC[330]GLLALGNVISALGDK

AM[147]HTPKPAVSGEKNIYAFM[147]GTPVQK
VSFGGHLR

PAVSGEKNIYAFM[147]GTPVQK
ELFSAPGHTEESM[147]TIDKNTKIPC[330]K
AQSLVISPPAPSPR

DGSVTGTKR
QDKTEAEQQITEVFVLAERIEINR

HLRTRVQK

RVSISRSQHDILQMIC[330]SK
AFMESPKQILDSAASLTGSK

TPHVPYRESKLTR
QPELLMMLNCI[330]SENNK

C[339]EIAPSSEQEVRPAASGDPQGEAPGEGGSPAGR

GM[147]SYC[339]PQATLTPSR
HM[147]RVHTRYR

PELRSQMQGPRTR
SILNSMNSLRKSNTLC[339]DVTLR

LQC[339]VDLHVISNDVC[339]AQVHPQK

_ A A A

A A A A A A A A



KNTC1_HUMAN (P50748) Kinetochore-
associated protein 1 (Rough deal homolog)
(hRod) (HsROD) (Rod) [MASS=250747]

KPCA_HUMAN (P17252) Protein kinase C

alpha type (EC 2.7.11.13) (PKC-alpha) (PKC-A) 0.93

[MASS=76632]

KPCE_HUMAN (Q02156) Protein kinase C
epsilon type (EC 2.7.11.13) (nPKC-epsilon)
[MASS=83673]

KPCG_HUMAN (P05129) Protein kinase C
gamma type (EC 2.7.11.13) (PKC-gamma)
[MASS=78447]

KPYM_HUMAN (P14618) Pyruvate kinase
isozymes M1/M2 (EC 2.7.1.40) (Pyruvate
kinase muscle isozyme) (Cytosolic thyroid
hormone-binding protein) (CTHBP) (THBP1)
[MASS=57805]

KR108_HUMAN (P60410) Keratin-associated
protein 10-8 (Keratin-associated protein 10.8)
(High sulfur keratin-associated protein 10.8)
(Keratin-associated protein 18-8) (Keratin-
associated protein 18.8) [MASS=26318]

KREM2_HUMAN (Q8NCWO0) Kremen protein 2
precursor (Kringle-containing protein marking
the eye and the nose) (Kringle domain-
containing transmembrane protein 2) (Dickkopf
receptor 2) [MASS=48849]

KRIT1_HUMAN (000522) Krev interaction
trapped protein 1 (Krev interaction trapped 1)
(Cerebral cavernous malformations 1 protein)
[MASS=84347]

KSR2_HUMAN (Q6VAB6) Kinase suppressor
of ras-2 (hKSR2) [MASS=93585]

L1CAM_HUMAN (P32004) Neural cell
adhesion molecule L1 precursor (N-CAM L1)
(CD171 antigen) [MASS=140002]

0.90

0.00

0.00

*

*

2.35

12.37

1.36

3.30

3.77

9.65

1.08

5.57

2.41

0.48

0.68

0.55

0.00

0.00

w N

N WwdNh W

N =

TALIYSDGLKEVLRAHAK
LIDKAWQNYDKILAISLVGSELASLYQEIEM[147]GLK

QC[330]VINVPSLC[339]GMDHTEK
LTDFNFLMVLGKGSFGKVM[147]LADR
TTRNDFM[147]GSLSFGVSELM[147]K
HPAKRLGC[330]GPEGER
C[330]DTC[330]DM[147]NVHK

DNEERVFRER

C[339]FFGASPGRLHISDFSFLMVLGK

NTGIIC[330]TIGPASR
VVEVGSK

VSSPSTC[330]TGSSWQVDNC[339]QESC[339]C[339]EPR

GHQNR

MLIALDK
M[147]LIALDKWLDER
VCI[339]SESSTHFATLTARM[147]LIALDK

PNLSQIGMGK
QRHAVRTPPR

HQMAVK

_ A A A



LAMA2_HUMAN (P24043) Laminin alpha-2
chain precursor (Laminin M chain) (Merosin
heavy chain) [MASS=342769]

LAMP1_HUMAN (P11279) Lysosome-
associated membrane glycoprotein 1 precursor
(LAMP-1) (CD107a antigen) [MASS=44773]

LANC2_HUMAN (Q9NS86) LanC-like protein 2
(Testis-specific adriamycin sensitivity protein)
[MASS=50854]

LASS4_HUMAN (Q9HA82) LAG1 longevity
assurance homolog 4 [MASS=46399]

LASS6_HUMAN (Q6ZMG9) LAG1 longevity
assurance homolog 6 [MASS=44890]

LBC_HUMAN (Q12802) LBC oncogene (P47)
(Lymphoid blast crisis oncogene)
[MASS=49052]

LCMT2_HUMAN (060294) Leucine carboxyl
methyltransferase 2 (EC 2.1.1.-)
(p21WAF1/CIP1 promoter-interacting protein)
[MASS=75601]

LDH6A_HUMAN (Q6ZMR3) L-lactate
dehydrogenase A-like 6A (EC 1.1.1.27)
[MASS=36507]

LDHB_HUMAN (P07195) L-lactate
dehydrogenase B chain (EC 1.1.1.27) (LDH-B)
(LDH heart subunit) (LDH-H) (NY-REN-46
antigen) [MASS=36507]

LDHC_HUMAN (P07864) L-lactate
dehydrogenase C chain (EC 1.1.1.27) (LDH-C)
(LDH testis subunit) (LDH-X) [MASS=36180]

LEG1_HUMAN (P09382) Galectin-1 (Lectin
galactoside-binding soluble 1) (Beta-
galactoside-binding lectin L-14-1) (Lactose-
binding lectin 1) (S-Lac lectin 1) (Galaptin) (14
kDa lectin) (HPL) (HBL) (Putative MAPK-
activating protein MP12) [MASS=14584]

1.00

0.00

0.48

0.00

0.00

1.00

0.00

1.00

2.15

6.97

5.56

5.08

2.86

6.13

7.43

3.61

6.01

6.65

20.15

0.68

242

0.70

0.20

0.57

0.82

0.02

0.00

0.00

0.00

0.36

0.15

N

GENEEMEKDLREK
KADAVRVITFTGC[330]MGETYFDNK
NGLPYFSYDLGSGDTHTMIPTKINDGQWHKIK

NM[147]TFDLPSDATVVLNRSSC[339]GK
C[339]NAEEHVR
C[330]NAEEHVR

TADPHDC[339]SAYTGWTGIALLYLQLYR

IGSLVLLLHDSSDYLLEAC[330]K

RNQEKPSTLTR

LGIPEC[330]ILLVTQR
SIM[147]RM[147]KSGQM[147]FAK

DC[330]DSEWKGSQIGSC[330]GTGVQWDGR
AVRHC[339]VRAFLEQIGAPQAALR
LYHTM[147]TR

VIGSGC[339]NLDSAR

GM[147]YGIENEVFLSLPC[339]ILNAR
GM[147]YGIENEVFLSLPC[330]ILNAR

LKGYTSWAIGLSVM[147]DLVGSILK
LKGYTSWAIGLSVMDLVGSILK

DSNNLC[330]JLHFNPR
FNAHGDANTIVC[330]JNSK
DSNNLCI[339]LHFNPR



LETM1_HUMAN (095202) Leucine zipper-EF-
hand-containing transmembrane protein 1, 0.00 541 0.82 0.00 1 2
mitochondrial precursor [MASS=83354]

2 LELAKFLQDTIEEM[147]ALKNK
APWTSTSVGFVAVGPQC[330]LPVR

LNX2_HUMAN (Q8N448) Ligand of Numb-
protein X 2 (Numb-binding protein 2) (PDZ
domain-containing RING finger protein 1)
[MASS=76004]

YGTPELAAQIIQASGERVNLTIARPGK
C[330]GDM[147]IVAVNGLSTVGM[147]SHSALVPM[147]LKEQR
C[330]GDM[147]IVAVNGLSTVGM[147]SHSALVPM[147]LK
LC[330]KKSSILVHK

0.00 13.48 0.93 0.00 1 4

N wWwww

LPP1_HUMAN (O14494) Lipid phosphate

phosphohydrolase 1 (EC 3.1.3.4) (Phosphatidic

acid phosphatase 2a) (Phosphatidate 0.00 10.56 11.01 0.00 1 1 3  MFDKTRLPYVALDVLC[339]VLLAGLPFAILTSR
phosphohydrolase type 2a) (PAP2a) (PAP-2a)

(PAP2-alpha) [MASS=32156]

LPP_HUMAN (Q93052) Lipoma-preferred
partner (LIM domain-containing preferred 0.00 6.37 3.73 0.00 1 2
translocation partner in lipoma) [MASS=65746]

2 KM[147]LYDMENPPADEYFGRC[330]AR
2 CI[339]SVC[339]KEPIMPAPGQEETVR

LRC27_HUMAN (Q9CO0I9) Leucine-rich repeat- N 2 LGLTLNKDR

containing protein 27 [MASS=60089] 1.70 !

LRC47_HUMAN (Q8N1G4) Leucine-rich repeat- . . N

containing protein 47 [MASS=63472] 3.26 1 2  GM[147]DLQPGNALKRFLTSQTK
LRC57_HUMAN (Q8N9N7) Leucine-rich repeat- " . N

containing protein 57 [MASS=26754] 544 ! 3 HLDVM[147IDLSKNQIR

LRC59_HUMAN (Q96AG4) Leucine-rich repeat- 10.42 " . " 2 3  WLDLKDNPLDPVLAKVAGDC[339]LDEK
containing protein 59 [MASS=34930] ’ 2 SKSGSRPR

LRC8C_HUMAN (Q8TDWO0) Leucine-rich

repeat-containing protein 8C (Protein AD158) * 2.74 * * * 1 3 YFPYLVLIHTLVFM[147]LC[339]SNFWFK
[MASS=92391]

LRMP_HUMAN (Q12912) Lymphoid-restricted

membrane protein (Protein Jaw1) * 1.62 * * * 1 2  TRKPSLSEK

[MASS=62092]

LRP1_HUMAN (Q07954) Low-density

lipoprotein receptor-related protein 1 precursor 3  C[330]JVRTEKAAYC[330]JAC[339]R

(LRP) (Alpha-2-macroglobulin receptor) 0.00 1.14 052 0.00 1 3 3 DC[330]JADGADESIAAGCI[330]LYNSTC[330]DDR
(A2MR) (Apolipoprotein E receptor) (APOER) 3 |ERC[330]JEYDGSHRYVILK

(CD91 antigen) [MASS=504573]

_a A a



LRRN3_HUMAN (Q9H3WS5) Leucine-rich

repeats neuronal protein 3 precursor (Neuronal .
leucine-rich repeat protein 3) (NLRR-3)
[MASS=79424]

LY6H_HUMAN (094772) Lymphocyte antigen

Ly-6H precursor [MASS=14669] 0.99

LYPA2_HUMAN (095372) Acyl-protein
thioesterase 2 (EC 3.1.2.-) (Lysophospholipase 0.87
I) (LPL-I) [MASS=24737]

M2GD_HUMAN (Q9UI17) Dimethylglycine
dehydrogenase, mitochondrial precursor (EC 0.00
1.5.99.2) (ME2GLYDH) [MASS=96806]

M3K4_HUMAN (Q9Y6R4) Mitogen-activated

protein kinase kinase kinase 4 (EC 2.7.11.25)
(MAPK/ERK kinase kinase 4) (MEK kinase 4) *
(MEKK 4) (MAP three kinase 1)

[MASS=181550]

MACF1_HUMAN (Q9UPN3) Microtubule-actin
crosslinking factor 1, isoforms 1/2/3/5 (Actin
cross-linking family protein 7) (Macrophin-1)
(Trabeculin-alpha) (620 kDa actin-binding
protein) (ABP620) [MASS=620414]

MACF4_HUMAN (Q96PK2) Microtubule-actin .
crosslinking factor 1, isoform 4 [MASS=670146]

MAGAB_HUMAN (P43364) Melanoma-
associated antigen 11 (MAGE-11 antigen) 0.00
[MASS=48129]

0.99

9.29

7.79

1.39

2.05

3.09

0.86

2.56

0.59

0.18

7.08

0.00

0.00

0.00

0.00

1
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STSLKVK

QC[330]QPSDTVC[330]ASVR

YIC[330]PHAPR
FGALTAEKLR

SC[330]PLQGSPGRPR

TLISQSKDTASK
PHSPVTGLYLAIHRNSPRPMK

HGHKLSEK

ALLELVPWRAREGLDK

LEEEEKVVEEEKQEHVEK
DGHNLISLLEVLSGIKLPREK
ATHSSSTSWFRKPM[147]TR
C[330]DSFLHQSPSSSSVPTLRSELNLLVEK
ELMMGVLGPLSIDPNM[147]LNAQKQQVQFM[147]LK
FLDVLELAEKFWYDMAALLTTIK

NQTKLDQC[339]QK

QIQPLELNLAELQDLLC[339]QAKVLER
LLPVKQLAGGM[147]VSLKSGR
IISETVGLK

GGLGC[339]SPASIK
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MAON_HUMAN (Q16798) NADP-dependent
malic enzyme, mitochondrial precursor (EC
1.1.1.40) (NADP-ME) (Malic enzyme 3)
[MASS=67054]

MAOX_HUMAN (P48163) NADP-dependent
malic enzyme (EC 1.1.1.40) (NADP-ME) (Malic
enzyme 1) [MASS=64149]

MAP1A_HUMAN (P78559) Microtubule-
associated protein 1A (MAP 1A) (Proliferation-
related protein p80) [Contains: MAP1 light
chain LC2] [MASS=306529]

MAP1B_HUMAN (P46821) Microtubule-
associated protein 1B (MAP 1B) [Contains:
MAP1 light chain LC1] [MASS=270618]

MASP2_HUMAN (000187) Mannan-binding
lectin serine protease 2 precursor (EC
3.4.21.104) (Mannose-binding protein-
associated serine protease 2) (MASP-2) (MBL-
associated serine protease 2) [Contains:
Mannan-binding lectin serine protease 2 A
chain; Mannan-b [MASS=75685]

MAST3_HUMAN (060307) Microtubule-
associated serine/threonine-protein kinase 3
(EC 2.7.11.1) [MASS=143136]

MATR3_HUMAN (P43243) Matrin-3
[MASS=94623]

MCE1_HUMAN (060942) mRNA capping
enzyme (HCE) (HCAP1) [Includes:
Polynucleotide 5'-triphosphatase (EC 3.1.3.33)
(mRNA 5'-triphosphatase) (TPase); mMRNA
guanylyltransferase (EC 2.7.7.50) (GTP--RNA
guanylyltransferase) (GTase)] [MASS=68556]

0.99

0.00

0.24

0.24

0.00

6.46

6.82

2.50

1.54

1.31

1.22

4.84

8.21

2.69

0.69

0.77

0.52

0.00

0.00

0.00

0.00
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YCI[339]M[147]FNDDIQGTASVAVAGILAALR
NEKLFYRVLTSDVEK

ILGLGDLGC[330]NGM[147]GIPVGK
EKFAHEHEEM[147]KNLEAIVQEIK

SEPQDFQEADSWGDTK
LEALLEKTK
RSIEEAC[339]LTLQHLNR
LSKPC[330]C[330]YIFPGGR
SVEHKAPEDTVAEMKDR

SDISPLTPRESSPLYSPTFSDSTSAVK
M[147]SISEGTVSDK

HDASALDIR

SRASSSGGSGGGSGGR

C[330]VKVDLSEK
DLSAAGIGLLAAATQSLSM[147]PASLGRMNQGTAR

ESEPGSSASFGKRR
FHPSMLSNYLKSLKVK
DLRM[147]HLSNTLLDGEM[147]IIDR
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MDGA1_HUMAN (Q8NFP4) MAM domain-
containing glycosylphosphatidylinositol anchor
protein 1 precursor (MAM domain-containing
protein 3) (GPI and MAM protein)
(Glycosylphosphatidylinositol-MAM) (GPIM)
[MASS=105790]

MDHC_HUMAN (P40925) Malate
dehydrogenase, cytoplasmic (EC 1.1.1.37)
(Cytosolic malate dehydrogenase)
[MASS=36295]

MDHM_HUMAN (P40926) Malate
dehydrogenase, mitochondrial precursor (EC
1.1.1.37) [MASS=35531]

MEGF8_HUMAN (Q7Z7MO0) Multiple epidermal
growth factor-like domains 8 (EGF-like domain-
containing protein 4) (Multiple EGF-like domain
protein 4) [MASS=254572]

MERL_HUMAN (P35240) Merlin (Moesin-ezrin-
radixin-like protein) (Neurofibromin-2)
(Schwannomin) (Schwannomerlin)
[MASS=69690]

MFN2_HUMAN (095140) Transmembrane
GTPase MFN2 (EC 3.6.5.-) (Mitofusin-2)
[MASS=86402]

MGR2_HUMAN (Q14416) Metabotropic
glutamate receptor 2 precursor (mGIluR2)
[MASS=95567]

MGST3_HUMAN (014880) Microsomal
glutathione S-transferase 3 (EC 2.5.1.18)
(Microsomal GST-3) (Microsomal GST-IIl)
[MASS=16516]

2.10

16.27

2.51

11.76

3.30

2.75

1.00 48.03
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AIC[330]DHVR
AIC[330]DHVR

THPLISQC[339]TPK

SQETEC[339]TYFSTPLLLGK
GYLGPEQLPDC[339]LK
TIPLISQC[330]TPK
GC[330]DVVVIPAGVPR
GC[339]DVVVIPAGVPR
GC[339]DVVVIPAGVPR

EVFWAGNC[330]SEAAC[339]GAADC[339]EQC[339]TR
SEPFLAPLLLTGAGGPWGPMGGGC[330]C[330]PPAIPATTAGLR

EEATMANEALMR
VNKLILQLCI[339]IGNHDLFMRR
QPKTFTVRIVTMDAEMEFNC[330]EM[147]K
ERETALDILHNENSDR

LLRNKAGWLDSELNMFTHQYLQPSR

C[339]SEPC[339]LQNEVK
DFVLNVKFDAPFR

GALGSIALLGLVGTTVC[330]SAFQHLGWVK
VEYPIM[147]YSTDPENGHIFNC[330]IQR
VEYPIMYSTDPENGHIFNC[339]IQR
YKVEYPIMYSTDPENGHIFNC[330]IQR
VEYPIM[147]YSTDPENGHIFNC[330]IQR
YKVEYPIM[147]YSTDPENGHIFNC[339]IQR
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3  KFYGKFC[330]JAGSIDHISIR
DCI[330]THYFVMTAKKQSLLDK
2 SDLQLGGTENFATLPSTR

MICA2_HUMAN (094851) Protein MICAL-2

[MASS=126688] 0.00 472 0.86 0.00 1 3

w

MINK1_HUMAN (Q8N4C8) Misshapen-like

kinase 1 (EC 2.7.11.1) (Mitogen-activated

protein kinase kinase kinase kinase 6)

(MAPK/ERK kinase kinase kinase 6) (MEK * 2.63 * * * 2
kinase kinase 6) (MEKKK 6) (Misshapen/NIK-

related kinase) (GCK family kinase MiNK)

[MASS=149808]

2 QRRIEEQK
3  SDIWSLGITAIEM[147]AEGAPPLC[330]DM[147]HPMR

MKNK2_HUMAN (Q9HBH9) MAP kinase-
interacting serine/threonine-protein kinase 2

(EC 2.7.11.1) (MAP kinase signal-integrating 0.00 237 601 000 ! ! 2 CI3391LALSPPSQSK
kinase 2) (Mnk2) [MASS=51875]
MLL2_HUMAN (014686) Myeloid/lymphoid or 3 PGTPGEGM[147]LSSDLDR
. ; . ; N . N . 2  AKNVQLSTGQGSEGLR
mixed-lineage leukemia protein 2 (ALL1-related 1.20 4
rotein) [MASS=564181] 2 PDKVPRDMR
P - 3  REANGEPIGAPGTSNHLLLAGPR
1 TFPGIPK
MMP3_HUMAN (P08254) Stromelysin-1
precursor (EC 3.4.24.17) (Matrix N 1.47 " . " 1
metalloproteinase-3) (MMP-3) (Transin-1) (SL- ’
1) [MASS=53977]
MMSA_HUMAN (Q02252) Methylmalonate-
semialdehyde dehydrogenase [acylating],
mitochondrial precursor (EC 1.2.1.27) 091 1028 098 0.00 1 2 3 LLQDSGAPDGTLNIIHGQHEAVNFIC[339]DHPDIK
(MMSDH) (Malonate-semialdehyde ’ ’ ’ ' 2  NLRVNAGDQPGADLGPLITPQAK
dehydrogenase [acylating]) (EC 1.2.1.18)
[MASS=57839]
MOG_HUMAN (Q16653) Myelin-
oligodendrocyte glycoprotein precursor 0.83 4.86 1.93 0.00 1 1 2 FSDEGGFTC[339]FFR
[MASS=28179]
MOK_HUMAN (Q9UQ07) MAPK/MAK/MRK
overlapping kinase (EC 2.7.11.22) (MOK 3  AIGKIGEGTFSEVMK
protein kinase) (Renal tumor antigen 1) (RAGE- 0.00 549 137 0.00 ! 2 2 DGNYYAC[339]K

1) [MASS=48013]

O =



MORC3_HUMAN (Q14149) MORC family CW-
type zinc finger 3 (Zinc finger CW-type coiled-
coil domain protein 3) [MASS=107112]

MORC4_HUMAN (Q8TE76) MORC family CW-
type zinc finger 4 (Zinc finger CW-type coiled-
coil domain protein 2) [MASS=106347]

MOS1B_HUMAN (Q9NZB8) Molybdenum
cofactor biosynthesis protein 1 B (MOCS1B)
(Molybdenum cofactor synthesis-step 1 protein
A-B) (Molybdenum cofactor biosynthesis
protein C) [MASS=70105]

MPRI_HUMAN (P11717) Cation-independent
mannose-6-phosphate receptor precursor (Cl
Man-6-P receptor) (CI-MPR) (M6PR) (Insulin-
like growth factor 2 receptor) (Insulin-like
growth factor Il receptor) (IGF-II receptor)
(M6P/IGF2 receptor) (M6P/IGF2R) (300 kD
[MASS=274274]

MRC2_HUMAN (Q9UBGO0) Macrophage
mannose receptor 2 precursor (Urokinase
receptor-associated protein) (Endocytic
receptor 180) (CD280 antigen) [MASS=166654]

MSAP_HUMAN (Q9Y2B0) MIR-interacting
saposin-like protein precursor (Transmembrane
protein 4) (Putative secreted protein ZSIG9)
[MASS=20652]

MTA3_HUMAN (Q9BTC8) Metastasis-
associated protein MTA3 [MASS=67503]

MTMR6_HUMAN (Q9Y217) Myotubularin-
related protein 6 (EC 3.1.3.-) [MASS=71953]

MTMRD_HUMAN (Q86WG5) Myotubularin-
related protein 13 (SET-binding factor 2)
[MASS=208463]

MTPN_HUMAN (P58546) Myotrophin (Protein
V-1) [MASS=12764]

0.00

0.00

0.00

0.45

0.00

0.00

0.00

0.00

9.58

2.35

3.93

4.98

2.03

5.49

3.54

3.06

2.54

16.24

1.34

0.98

0.49

212

0.37

0.28

0.13

0.22

0.00

0.00

0.00

0.00

0.00

0.00

0.00

0.00
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AEC[339]SQC[339]SNNESKSEM[147]DEM[147]AVQLDDVFR
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VGC[339]QLRANNM[147]GVGVVGIIEC[330]NFLK
AEC[339]SQC[330]SNNESKSEM[147]DEM[147]AVQLDDVFR

ITFGFSC[330]KNSNQF GIM[147]M[147]YHNNR

GPTGVEM[147]EALTSAAVAALTLYDM[147]C[330]K

INIC[330]GSVDIVQC[330]GPSSAVC[339]MHDLKTR
TWNLGLSNAKLSYYDGM[147]IQLNYRGGTPYNNER
DGIIVLKYVDGDLC[330]PDGIRK
PQEVQMVNGTITNPINGKSFSLGDIYFK
FISSPMKEK

LTYENGLLK

LFNLGTM[147]QC[339]LGTGWPGTNTTASLGM[147]YEC[330]DR

SQDLHC[339]GAC[339]R

IEELNKTASGNVEAKVVCI[330]FYR

AITVENASVLVHCI[330]SDGWDR

SLHC[330]MIPGIVAM[147]HIETLEAVHR
VTTVFNSAQRLEVVRNCI[330]ISFIFENK

HHITPLLSAVYEGHVSC[330]VK
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MX2_HUMAN (P20592) Interferon-induced
GTP-binding protein Mx2 (Interferon-regulated
resistance GTP-binding protein MxB) (p78-
related protein) [MASS=82088]

MY18B_HUMAN (Q8IUG5) Myosin-18B
(Myosin XVIlIb) [MASS=285183]

MYCN_HUMAN (P04198) N-myc proto-
oncogene protein [MASS=49561]

MYH9_HUMAN (P35579) Myosin-9 (Myosin
heavy chain, nonmuscle Ila) (Nonmuscle
myosin heavy chain lla) (NMMHC lI-a)
(NMMHC-IIA) (Cellular myosin heavy chain,
type A) (Nonmuscle myosin heavy chain-A)
(NMMHC-A) [MASS=226400]

MYOS5A_HUMAN (Q9Y411) Myosin-5A (Myosin
Va) (Dilute myosin heavy chain, non-muscle)
(Myosin heavy chain 12) (Myoxin)
[MASS=215420]

MYO7A_HUMAN (Q13402) Myosin-7A (Myosin
Vlla) [MASS=254404]

MYO9B_HUMAN (Q13459) Myosin-9B (Myosin
IXb) (Unconventional myosin-9b)
[MASS=243556]

MYPN_HUMAN (Q86TC9) Myopalladin (145
kDa sarcomeric protein) [MASS=145256]

0.00

0.61

0.00

0.00

0.00

0.00

2.52

4.17

3.23

2.14

2.96

2.75

3.80

3.79

0.62

1.07

1.43

1.20

0.58

0.75

0.00

0.00

0.00

0.00

0.00

0.00
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M[147]EQM[147]VFC[330]QDQIYSVVLKK

FSMVM[147]SLDFNATGR
TQFSSCI[330]ESLLESRPSMGR
IADLTSDLADERFK
EGVLLSKAEK
QNTDLLESKIADLTSDLADER

SFSSHHLSM[147]ASIM[147]VVDSPGFQNPRHQGKDR

MPSC[339]STSTM[147]PGMIC[339]K

LEGDSTDLSDQIAELQAQIAELKM[147]QLAK
NLPIYSEEIVEMYK

NPDILVGENDLTALSYLHEPAVLHNLR
C[339]IKPNDFK
QLNSFHSVMC[339]QHGMDPELIK

TKQRGDFPTDC[330]VYVMPTVTM[147]PPR
VSSLGSGSDHVMDAISQC[339]EQYAK
KPIMLPVTFM[147]DGTTK

ELIGMDPVAVFRWAVLRAAIR
MSPGALAIIFAPC[330]LLR
PDSPGGSTQIQR
VQEKPDSPGGSTQIQRYLDAER
YTGMLETVRIR

MLQNLSASEGQLVVFEC[339]R
LKHFRVTEGSPVTFTC[339]K
HFRVTEGSPVTFTC[330]K
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2 VC[330]GSNLLSIC[330]K
2 VC[339]GSNLLSIC[339]K

1 TSASIGSLC[339]ADAR

MYPR_HUMAN (P60201) Myelin proteolipid 100 1341 151 0413 11 4

protein (PLP) (Lipophilin) [MASS=29946] 2 VC[339]HC[339]LGK
2 TTIC[339]GK
2  TSASIGSLC[330]JADAR
2 VCI[330]HC[330]LGK
2  TSASIGSLC[339]ADAR
MYST4_HUMAN (Q8WYB5) Histone 2 QAQELSWEK
acetyltransferase MYST4 (EC 2.3.1.48) (EC
. 3  INIKQESADVNVIGNK
2.3.1.-) (MYST protein 4) (MOZ, YBF2/SAS3,
SAS2 and TIP60 protein 4) (Histone * 3.52 * * * 6 2 REKLILSHM[147]EK
P ) . ’ 2 QSC[330]TSHVLATGTTQKLK
acetyltransferase MOZ2) (Monocytic leukemia
e ) ) 3  LQTQIASKGHISMR
zinc finger protein-related factor) (Histone 1 TTELKK
acetyltransferas [MASS=231343]
N4BM_HUMAN (095298) NADH-ubiquinone
oxidoreductase subunit B14.5b (EC 1.6.5.3)
(EC 1.6.99.3) (Complex I-B14.5b) (CI-B14.5b) 0.30 1597 0.81 0.00 1 1 2 LLYIGFLGYC[339]SGLIDNLIR
[MASS=14187]
NADE1_HUMAN (Q61A69) Glutamine-
dependent NAD(+) synthetase (EC 6.3.5.1) . 283 . . . 1 3 ELAQQIGSHHISLNIDPAVK

(NAD(+) synthase [glutamine-hydrolyzing])
(NAD(+) synthetase 1) [MASS=79293]

NAL14_HUMAN (Q86W24) NACHT, LRR and

PYD-containing protein 14 (Nucleotide-binding N 274 . . . 2 2  RLIKM[147]NLTQNTLGYEGIVK
oligomerization domain protein 5) ’ 2  C[330]FLFGLLNEDR
[MASS=124732]

NALP6_HUMAN (P59044) NACHT, LRR and
PYD-containing protein 6 (PYRIN-containing * 3.70 * * * 2
APAF1-like protein 5) [MASS=98733]

3  RLQRLGLGSGTLLSVSEYK
3 C[330]C[330]PAGQALRLISC[330]R

N = A

A A A A



NBEAL_HUMAN (Q6ZS30) Neurobeachin-like
1 (Amyotrophic lateral sclerosis 2 chromosomal
region candidate gene 17 protein)
[MASS=150732]

0.00

NCA11_HUMAN (P13591) Neural cell
adhesion molecule 1, 140 kDa isoform
precursor (N-CAM 140) (NCAM-140) (CD56
antigen) [MASS=93360]

1.00

NCAM2_HUMAN (015394) Neural cell
adhesion molecule 2 precursor (N-CAM 2) 0.99
[MASS=92932]

NCKX5_HUMAN (Q71RS6)
Sodium/potassium/calcium exchanger 5

precursor (Na(+)/K(+)/Ca(2+)-exchange protein  0.00
5) (Solute carrier family 24 member 5)

[MASS=54888]

NCOAS5_HUMAN (Q9HCD5) Nuclear receptor
coactivator 5 (NCoA-5) (Coactivator 0.00
independent of AF-2) (CIA) [MASS=65536]

NDRG1_HUMAN (Q92597) Protein NDRG1 (N-
myc downstream-regulated gene 1 protein)
(Differentiation-related gene 1 protein) (DRG-1)
(Reducing agents and tunicamycin-responsive
protein) (RTP) (Nickel-specific induction protein
Cap43) (Rit42) [MASS=42835]

0.00

NDRG2_HUMAN (Q9UN36) Protein NDRG2
(Protein Syld709613) [MASS=40798]

NDUA2_HUMAN (043678) NADH
dehydrogenase [ubiquinone] 1 alpha
subcomplex subunit 2 (EC 1.6.5.3) (EC
1.6.99.3) (NADH-ubiquinone oxidoreductase
B8 subunit) (Complex I-B8) (CI-B8)
[MASS=10790]

0.69

1.00

6.01

8.49

7.05

5.20

9.67

5.08

8.89

6.12

0.85

0.51

0.89

1.80

0.54

3.32

1.42

0.00

0.31

0.00

0.00

0.00

0.00

0.06
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VEPFTTLHIQLQSGRFDC[330]ADR
DC[339]YEALMVNM[147]HK
EEQDQKEKLVLM[147]EDC[339]ELITIIDVIPGR
YENFEDPMGTIDK

NAKAMR

FFLC[330]QVAGDAK

KVDKNDEAEYIC[330]IAENK

FFLC[339]QVAGDAK
KVDKNDEAEYIC[330]IAENK
GPVEAKPEC[330]QETETKPAPAEVK
PAPAEVKTVPNDATQTKENESK
KVDKNDEAEYIC[339]IAENK

GSNTELTVRNIINSDGGPYVC[339]RATNK
LIEENEKYILKGSNTELTVR
NIINSDGGPYVC[330]R

GDMAM[147]SNIVGSNVFDM[147]LC[339]LGIPWFIK

NM[147]PQADAMVLVARNYERYK
YLTAEETDK
SC[330]TVNIMFGTPQEHRNMPQADAMVLVAR

TTLLKM[147]ADC[339]GGLPQISQPAK

LDPTQTSFLK
C[339]PVMLVVGDQAPHEDAVVEC[330]NSK

IHLC[339]QR

IHLC[330]QR
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NDUA8_HUMAN (P51970) NADH

dehydrogenase [ubiquinone] 1 alpha

subcomplex subunit 8 (EC 1.6.5.3) (EC .
1.6.99.3) (NADH-ubiquinone oxidoreductase 19

kDa subunit) (Complex I-19KD) (CI-19KD)
(Complex I-PGIV) (CI-PGIV) [MASS=19974]

3.51 * * * 1 1 C[339]LEEGK

NDUAA_HUMAN (095299) NADH
dehydrogenase [ubiquinone] 1 alpha
subcomplex subunit 10, mitochondrial
precursor (EC 1.6.5.3) (EC 1.6.99.3) (NADH-
ubiquinone oxidoreductase 42 kDa subunit)
(Complex 1-42KD) (Cl-42KD) [MASS=40750]

2 KQC[330]VDHYNEVK
QC[330]VDHYNEVK
2  GDPHEM[147]KITSAYLQDIENAYK

1.00 11.83 1.27 0.01 2 3

N

NDUB7_HUMAN (P17568) NADH
dehydrogenase [ubiquinone] 1 beta
subcomplex subunit 7 (EC 1.6.5.3) (EC
1.6.99.3) (NADH-ubiquinone oxidoreductase
B18 subunit) (Complex I-B18) (CI-B18) (Cell
adhesion protein SQM1) [MASS=16271]

2 DYCI[330]JAHHLIR
1.00 1471 112 0.05 5 2 2 DYC[339]AHHLIR

2 RDSFPNFLAC[339]K

NDUBA_HUMAN (096000) NADH

dehydrogenase [ubiquinone] 1 beta

subcomplex subunit 10 (EC 1.6.5.3) (EC 2  KAAKEAAAATS
1.6.99.3) (NADH-ubiquinone oxidoreductase 0.21 1287 141 000 ! 2 2  EGQNYQQNCI[339]IK
PDSW subunit) (Complex I-PDSW) (CI-PDSW)

[MASS=20645]



NEBU_HUMAN (P20929) Nebulin
[MASS=773208]

NEGR1_HUMAN (Q7Z3B1) Neuronal growth
regulator 1 precursor [MASS=38719]

NEK4_HUMAN (P51957) Serine/threonine-
protein kinase Nek4 (EC 2.7.11.1) (NimA-
related protein kinase 4) (Serine/threonine-
protein kinase 2) (Serine/threonine-protein
kinase NRK2) [MASS=94571]

NELL2_HUMAN (Q99435) Protein kinase C-
binding protein NELL2 precursor (NEL-like
protein 2) (Nel-related protein 2)
[MASS=91346]

NF1_HUMAN (P21359) Neurofibromin
(Neurofibromatosis-related protein NF-1)
[Contains: Neurofibromin truncated]
[MASS=319370]

0.00

0.00

0.00

543

5.93

2.02

3.06

3.10

0.52

0.83

0.53

0.00

0.00

0.00
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DKTQIHIMPDTPEIMLAR
YKQSAEMEKANFTSVVDTPEIIHAQQVK
DKTTIHVMPDTPDILLSR

M[147]VGFR

IMWSLHIAKVQSDREYK
YNTPHDMFNVVAAKKAQDVVSNVNYK
TIHVMPDTPEIM[147]LAKLNR
GKPM[147]LDFETPTYITAKESQQMQSGK

NYLHQWTC[330]MPDQNDVIQAKKAYELQSDNVYK

SLQDDPKLVLSMNVAK

RASEIISEK
GAWEGTKAYGYTLDERYIPIVGAK
EDYENKIK
QHPDTVKFTSVPDSMGMMLAQHNTK

TSYHTPGDM[147]VTITAAKM[147]AQDVATNVNYK

ADLKDLSK
GYDLPVDAISVQLAKASRDIASDYK
MQDLFSPNKYKEK
FMTPYIAHSQKM[147]QDLFSPNK

DQAGEYECI[339]SAENDVSFPDVRK

LPAM[147]PRDYSPELAELIR

M[147]ESRVLLR
IMELQDILAKTSAKLSR

YFTLFMNLLNDC[330]SEVEDESAQTGGRK
ALKKVAQLAVINSLEK
FMDRLLSLMVC[339]INHEKVGLQIR
SYKYLLLSMVK

AVGRRPFDK

GMSRR
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NF2L2_HUMAN (Q16236) Nuclear factor
erythroid 2-related factor 2 (NF-E2-related
factor 2) (NFE2-related factor 2) (Nuclear
factor, erythroid derived 2, like 2) (HEBP1)
[MASS=67826]

NFASC_HUMAN (094856) Neurofascin
precursor [MASS=150026]

NFIB_HUMAN (000712) Nuclear factor 1 B-
type (Nuclear factor 1/B) (NF1-B) (NFI-B) (NF-
I/B) (CCAAT-box-binding transcription factor)
(CTF) (TGGCA-binding protein) [MASS=47442]

NIFUN_HUMAN (Q9H1K1) NifU-like N-terminal
domain-containing protein, mitochondrial
precursor (NifU-like protein) (Iron-sulfur cluster
assembly enzyme ISCU) [MASS=17937]

NIPM_HUMAN (043920) NADH-ubiquinone
oxidoreductase 15 kDa subunit (EC 1.6.5.3)
(EC 1.6.99.3) (Complex I-15 kDa) (CI-15 kDa)
[MASS=12386]

NIPS1_HUMAN (Q9BPWS8) Protein NipSnap1
[MASS=33310]

NIPS2_HUMAN (075323) Protein NipSnap2
(Glioblastoma amplified sequence)
[MASS=33742]

NKRF_HUMAN (015226) NF-kappa-B-
repressing factor (NFKB-repressing factor)
(Transcription factor NRF) (ITBA4 protein)
[MASS=77672]

NKTR_HUMAN (P30414) NK-tumor recognition
protein (Natural-killer cells cyclophilin-related
protein) (NK-TR protein) [MASS=165675]

NKX32_HUMAN (P78367) Homeobox protein
Nkx-3.2 (Bagpipe homeobox protein homolog
1) [MASS=34814]

* 446
1.00 7.28
* 1048
* 1377
094 5.71
* 317
0.96 5.59
0.00 8.84
0.00 1.98
0.00 41.44

0.61

1.25

1.21

0.14

1.00

0.74

0.28

0.00

0.00

0.00

0.04

0.00
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IINLPVVDFNEMM[147]SKEQFNEAQLALIR

VRVMNSTAISLQWNRVYSDTVQGQLR
VRVMNSTAISLQWNR
TRLDCI[330]PFFGSPIPTLR
KEDQGIYTC[330]VATNILGK
GPEPESVIGYSGEDYPRAAPTEVK

HPC[339]C[339]VLSNPDQKGK

TWHERDQDM[147]SSPTTMK
GIPLESTDGERLMK

TVEEALTIKNTDIAKELC[330]LPPVK

C[339]HAFEK

MGPNIYELR

LQFHNVKPEC[339]LEAYNK

SSQC[330JHTGSSPR
KM[147]GWTGGGLGKSGEGIR
TVKYEAAGEAVKTLK
C[330]QNIYLTTGYAGSKNGSR

SDSYHRGRSYNR

EPVGRIMFQLFSDIC[330]PK

GAHVSALCI[330]SGAGGGGGSGPAGVAEEEEEPAAPKPRK
DAGALGGAEDSLLASPAGTR
GAHVSALC[330]SGAGGGGGSGPAGVAEEEEEPAAPKPR
RQMAADLLASAPAAK
EERGGLAAPEGRPAPGGTAASVAAAPAVC[339]C[330]WR
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NLGN1_HUMAN (Q8N2Q7) Neuroligin-1

precursor [MASS=93835] 0.00

NLTP_HUMAN (P22307) Nonspecific lipid-

transfer protein (EC 2.3.1.176) (Propanoyl-CoA
C-acyltransferase) (NSL-TP) (Sterol carrier *
protein 2) (SCP-2) (Sterol carrier protein X)

(SCP-X) (SCP-chi) (SCPX) [MASS=58993]

NNTM_HUMAN (Q13423) NAD(P)

transhydrogenase, mitochondrial precursor (EC
1.6.1.2) (Pyridine nucleotide transhydrogenase) 1.00
(Nicotinamide nucleotide transhydrogenase)
[MASS=113895]

NOP14_HUMAN (P78316) Probable nucleolar .
complex protein 14 [MASS=97668]

NOP5_HUMAN (Q9Y2X3) Nucleolar protein
NOPS5 (Nucleolar protein 5) (NOP58) 0.00
[MASS=59578]

NOTC4_HUMAN (Q99466) Neurogenic locus

notch homolog protein 4 precursor (Notch 4)
(hNotch4) [Contains: Notch 4 extracellular *
truncation; Notch 4 intracellular domain]
[MASS=209621]

NOV_HUMAN (P48745) Protein NOV homolog
precursor (NovH) (Nephroblastoma .
overexpressed gene protein homolog)
[MASS=39162]

NOX3_HUMAN (Q9HBY0) NADPH oxidase 3
(EC 1.6.3.-) (gp91phox homolog 3) (GP91-3) 0.00
(Mitogenic oxidase 2) [MASS=64934]

2.86

2.38

543

3.97

6.81

1.55

3.36

7.39

1.34

1.21

0.35

0.00

0.02

0.00

0.00
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GLGAPLTLC[339]M[147]LGC[339]LLQAGHVLSQK

M[147]VGFDMSKEAARK

ILIVGGGVAGLASAGAAK
KTC[339]DALQAK
EANSIIITPGYGLC[339]AAK
EFIEAEMKLFAQQC[339]K

PDAYDMM[147]VRELGFEMKAQPSNR
VLEFGRKQGSSK

EEPLSEEEPC[330]TSTAIASPEK
YGLIYHASLVGQTSPK

SSPC[330]JANGGQC[339]QDQPGAFHC[330]K
C[339]SC[330]PHSSPGPR

FQPSC[330]KFQC[339]TC[339]R

TLQKM[147]C[330]JHLYSSADPRGVHFYYNK
QIAYNHPSSSIGVFFC[330]GPK
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NPC1_HUMAN (015118) Niemann-Pick C1
protein precursor [MASS=142166]

NPHP1_HUMAN (015259) Nephrocystin-1
(Juvenile nephronophthisis 1 protein)
[MASS=83299]

NPTN_HUMAN (Q9Y639) Neuroplastin
precursor (Stromal cell-derived receptor 1)
(SDR-1) [MASS=31291]

NRBP_HUMAN (Q9UHY1) Nuclear receptor-
binding protein [MASS=59844]

NRG2_HUMAN (014511) Pro-neuregulin-2,
membrane-bound isoform precursor (Pro-
NRG2) [Contains: Neuregulin-2 (NRG-2)
(Neural- and thymus-derived activator for
ERBB kinases) (NTAK) (Divergent of
neuregulin-1) (DON-1)] [MASS=91678]

NRX1A_HUMAN (Q9ULB1) Neurexin-1-alpha
precursor (Neurexin |-alpha) [MASS=161882]

NRX3A_HUMAN (Q9Y4C0) Neurexin-3-alpha
precursor (Neurexin lll-alpha) [MASS=169922]

NSF_HUMAN (P46459) Vesicle-fusing ATPase
(EC 3.6.4.6) (Vesicular-fusion protein NSF) (N-
ethylmaleimide sensitive fusion protein) (NEM-
sensitive fusion protein) [MASS=82654]

NTAL_HUMAN (Q9GZY®6) Linker for activation
of T-cells family member 2 (Non-T-cell
activation linker) (Linker for activation of B-
cells) (Membrane-associated adapter molecule)
(Williams-Beuren syndrome chromosome
region 15 protein) [MASS=26550]

NU160_HUMAN (Q12769) Nuclear pore
complex protein Nup160 (Nucleoporin Nup160)
(160 kDa nucleoporin) [MASS=149000]

NU214_HUMAN (P35658) Nuclear pore
complex protein Nup214 (Nucleoporin Nup214)
(214 kDa nucleoporin) (CAN protein)
[MASS=213765]

0.00

0.00

1.00

0.97

0.00

0.00

0.00

3.13

5.60

11.70

4.30

9.06

217

2.40

4.30

27.98

1.29

2.92

0.58

1.62

0.52

0.37

2.85

1.36

3.42

0.00

0.00

0.09

0.00

0.00

0.00

0.00
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QRPQGGDFMRFLPMFLSDNPNPK
GAEDGTSVQASESC[330]LFR

M[147]IPLPGM[147]SIQVLSRHVR
NVLSLLPETLIGNM[147]C[339]SIHLLIFYR

SENKNEGQDATM[147]YC[330]K
AEDSGEYHC[339]VYHFVSAPK
AEDSGEYHC[330]VYHFVSAPK

LQEEKVRAVFDNLIQLEHLNIVK

RDPAPGFSMLLFGVSLAC[339]YSPSLKSVQDQAYK
VALVKVLDKWPLR

AAAAGGM[147]RRDPAPGFSM[147]LLFGVSLACI[330]YSPSLK

NYISNSAQSNGAVVK
FPKWNAC[330]C[330]ESEM[147]SFQLK

DSADTLRLELDGGRVK
QLAEMQNAAGVKSSC[339]SRM[147]SAK

SQLSC[339]VVVDDIER
RQKIEVGLVVGNSQVAFEK

TGPTSGLC[339]PSASPEEDEESEDYQNSASIHQWR
VMGQLQREASPGPVGSPDEEDGEPDYVNGEVAATEA

EQMC[339]LM[147]VADM[147]LEYVPVK

VC[339]ATLPSTVAVTSVC[339]WSPK
AC[339]FQVGTSEEMK
HGAPSPSHPISAPQQLAAAALRR
RPFAYHK
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NU3M_HUMAN (P03897) NADH-ubiquinone
oxidoreductase chain 3 (EC 1.6.5.3) (NADH
dehydrogenase subunit 3) [MASS=13186]

NUAM_HUMAN (P28331) NADH-ubiquinone
oxidoreductase 75 kDa subunit, mitochondrial
precursor (EC 1.6.5.3) (EC 1.6.99.3) (Complex
I-75Kd) (CI-75Kd) [MASS=79467]

NUBM_HUMAN (P49821) NADH-ubiquinone
oxidoreductase 51 kDa subunit, mitochondrial
precursor (EC 1.6.5.3) (EC 1.6.99.3) (Complex
I-51KD) (CI-51KD) (NADH dehydrogenase
flavoprotein 1) [MASS=50817]

NUHM_HUMAN (P19404) NADH-ubiquinone
oxidoreductase 24 kDa subunit, mitochondrial
precursor (EC 1.6.5.3) (EC 1.6.99.3)
[MASS=27391]

NUKM_HUMAN (075251) NADH-ubiquinone
oxidoreductase 20 kDa subunit, mitochondrial
precursor (EC 1.6.5.3) (EC 1.6.99.3) (Complex
I-20KD) (CI-20KD) (PSST subunit)
[MASS=23563]

NUMM_HUMAN (075380) NADH-ubiquinone
oxidoreductase 13 kDa-A subunit,
mitochondrial precursor (EC 1.6.5.3) (EC
1.6.99.3) (Complex I-13KD-A) (CI-13KD-A)
[MASS=13712]

0O51F1_HUMAN (Q8NH61) Olfactory receptor
51F2 [MASS=37205]

051Q1_HUMAN (Q8NH59) Olfactory receptor
51Q1 [MASS=35747]

052P1_HUMAN (Q8NH57) Olfactory receptor
52P1 [MASS=34889]

OAT4_HUMAN (Q9NSAO) Solute carrier family
22 member 11 (Organic anion transporter 4)
[MASS=59971]

OAT5_HUMAN (Q63ZE4) Solute carrier family
22 member 10 (Organic anion transporter 5)
[MASS=59033]

0.96

1.00

1.00

1.00

0.94

1.00

0.00

0.00

0.00

13.04

4.95

18.32

5.62

23.94

21.77

9.70

6.31

10.59

4.91

4.71

0.80

1.45

1.77

1.78

1.26

1.39

0.87

1.40

1.25

0.00

0.05

0.09

0.04

0.00

0.15

0.00

0.00

0.00
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IRM[147]TSGVTGDWKVM[147]NILHR
FC[339]YHER
VVAAC[339]AM[147]PVM[147]K
FC[330]YHER

LLEGC[339]LVGGR
HESC[339]GQC[339]TPC[339]R
NAC[339]GSGYDFDVFVVR
YLVVNADEGEPGTC[339]K
FSGDTTAPKKTSFGSLK
YLVVNADEGEPGTC[339]KDR
YHIQVC[339]TTTPC[339]M[147]LR

YHIQVC[339]TTTPC[339]MLR

SSLWPMTFGLAC[339]C[339]AVEMM[147]HMAAPR
IVPVDIYIPGC[330]PPTAEALLYGILQLQR

VIAC[339]DGGGGALGHPK
VIAC[330]DGGGGALGHPK

VIAC[339]DGGGGALGHPK
TGTC[339]GYC[339]GLQFR

EINLNAC[330]IAQMFFLHGFTFM[147]ESGVLLAM[147]AFDR
NKQIQWGM[147]LNFLSLKNM[147]HSR

YATILTDTIAHIGVAAVVRGSLLMLPCI[339]PFLIGR

RAVTMTVVGCI[330]JAFSAGQAALGGLAFALR

C[330]LALLTLNHMGR
C[339]LALLTLNHMGRR
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OBSCN_HUMAN (Q5VST9) Obscurin
(Obscurin-myosin light chain kinase) (Obscurin- 0.00 3.36 0.61  0.00
MLCK) (Obscurin-RhoGEF) [MASS=868479]

OCRL_HUMAN (Q01968) Inositol

polyphosphate 5-phosphatase OCRL-1 (EC .
3.1.3.36) (Lowe oculocerebrorenal syndrome
protein) [MASS=104204]

OCTC_HUMAN (Q9UKG9) Peroxisomal
carnitine O-octanoyltransferase (EC 2.3.1.137) 0.00 5.23 0.87 0.00
(COT) [MASS=70178]

3.66 * *

ODBB_HUMAN (P21953) 2-oxoisovalerate

dehydrogenase subunit beta, mitochondrial

precursor (EC 1.2.4.4) (Branched-chain alpha- 0.00 1.53 1.44 0.00
keto acid dehydrogenase E1 component beta

chain) (BCKDH E1-beta) [MASS=43122]

ODO1_HUMAN (Q02218) 2-oxoglutarate
dehydrogenase E1 component, mitochondrial .
precursor (EC 1.2.4.2) (Alpha-ketoglutarate
dehydrogenase) [MASS=113475]
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LM[147]LRRTC[339]STM[147]TGPVHFTVGK
C[339]YAGLSGGAVAFLRSTLC[339]AQPWGR
C[330]EFADQGVYVC[339]DAHDAQSSASVKVQGR
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C[339]TVGLR
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ODP2_HUMAN (P10515) Dihydrolipoyllysine-
residue acetyltransferase component of
pyruvate dehydrogenase complex,
mitochondrial precursor (EC 2.3.1.12)
(Pyruvate dehydrogenase complex E2 subunit)
(PDCEZ2) (E2) (Dihydrolipoamide S-
acetyltransferase component [MASS=65781]

ODPA_HUMAN (P08559) Pyruvate
dehydrogenase E1 component alpha subunit,
somatic form, mitochondrial precursor (EC
1.2.4.1) (PDHE1-A type |) [MASS=43295]

ODPB_HUMAN (P11177) Pyruvate
dehydrogenase E1 component subunit beta,
mitochondrial precursor (EC 1.2.4.1) (PDHE1-
B) [MASS=39219]

ODPX_HUMAN (000330) Pyruvate
dehydrogenase protein X component,
mitochondrial precursor (Dihydrolipoamide
dehydrogenase-binding protein of pyruvate
dehydrogenase complex) (Lipoyl-containing
pyruvate dehydrogenase complex component
X) (E3-binding protein) [MASS=54122]

OMGP_HUMAN (P23515) Oligodendrocyte-
myelin glycoprotein precursor [MASS=49608]

OPA1_HUMAN (060313) Dynamin-like 120
kDa protein, mitochondrial precursor (Optic
atrophy 1 gene protein) [MASS=111657]

OPCM_HUMAN (Q14982) Opioid-binding
protein/cell adhesion molecule precursor
(OBCAM) (Opioid-binding cell adhesion
molecule) (OPCML) [MASS=38007]

0.62

1.00

0.00

0.99

0.93

1.00

0.98

4.89

2.82

7.24

8.18

10.45

6.04

13.62

0.99

1.60

1.05

1.78

1.00

1.22

1.48

0.00

0.02

0.00

0.00

0.00

0.04

0.00
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QGTHITVVSHSR
PVGHC[339]LEAAAVLSK

STVPHAYATADC[339]DLGAVLK
GDPIKILM[147]PSLSPTMEEGNIVK

AHVIGTPC[330]STQISSLK
FTFIPDQSFDQLFQLQEITLYNNRWSC[330]DHK

TQEQCI[339]VHNETKNELEK
TALNHC[339]NLC[339]R
TQEQCI[339]VHNETKNELEK

LDAFIEALHQEK
EFDLTKEEDLAALRHEIELR
TQEQCI[330]VHNETKNELEK

DQSGEYECI[339]SALNDVAAPDVRK
GRMSTLTFFNVSEKDYGNYTC[339]VATNK



OR2G3_HUMAN (Q8NGZ4) Olfactory receptor
2G3 (Olfactory receptor OR1-33)
[MASS=34506]

OR4N4_HUMAN (Q8NO0Y3) Olfactory receptor
4N4 [MASS=35822]

OR6A2_HUMAN (095222) Olfactory receptor
6A2 (Olfactory receptor 11-55) (OR11-55) (hP2
olfactory receptor) [MASS=36154]

ORAV1_HUMAN (Q8WV07) Oral cancer
overexpressed protein 1 (Tumor amplified and
overexpressed sequence 1) [MASS=15354]

ORCT2_HUMAN (Q96BI1) Organic cation
transporter-like protein 2 (Imprinted multi-
membrane spanning polyspecific transporter-
related protein 1) (Efflux transporter-like
protein) (Tumor-suppressing subchromosomal
transferable fragment candidate gene 5 prote
[MASS=43123]

ORNT1_HUMAN (Q9Y619) Mitochondrial
ornithine transporter 1 (Solute carrier family 25
member 15) [MASS=32736]

OSBP1_HUMAN (P22059) Oxysterol-binding
protein 1 [MASS=89420]

OTOF_HUMAN (Q9HC10) Otoferlin (Fer-1-like
protein 2) [MASS=226735]

OVOL2_HUMAN (Q9BRPO) Transcription
factor Ovo-like 2 (hOvo2) (Zinc finger protein
339) [MASS=30438]

0.00 550
0.00 5.38
0.00 5.20
* 24.82
0.00 7.35
* 4.65
* 7.81
0.00 6.06
0.00 3.64

0.21

1.08

0.82

0.80

0.93

2.55

0.00

0.00

0.00

0.00

0.00

0.00

2 WNWNW WWwN

N

YIAVC[330]JKPLHYVVIM[147]NPR
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SSVILLTYVLAATELTC[330]LFMQFSIVPYLSR
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EKQDWSSCI[330]PDIF
M[147]AATELRGVVGPGPAAIAALGGGGAGPPVVGGGGGR
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P2RY5_HUMAN (P43657) P2Y purinoceptor 5
(P2Y5) (Purinergic receptor 5) (RB intron
encoded G-protein coupled receptor)
[MASS=39391]

0.00

PA2G6_HUMAN (060733) 85 kDa calcium-
independent phospholipase A2 (EC 3.1.1.4) .
(iPLA2) (Cal-PLA2) (Group VI phospholipase

A2) (GVI PLA2) [MASS=89902]

PACN1_HUMAN (Q9BY11) Protein kinase C
and casein kinase substrate in neurons protein  1.00
1 [MASS=50965]

PADI3_HUMAN (Q9ULWS8) Protein-arginine
deiminase type-3 (EC 3.5.3.15) (Protein-
arginine deiminase type lll) (Peptidylarginine
deiminase Ill) [MASS=74743]

0.00

PANK3_HUMAN (Q9H999) Pantothenate
kinase 3 (EC 2.7.1.33) (Pantothenic acid kinase 0.00
3) (hPanK3) [MASS=41094]

PANK4_HUMAN (Q9NVE?7) Pantothenate
kinase 4 (EC 2.7.1.33) (Pantothenic acid kinase 0.00
4) (hPanK4) [MASS=85990]

PAPS1_HUMAN (043252) Bifunctional 3'-
phosphoadenosine 5'-phosphosulfate

synthetase 1 (PAPS synthetase 1) (PAPSS 1)
(Sulfurylase kinase 1) (SK1) (SK 1) [Includes: *
Sulfate adenylyltransferase (EC 2.7.7.4)

(Sulfate adenylate transferase) (SAT) (ATP-

sulfuryl [MASS=70833]

PARK7_HUMAN (Q99497) Protein DJ-1

(Oncogene DJ1) [MASS=19891] 1.00

PARP2_HUMAN (Q9UGNS5) Poly [ADP-ribose]
polymerase 2 (EC 2.4.2.30) (PARP-2) (NAD(+)
ADP-ribosyltransferase 2) (Poly[ADP-ribose] 0.00
synthetase 2) (PADPRT-2) (hPARP-2)

[MASS=66205]

7.56

3.23

12.39

1.66

14.05

2.46

4.81

26.98

6.17

0.61

0.49

0.47

1.02

0.66

0.52

0.00

0.15

0.00

0.00

0.01

0.19

0.00
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SLLHMISNDIGQLAC[339]LHAR

DPAGMPHPETGK
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PAX3_HUMAN (P23760) Paired box protein
Pax-3 (HUP2) [MASS=52967]

PAX7_HUMAN

PAX8_HUMAN (Q06710) Paired box protein
Pax-8 [MASS=48118]

PAXI_HUMAN (P49023) Paxillin
[MASS=64533]

PCCB_HUMAN (P05166) Propionyl-CoA
carboxylase beta chain, mitochondrial
precursor (EC 6.4.1.3) (PCCase subunit beta)
(Propanoyl-CoA:carbon dioxide ligase subunit
beta) [MASS=58205]

PCD18_HUMAN (Q9HCLO) Protocadherin-18
precursor [MASS=125307]

PCD19_HUMAN (Q8TAB3) Protocadherin-19
precursor [MASS=126252]

PCDA1_HUMAN (Q9Y5I3) Protocadherin alpha

1 precursor (PCDH-alpha1) [MASS=102951]

PCDLK_HUMAN (Q9BYE9) Protocadherin LKC

precursor (PC-LKC) [MASS=141574]

PCLO_HUMAN (Q9Y6V0) Protein piccolo
(Aczonin) [MASS=566653]

PCNT_HUMAN (095613) Pericentrin
(Pericentrin B) (Kendrin) [MASS=378079]

0.00
0.00
0.00

0.00

0.00

0.00

0.00

*

0.00

0.00

3.13
4.62
4.00

5.75

297

0.44

0.96

2.21

1.07

3.49

1.62

3.01
0.99

2.37

1.35

5.31

0.54

0.89

0.00
0.00

0.00

0.00

0.00

0.00

0.00

N w NN

w w

N

2 W WMNN-=2WWwW

NN WN

QLRVSHGC[330]VSKILC[339]R
QLRVSHGC[339]VSKILC[339]R

ASC[339]LFMESYKVVSGWGM[147]SISQMEK
QRIVDLAHQGVRPC[339]DISR

AYCI[339]RKDYFDMFAPK
C[339]WAAGWPRDGGR
AGPLTKEK

VASGC[330]LDINSSVKGAR

SYNC[339]R

EEC[339]RILGHSDR

SYEIQVKAVDKGSPPMSNHC[339]K

DM[147]GSAGMVVYSIEK

RSDIRGSNGPTINATTC[330]FETTSVM[147]GEIK
GSHVHSGPTSAGSSSVPSPGQPGSPSVSKKK
GQYDDMGENMTDDPRSFKK

TKALQTYK

LKTAPVTTTSAVSK
PPSQQPGSTKPPPQQPGPAKPSPQQPGSTK
ERAYLQGVAEDRDYMSDSEVSSTR
TLIGEAC[330]IWLDKVDLRK

AIPRPASDSK

KTALHEK
VAELQTKHAADLGALETR
TQEAC[330]VHQDTQAHHALLQK
C[339]LEDLEFKFK

N

N = — 2 a a a a

= A A A



PCSK6_HUMAN (P29122) Proprotein
convertase subtilisin/kexin type 6 precursor (EC
3.4.21.-) (Paired basic amino acid cleaving

enzyme 4) (Subtilisin/kexin-like protease 0.00
PACE4) (Subtilisin-like proprotein convertase

4) (SPC4) [MASS=106420]

PCYOX_HUMAN (Q9UHG3) Prenylcysteine

oxidase precursor (EC 1.8.3.5) (PCL1) 0.00

[MASS=56611]

PDCD8_HUMAN (095831) Programmed cell
death protein 8, mitochondrial precursor (EC 1.-
.-.-) (Apoptosis-inducing factor) [MASS=66900]

*

PDIA3_HUMAN (P30101) Protein disulfide-
isomerase A3 precursor (EC 5.3.4.1) (Disulfide
isomerase ER-60) (ERp60) (58 kDa *
microsomal protein) (p58) (ERp57) (58 kDa
glucose-regulated protein) [MASS=56782]

PDZK3_HUMAN (015018) PDZ domain-

containing protein 3 (PDZ domain-containing N
protein 2) (Activated in prostate cancer protein)
[MASS=301609]

PDZK6_HUMAN (Q9ULD6) PDZ domain-

containing protein 6 [MASS=105647] 0.00

PEA15_HUMAN (Q15121) Astrocytic
phosphoprotein PEA-15 (Phosphoprotein 0.32
enriched in diabetes) (PED) [MASS=15040]

PECI_HUMAN (O75521) Peroxisomal 3,2-trans-
enoyl-CoA isomerase (EC 5.3.3.8) (Dodecenoyl
CoA isomerase) (Delta(3),delta(2)-enoyl-CoA
isomerase) (D3,D2-enoyl-CoA isomerase) (DBI-  *
related protein 1) (DRS-1) (Hepatocellular
carcinoma-associated antigen 88) (NY
[MASS=39609]

PEX19_HUMAN (P40855) Peroxisomal

biogenesis factor 19 (Peroxin-19) (Peroxisomal .
farnesylated protein) (33 kDa housekeeping

protein) [MASS=32806]

6.19

3.96

3.10

5.94

2.64

244

8.46

8.08

11.04

1.47

0.88

1.60

0.00

0.00

0.00

N

w

PPPRAAAATDTAAGAGGAGGAGGAGGPGFR
NC[339]LKC[330]HPSC[330]KK
GSC[339]IPDC[339]EPGTYFDSELIR

C[339]PSIILHDR
FLNEMIAPVMR

LPGNLFQRWHVPLELQM[147]TR

TFSHELSDFGLESTAGEIPVVAIRTAKGEK

MESNLSRGDQILEVNSVNVR
AM[147]PGTDEPQDVC[339]GAEESKGNLESPK
LQELRALSMPDLDKLC[339]SEDYSAGPSAVLFK
TGKQGDGERLVVHGLLPGGSAM[147]K

SAC[339]KEDIPSEK

PLIAVVNGPAVGISVTLLGLFDAVYASDR

M[147]AAAEEGC[339]SVGAEADRELEELLESALDDFDKAK



PF4V_HUMAN (P10720) Platelet factor 4
variant precursor (PF4var1) (PF4alt)
(CXCL4L1) [Contains: Platelet factor 4
variant(4-74); Platelet factor 4 variant(5-74);
Platelet factor 4 variant(6-74)] [MASS=11553]

PGBM_HUMAN (P98160) Basement
membrane-specific heparan sulfate
proteoglycan core protein precursor (HSPG)
(Perlecan) (PLC) [MASS=468822]

PGCB_HUMAN (Q96GW?7) Brevican core
protein precursor (Brain-enriched hyaluronan-
binding protein) (Protein BEHAB)
[MASS=99117]

PGK1_HUMAN (P00558) Phosphoglycerate
kinase 1 (EC 2.7.2.3) (Primer recognition
protein 2) (PRP 2) [MASS=44483]

PGM2L_HUMAN (Q6PCE3)
Phosphoglucomutase-2-like 1 (EC 5.4.2.2)
(PMMLP) [MASS=70455]

PGTB_HUMAN (P53611) Geranylgeranyl
transferase type-2 subunit beta (EC 2.5.1.60)
(Geranylgeranyl transferase type Il subunit
beta) (Rab geranylgeranyltransferase subunit
beta) (Rab geranyl-geranyltransferase subunit
beta) (Rab GG transferase beta) (Rab G
[MASS=36924]

PHAR3_HUMAN (Q96KR7) Phosphatase and
actin regulator 3 (Scapinin) (Scaffold-
associated PP 1-inhibiting protein)
[MASS=62552]

PHLD1_HUMAN (P80108) Phosphatidylinositol-

glycan-specific phospholipase D 1 precursor
(EC 3.1.4.50) (PI-G PLD) (Glycoprotein
phospholipase D) (Glycosyl-
phosphatidylinositol-specific phospholipase D)
[MASS=92374]

0.00

0.00

1.00

0.88

0.00

14.42 *
1.82 0.70
1.76 *
19.47 1.08
3.70 053
13.29 *
1.61  0.52
2.98 *

0.00

0.29

0.28

0.00

w NN N W

N WNN

AEAEEDGDLQC[330]LC[330]VK

GQTVTFTC[330]VAIGVPTPIINWR
AVTLEC[330]VSAGEPR
C[330]JAPGYYGNPSQGQPC[330]QR
ATFSSVPLVASISAVSLEVAQPGPSNRPR

HFSTRRSWEEAETQC[339]R

VLNNM[147]EIGTSLFDEEGAK
AC[339]ANPAAGSVILLENLR
FDENAKTGQATVASGIPAGWM[147]GLDC[339]GPESSK
DVLFLKDC[330]VGPEVEK

YYAEMC[330]JASPDQSDTALLEEELKK

PGDMVDPFHTLFGIAGLSLLGEEQIK
AIEFVLSC[339]M[147]NFDGGFGC[339]R

TC[339]NPDGGPR

C[339]KSWITPC[330]PEEKAQYVLISPEASSR

_ A A a

_ A A



PHLPP_HUMAN (060346) PH domain leucine-
rich repeat-containing protein phosphatase (EC
3.1.3.16) (PH domain leucine-rich repeat
protein phosphatase) (Pleckstrin homology
domain-containing family E protein 1)
(Suprachiasmatic nucleus circadian oscillatory
[MASS=184671]

PHLP_HUMAN (Q13371) Phosducin-like
protein (PHLP) [MASS=34281]

PI3R4_HUMAN (Q99570) Phosphoinositide 3-
kinase regulatory subunit 4 (EC 2.7.11.1) (PI3-
kinase regulatory subunit 4) (P13-kinase p150
subunit) (Phosphoinositide 3-kinase adaptor
protein) [MASS=152971]

PI152B_HUMAN (P78356) Phosphatidylinositol-
4-phosphate 5-kinase type-2 beta (EC 2.7.1.68)
(Phosphatidylinositol-4-phosphate 5-kinase
type Il beta) (1-phosphatidylinositol-4-
phosphate 5-kinase 2-beta) (PtdIns(4)P-5-
kinase isoform 2-beta) (PIP5KII-beta) (Di
[MASS=47378]

PIGT_HUMAN (Q969N2) GPI transamidase
component PIG-T precursor
(Phosphatidylinositol-glycan biosynthesis, class
T protein) [MASS=65699]

PITM2_HUMAN (Q9BZ72) Membrane-
associated phosphatidylinositol transfer protein
2 (Phosphatidylinositol transfer protein,
membrane-associated 2) (Pyk2 N-terminal
domain-interacting receptor 3) (NIR-3)
[MASS=148932]

PK3CG_HUMAN (P48736) Phosphatidylinositol

4,5-bisphosphate 3-kinase catalytic subunit
gamma isoform (EC 2.7.1.153) (PI3-kinase
p110 subunit gamma) (PtdIns-3-kinase subunit
p110) (PI3K) (PI3Kgamma) (p120-PI3K)
[MASS=126453]

0.00

0.00

0.00

0.00

3.26

8.64

1.84

2.88

4.50

3.34

1.81

0.88

1.12

0.47

0.00

0.00

0.00

w

ISSVDLSC[330]C[339]SLEHLPANLFYSQDLTHLNLK
ASPAPSDSSPGEPFVGGPVSSPRAPR

C[330]JAPASSSVPAEAELAGEGISVNTGPK

LNSAQNCI[330]LPFQKASEK
ELVTQM[147]IHR

FKFKEYC[330]PMVFR

LFHTSYHSQAVHIRPVC[339]R
RLANLIRR

KQVFPIMC[330]AYK
NQLTIDFIDIVKDPVPHNEYK
APDALSHTPSVRR

GQWYEIYDKYQVVQTLDC[339]LR



PKDRE_HUMAN (Q9NTG1) Polycystic kidney
disease and receptor for egg jelly-related .

protein precursor (PKD and REJ homolog) 129
[MASS=255447]

PKHA5_HUMAN (Q9HAUO) Pleckstrin

homology domain-containing family A member . 095 . .

5 (Phosphoinositol 3-phosphate-binding protein
2) (PEPP-2) [MASS=127463]

PKHD1_HUMAN (Q8TCZ9) Polycystic kidney
and hepatic disease 1 precursor (Fibrocystin) 0.00 2.87 0.71 0.00
(Polyductin) (Tigmin) [MASS=446699]

PKP1_HUMAN (Q13835) Plakophilin-1 (Band-6
protein) (B6P) [MASS=82860]

PLCB2_HUMAN (Q00722) 1-
phosphatidylinositol-4,5-bisphosphate
phosphodiesterase beta 2 (EC 3.1.4.11) .
(Phosphoinositide phospholipase C)

(Phospholipase C-beta-2) (PLC-beta-2)
[MASS=133679]

0.00 147 11.83 0.00

1.35 * *

PLCB_HUMAN (015120) 1-acyl-sn-glycerol-3-
phosphate acyltransferase beta (EC 2.3.1.51)
(1-AGP acyltransferase 2) (1-AGPAT 2)
(Lysophosphatidic acid acyltransferase-beta)
(LPAAT-beta) (1-acylglycerol-3-phosphate O-
acyltransferase 2) [MASS=30914]

0.00 2446 043 0.00

PLEC1_HUMAN (Q15149) Plectin-1 (PLTN)
(PCN) (Hemidesmosomal protein 1) (HD1) 0.00 3.63 0.68 0.00
[MASS=531733]

10

WNNWNW NDNNWWNW

N

w

NNNMNNMNNWWNDNDW

VM[147]LQAVNSSSHRAVESSVSC[330]QINAC[339]VIQR

AQIMARYPEGYRTLPR
TNSMQQLEQWIK
KTENISYEM[147]LFEPEPNGVNSVEMMDK
TENISYEM[147]LFEPEPNGVNSVEM[147]M[147]DKERNK
TYYFC[330]TDTGKEM[147]ELWM[147]K
YAFKAAHPNMR

VNQVKDINLHGNVVAGSER
TPKRWELM[147]VSNTTFVNFDLINC[339]VAIR
NGTLSLHGSLPEVIVTC[330]LR
DSC[330]TFKFSK
MKVMLGKVNQC[339]PHQLMNGVSR
RWELMVSNTTFVNFDLINC[339]VAIR

C[339]PVRPPSC[339]ASK

REINNSHIQEVVQVIK

MELWPC[330]LAAALLLLLLLVQLSR
QRSSTAM[147]TVMADLGER
RLQEARPC[339]VIVSNHQSILDMM[147]GLM[147]EVLPER

C[330]VEDPETGLC[330]LLPLTDKAAKGGELVYTDSEAR
WQLKANEALR

LLAAGKVPQR

ERMINIEINEK
PGTAFELLEAQAATGYVIDPIKGLKLTVEEAVR
LRAETEQGEQQR

INLAQKAFC[330]GFEDPR

HGERDVEVER

LISLFQAM[147]KKGLILK

PDQLTGLSLLPLSEKAARAR

_a A A

= A A A A a

A A A A A A a A A



PLMN_HUMAN (P00747) Plasminogen
precursor (EC 3.4.21.7) [Contains: Plasmin
heavy chain A; Activation peptide; Angiostatin;
Plasmin heavy chain A, short form; Plasmin
light chain B] [MASS=90569]

PLOD3_HUMAN (060568) Procollagen-
lysine,2-oxoglutarate 5-dioxygenase 3
precursor (EC 1.14.11.4) (Lysyl hydroxylase 3)
(LH3) [MASS=84785]

PLP2_HUMAN (Q04941) Proteolipid protein 2
(Intestinal membrane A4 protein)
(Differentiation-dependent protein A4)
(Proteolipid protein 2) [MASS=16691]

PLSB_HUMAN (Q9HCL2) Glycerol-3-
phosphate acyltransferase, mitochondrial
precursor (EC 2.3.1.15) (GPAT) [MASS=93794]

PLXA1_HUMAN (Q9UIW2) Plexin-A1
precursor (Semaphorin receptor NOV)
[MASS=211086]

PLXA4_HUMAN (Q9HCM2) Plexin-A4
precursor [MASS=212454]

PLXB3_HUMAN (Q9ULL4) Plexin-B3 precursor
[MASS=206846]

PLXD1_HUMAN (Q9Y4D7) Plexin-D1
precursor [MASS=212094]

PMS2_HUMAN (P54278) PMS1 protein
homolog 2 (DNA mismatch repair protein
PMS2) [MASS=95797]

PO4F1_HUMAN (Q01851) POU domain, class
4, transcription factor 1 (Brain-specific
homeobox/POU domain protein 3A) (Brn-3A)
(Oct-T1) (Homeobox/POU domain protein RDC-
1) [MASS=42939]

0.00

0.00

0.00

0.00

0.00

0.00

0.00

0.00

5.56

3.79

16.45

2.90

1.79

5.07

272

4.47

2.55

6.15

0.86

0.23

0.70

0.74

0.90

0.97

1.71

0.00

0.00

0.00

0.00

0.00

0.00

0.00

WNNW WW WWNDND DN w

w

AFQYHSKEQQC[330]VIM[147]JAENR
ISKTM[147]SGLEC[339]QAWDSQSPHAHGYIPSK

LQLNYLGNYVPNGWTPEGGC[330]GFC[330]NQDRR

IVAGVLGLIATC[330]LFGYDAYVTFPVR

RILQEM[147]VATVSPAM[147]IRLTGWVLLK

IRKILVDLSNPGGR

C[330]LTPPGQSPGSAPIIININR

TLVLSC[330]VSPDNANSPEVPVK
AMPWNWTC[330]LLSHLLM[147]VGM[147]GSSTLLTR
GEPAEGFNHLVVDERTGHIYLGAVNRIYK
MHM[147INEFNTMSALSEIFSYVGK

GLAGKLSAGVPPLAIRQLAGSQPFSSEGLGR
C[339]HWC[339]PQSSHCI[339]VYGEHC[330]PEGER

AAAASPPPFQTPPRC[339]PVPLLLLLLLGAAR
ELLVDLIDASAAKNPKLM[147]LR
PQIMAALEANPTARRTQLQHK
YQNEFNTNVAM[147]AEIYK

PSRVKQM[147]FASR
LVNEVYHMYNR

M[147INKPELFNGGEK
IPGVGSLSQSTIC[339]R



PO5F1_HUMAN (Q01860) POU domain, class
5, transcription factor 1 (Octamer-binding
transcription factor 3) (Oct-3) (Oct-4)
[MASS=38570]

POK10_HUMAN (P10266) HERV-K_5q33.3
provirus ancestral Pol protein (HERV-K10 Pol
protein) (HERV-K107 Pol protein) [Includes:
Reverse transcriptase (RT) (EC 2.7.7.49);
Ribonuclease H (EC 3.1.26.4) (RNase H);
Integrase (IN)] [MASS=114826]

POPD1_HUMAN (Q8NE79) Blood vessel
epicardial substance (hBVES) (Popeye domain-
containing protein 1) (Popeye protein 1)
[MASS=41451]

PP1A_HUMAN (P62136) Serine/threonine-
protein phosphatase PP1-alpha catalytic
subunit (EC 3.1.3.16) (PP-1A) [MASS=37512]

PP1B_HUMAN

PP2AA_HUMAN (P67775) Serine/threonine-
protein phosphatase 2A catalytic subunit alpha
isoform (EC 3.1.3.16) (PP2A-alpha)
(Replication protein C) (RP-C) [MASS=35594]

PP2BA_HUMAN (Q08209) Serine/threonine-
protein phosphatase 2B catalytic subunit alpha
isoform (EC 3.1.3.16) (Calmodulin-dependent
calcineurin A subunit alpha isoform) (CAM-PRP
catalytic subunit) [MASS=58687]

PPARB_HUMAN (Q03181) Peroxisome
proliferator-activated receptor delta (PPAR-
delta) (PPAR-beta) (Nuclear hormone receptor
1) (NUC1) (NUCI) [MASS=49903]

PPB1_HUMAN (P05187) Alkaline
phosphatase, placental type precursor (EC
3.1.3.1) (PLAP-1) (Regan isozyme)
[MASS=57953]

PPBN_HUMAN

0.32

0.00

*

0.96

0.96

1.00

0.00

0.00

5.00

2.76

3.61

3.03

7.67

12.94

5.76

14.74

8.04

4.89

8.03

0.91

0.59

0.27

0.00

0.00

0.00

0.28

0.00

N

w

VFSQTTIC[339]RFEALQLSFK

KHLLSC[339]FAVM[147]GVPEK
ERVIKTPYQSAQR

PVKIEKELSGM[147]YR

GNHEC[339]ASINR

FNIKLWKTFTDCI[339]FNC[330]LPIAAIVDEK

IGGKSPDTNYLFM[147]GDYVDR
C[330]PVTVC[330]GDVHGQFHDLMELFR
C[330]PVTVC[330]GDVHGQFHDLMELFR

GLTPTGM[147]LPSGVLSGGK
VDILKAHLM[147]KEGR

SSSPPSLLDQLQMGC[339]DGASC[339]GSLNM[147]EC[339]R
M[147]EQPQEEAPEVREEEEK
C[339]QYC[330]RFQKC[330]LALGM[147]SHNAIR

QEGCI[330]QDIATQLISNMDIDVILGGGR
DGARPDVTESESGSPEYR

YMFPMGTPDPEYPDDYSQGGTRLDGK



PPCKC_HUMAN (P35558)
Phosphoenolpyruvate carboxykinase, cytosolic
[GTP] (EC 4.1.1.32) (Phosphoenolpyruvate
carboxylase) (PEPCK-C) [MASS=69194]

PPCT_HUMAN (Q9UKL6) Phosphatidylcholine
transfer protein (PC-TP) (StAR-related lipid
transfer protein 2) (StARD2) (START domain-
containing protein 2) [MASS=24843]

PPIA_HUMAN (P62937) Peptidyl-prolyl cis-
trans isomerase A (EC 5.2.1.8) (PPlase A)
(Rotamase A) (Cyclophilin A) (Cyclosporin A-
binding protein) [MASS=17881]

PPID_HUMAN (Q08752) 40 kDa peptidyl-prolyl
cis-trans isomerase (EC 5.2.1.8) (PPlase)
(Rotamase) (Cyclophilin-40) (CYP-40)
(Cyclophilin-related protein) [MASS=40632]

PPIH_HUMAN (043447) Peptidyl-prolyl cis-
trans isomerase H (EC 5.2.1.8) (PPlase H)
(Rotamase H) (U-snRNP-associated cyclophilin
SnuCyp-20) (USA-CYP) (Small nuclear
ribonucleoprotein particle-specific cyclophilin H)
(CypH) [MASS=19208]

PPIP1_HUMAN (0O43586) Proline-serine-
threonine phosphatase-interacting protein 1

(PEST phosphatase-interacting protein 1) (CD2-

binding protein 1) (H-PIP) [MASS=47591]

PPT1_HUMAN (P50897) Palmitoyl-protein
thioesterase 1 precursor (EC 3.1.2.22)
(Palmitoyl-protein hydrolase 1) [MASS=34193]

PRA10_HUMAN (060809) PRAME family
member 10 (Fragment) [MASS=53385]
PRA12_HUMAN (095522) PRAME family
member DJ1198H6.2 [MASS=54663]
PRAM4_HUMAN (060810) PRAME family
member 4 [MASS=55466]

0.00

0.00

0.00

0.00

0.00

0.99

0.00

0.00

4.66

11.21

16.46

9.21

38.98

4.81

4.25

6.10

4.76

5.86

0.90

0.73

0.78

0.86

0.49

0.00

0.00

0.00

0.00

0.00

0.00

0.00

0.00

w

EVEDIEKYLEDQVNADLPCI[330]EIEREILALK

VFGVLEDC[330]SPTLLADIYMDSDYRK

HTGPGILSM[147]JANAGPNTNGSQFFIC[339]TAK

IVLELFADIVPKTAENFRALC[339]TGEK
GC[330]PFHRIIK

HVVFGKIIDGLLVM[147]RK
LRHSAPGLLSMANSGPSTNGC[339]QFFITC[330]SK
IENVPTGPNNKPKLPVVISQC[330]GEM

EVTPLTSSPGIQPSC[339]GMIKR

C[339]PGESSHIC[339]DFIR

ISNIKEHLEHLLR
DM[147]EC[330]LSQYPSLSQLK

TAGNC[330]PRPGGQQPLM[147]VILDLC[330]FK

DQALAM[147]STLEELPTELFPPLFM[147]EAFSRR



PRC1_HUMAN (043663) Protein regulator of
cytokinesis 1 [MASS=71664]

PRD13_HUMAN (Q9H4Q3) PR domain zinc
finger protein 13 (PR domain-containing protein
13) [MASS=75059]

PRD15_HUMAN (P57071) PR domain zinc
finger protein 15 (PR domain-containing protein
15) (Zinc finger protein 298) [MASS=169203]

PRDM1_HUMAN (075626) PR domain zinc
finger protein 1 (PR domain-containing protein
1) (Beta-interferon gene positive-regulatory
domain I-binding factor) (BLIMP-1) (Positive
regulatory domain I-binding factor 1) (PRDI-
binding factor 1) (PRDI-BF 1) [MASS=87991]

PRDX3_HUMAN (P30048) Thioredoxin-
dependent peroxide reductase, mitochondrial
precursor (EC 1.11.1.15) (Peroxiredoxin-3)
(PRX Ill) (Antioxidant protein 1) (AOP-1)
(Protein MER5 homolog) (HBC189)
[MASS=27692]

PRI2_HUMAN (P49643) DNA primase large
subunit (EC 2.7.7.-) (DNA primase 58 kDa
subunit) (p58) [MASS=58806]

PRND_HUMAN (Q9UKYO0) Prion-like protein
doppel precursor (PrPLP) (Prion protein 2)
[MASS=20293]

PRP31_HUMAN (Q8WWY3) U4/U6 small
nuclear ribonucleoprotein Prp31 (Pre-mRNA-
processing factor 31) (U4/U6 snRNP 61 kDa
protein) (hPrp31) (Protein 61K) (Serologically
defined breast cancer antigen NY-BR-99)
[MASS=55456]

PRP4B_HUMAN (Q13523) Serine/threonine-
protein kinase PRP4 homolog (EC 2.7.11.1)
(PRP4 pre-mRNA-processing factor 4
homolog) (PRP4 kinase) [MASS=116972]
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PSB5_HUMAN (P28074) Proteasome subunit
beta type 5 precursor (EC 3.4.25.1)
(Proteasome epsilon chain) (Macropain epsilon
chain) (Multicatalytic endopeptidase complex
epsilon chain) (Proteasome subunit X)
(Proteasome chain 6) (Proteasome subunit
MB1) [MASS=22897]

PSD12_HUMAN (000232) 26S proteasome
non-ATPase regulatory subunit 12 (26S
proteasome regulatory subunit p55)
[MASS=52773]

PTC1_HUMAN (Q13635) Protein patched
homolog 1 (PTC1) (PTC) [MASS=160560]

PTN14_HUMAN (Q15678) Tyrosine-protein
phosphatase non-receptor type 14 (EC
3.1.3.48) (Protein-tyrosine phosphatase pez)
[MASS=135238]

PTN6_HUMAN (P29350) Tyrosine-protein
phosphatase non-receptor type 6 (EC 3.1.3.48)
(Protein-tyrosine phosphatase 1C) (PTP-1C)
(Hematopoietic cell protein-tyrosine
phosphatase) (SH-PTP1) (Protein-tyrosine
phosphatase SHP-1) [MASS=67561]

PTPR2_HUMAN (Q92932) Receptor-type
tyrosine-protein phosphatase N2 precursor (EC
3.1.3.48) (R-PTP-N2) (Islet cell autoantigen-
related protein) (ICAAR) (IAR) (Phogrin)
[MASS=111281]

PTPRK_HUMAN (Q15262) Receptor-type
tyrosine-protein phosphatase kappa precursor
(EC 3.1.3.48) (Protein-tyrosine phosphatase
kappa) (R-PTP-kappa) [MASS=162087]

PTPRM_HUMAN (P28827) Receptor-type
tyrosine-protein phosphatase mu precursor (EC
3.1.3.48) (Protein-tyrosine phosphatase mu) (R-
PTP-mu) [MASS=163632]
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PTPRT_HUMAN (014522) Receptor-type
tyrosine-protein phosphatase T precursor (EC
3.1.3.48) (R-PTP-T) (RPTP-rho)
[MASS=164371]

PTPRZ_HUMAN (P23471) Receptor-type
tyrosine-protein phosphatase zeta precursor
(EC 3.1.3.48) (R-PTP-zeta) [MASS=254528]

PUR4_HUMAN (015067)
Phosphoribosylformylglycinamidine synthase
(EC 6.3.5.3) (FGAM synthase) (FGAMS)
(Formylglycinamide ribotide amidotransferase)
(FGARAT) (Formylglycinamide ribotide
synthetase) [MASS=144663]

PURA_HUMAN (Q00577) Transcriptional
activator protein Pur-alpha (Purine-rich single-
stranded DNA-binding protein alpha)
[MASS=34911]

PYGB_HUMAN (P11216) Glycogen
phosphorylase, brain form (EC 2.4.1.1)
[MASS=96564]

PYGM_HUMAN (P11217) Glycogen
phosphorylase, muscle form (EC 2.4.1.1)
(Myophosphorylase) [MASS=96960]

PYR1_HUMAN (P27708) CAD protein
[Includes: Glutamine-dependent carbamoyl-
phosphate synthase (EC 6.3.5.5); Aspartate
carbamoyltransferase (EC 2.1.3.2);
Dihydroorotase (EC 3.5.2.3)] [MASS=242982]

PZRN4_HUMAN (Q6ZMN7) PDZ domain-
containing RING finger protein 4 (Ligand of
Numb-protein X 4) (SEMACAP3-like protein)
[MASS=117072]

R4RL2_HUMAN (Q86UN3) Reticulon-4
receptor-like 2 precursor (Nogo-66 receptor
homolog 1) (Nogo-66 receptor-related protein
2) (NgR2) (Nogo receptor-like 3)
[MASS=46105]
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RAB38_HUMAN (P57729) Ras-related protein
Rab-38 (Antigen NY-MEL-1) [MASS=23712]

RABE2_HUMAN (Q9H5N1) Rab GTPase-
binding effector protein 2 (Rabaptin-5beta)
[MASS=63542]

RAC1_HUMAN (P63000) Ras-related C3
botulinum toxin substrate 1 precursor (p21-
Rac1) (Ras-like protein TC25) [MASS=21450]

RAG1_HUMAN (P15918) V(D)J recombination-
activating protein 1 (RAG-1) (RING finger
protein 74) [MASS=119115]

RAI14_HUMAN (Q9POK7) Ankycorbin (Ankyrin
repeat and coiled-coil structure-containing
protein) (Retinoic acid-induced protein 14)
(Novel retinal pigment epithelial cell protein)
[MASS=110041]

RAIM_HUMAN (Q725J4) Retinoic acid-induced
protein 1 [MASS=203351]

RAP2C_HUMAN (Q9Y3L5) Ras-related protein
Rap-2c precursor [MASS=20745]

RASF4_HUMAN (Q9H2L5) Ras association
domain-containing protein 4 [MASS=36748]

RBBP8_HUMAN (Q99708) Retinoblastoma-
binding protein 8 (RBBP-8) (CtBP-interacting
protein) (CtIP) (Retinoblastoma-interacting
protein and myosin-like) (RIM) [MASS=101967]

RBM4B_HUMAN (Q9BQ04) RNA-binding
protein 4B (RNA-binding motif protein 4B)
(RNA-binding protein 30) (RNA-binding motif
protein 30) [MASS=40149]

RBP17_HUMAN (Q9H2T7) Ran-binding protein
17 [MASS=124375]
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RBP2_HUMAN (P49792) Ran-binding protein 2
(RanBP2) (Nuclear pore complex protein
Nup358) (Nucleoporin Nup358) (358 kDa
nucleoporin) (P270) [MASS=358197]

RBPSL_HUMAN (Q9UBG?7) Recombining
binding protein suppressor of hairless-like
protein (Transcription factor RBP-L)
[MASS=56594]

RBY1A_HUMAN (Q15414) RNA-binding motif
protein, Y chromosome, family 1 member A1
(RNA-binding motif protein 1) [MASS=55783]

RCBT2_HUMAN (095199) RCC1 and BTB
domain-containing protein 2 (Regulator of
chromosome condensation and BTB domain-
containing protein 2) (Chromosome
condensation 1-like) (CHC1-L) (RCC1-like G
exchanging factor) [MASS=60315]

RCC2_HUMAN (Q9P258) Protein RCC2
(Telophase disk protein of 60 kDa) (RCC1-like
protein TD-60) [MASS=56084]

RECQ1_HUMAN (P46063) ATP-dependent
DNA helicase Q1 (EC 3.6.1.-) (DNA-dependent
ATPase Q1) [MASS=73456]

RECQ5_HUMAN (094762) ATP-dependent
DNA helicase Q5 (EC 3.6.1.-) (RecQ protein-
like 5) (RecQ5) [MASS=108858]

RED2_HUMAN (Q9NS39) Double-stranded
RNA-specific editase B2 (EC 3.5.-.-) (dsRNA
adenosine deaminase B2) (RNA-dependent
adenosine deaminase 3) (RNA-editing
deaminase 2) (RNA-editing enzyme 2)
[MASS=80621]

RENT2_HUMAN (Q9HAUS5) Regulator of
nonsense transcripts 2 (Nonsense mRNA
reducing factor 2) (Up-frameshift suppressor 2
homolog) (hUpf2) [MASS=147809]

*

0.00

0.00

0.00

0.00

0.00

*

0.00

1.46

3.10

9.88

3.99

4.98

7.09

3.23

4.74

4.56

0.54

0.92

1.44

1.60

6.05

0.00

0.00

0.00

0.04

0.00

0.00

NN WW®

w

C[339]IAC[339]QNPGKQNQTTSAVSTPASSETSK
DVQESRELLQSFDSALQSVK

QC[339]ALLDVDEPISQLHK

MSYGGSTC[330]HAYSNTR
SWESYSSC[339]GDFHYC[330]DREHVC[330]R
MSYGGSTC[339]HAYSNTR
RGPSSRSGGPPPK

M[147]LDVGKWPIFSLC[330]SEEELQLIR

DEMVPRLVKLFDFPGR
IEYDC[339]ELVPR

LINGRYKGQSGIIYC[339]FSQK
IAVDEVHC[330]C[330]SQWGHDFRPDYKALGILK

TREAC[339]EQLAIELSC[339]R
ELFKGFARHLSHLLTQK

PLLSGVSDAEAR
GQAAQAALQELFDIQMPGHAPGR

LVATLHPC[339]M[147]SDVAEDLC[339]SMLRGDFR
AAMDFC[339]M[147INMNTKANRK
SPESHLRTSVLLEQMMR

= A A A



RETBP_HUMAN (P02753) Plasma retinol-
binding protein precursor (PRBP) (RBP)
[Contains: Plasma retinol-binding protein(1-
182); Plasma retinol-binding protein(1-181);
Plasma retinol-binding protein(1-179); Plasma
retinol-binding protein(1-176)] [MASS=23010]

RF1M_HUMAN (075570) Peptide chain
release factor 1, mitochondrial precursor (MRF-
1) [MASS=52305]

RGS14_HUMAN (043566) Regulator of G-
protein signaling 14 (RGS14) [MASS=64600]

RGS3_HUMAN (P49796) Regulator of G-
protein signaling 3 (RGS3) (RGP3)
[MASS=132335]

RHOA_HUMAN (P61586) Transforming protein
RhoA precursor (H12) [MASS=21768]

RHOB_HUMAN (P62745) Rho-related GTP-
binding protein RhoB precursor (H6)
[MASS=22123]

RHPN1_HUMAN (Q8TCX5) Rhophilin-1 (GTP-
Rho-binding protein 1) [MASS=76292]

RIMB1_HUMAN (095153) Peripheral-type
benzodiazepine receptor-associated protein 1
(PRAX-1) (Peripheral benzodiazepine receptor-
interacting protein) (PBR-IP) (RIM-binding
protein 1) (RIM-BP1) [MASS=200149]

RINI_HUMAN (P13489) Ribonuclease inhibitor
(Ribonuclease/angiogenin inhibitor 1) (RAI)
(Placental ribonuclease inhibitor) (RNase
inhibitor) (RI) [MASS=49842]

RIOK1_HUMAN (Q9BRS2) Serine/threonine-
protein kinase RIO1 (EC 2.7.11.1) (RIO kinase
1) [MASS=65583]
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RIPK4_HUMAN (P57078) Receptor-interacting
serine/threonine-protein kinase 4 (EC 2.7.11.1)
(Ankyrin repeat domain protein 3) (PKC-delta-
interacting protein kinase) [MASS=91610]

RKHD1_HUMAN (Q86XN8) RING finger and
KH domain-containing protein 1 [MASS=49802]

RL14_HUMAN (P50914) 60S ribosomal protein
L14 (CAG-ISL 7) [MASS=23158]

RL18A_HUMAN (Q02543) 60S ribosomal
protein L18a [MASS=20762]

RL3_HUMAN (P39023) 60S ribosomal protein
L3 (HIV-1 TAR RNA-binding protein B) (TARBP-
B) [MASS=45977]

RL4_HUMAN (P36578) 60S ribosomal protein
L4 (L1) [MASS=47566]

RL7_HUMAN (P18124) 60S ribosomal protein
L7 [MASS=29226]

RLAO_HUMAN (P05388) 60S acidic ribosomal
protein PO (L10E) [MASS=34273]

RM27_HUMAN (Q9POM9) Mitochondrial 39S
ribosomal protein L27 (L27mt) (MRP-L27)
[MASS=16073]

RNF17_HUMAN (Q9BXT8) RING finger protein
17 [MASS=73736]

RNF4_HUMAN (P78317) RING finger protein 4
[MASS=21319]

RP1_HUMAN (P56715) Oxygen-regulated
protein 1 (Retinitis pigmentosa RP1 protein)
(Retinitis pigmentosa 1 protein)
[MASS=240660]

RPC1_HUMAN (014802) DNA-directed RNA
polymerase Il largest subunit (EC 2.7.7.6)
(RPC155) (RPC1) [MASS=155748]
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RPC2_HUMAN (Q9NWO08) DNA-directed RNA

polymerase Il subunit 127.6 kDa polypeptide
(EC 2.7.7.6) (RNA polymerase Il subunit 2)
(RPC2) [MASS=127784]

RPC5_HUMAN (Q9NVUO0) DNA-directed RNA
polymerases Il 80 kDa polypeptide (EC

2.7.7.6) (RNA polymerase Ill subunit 5) (RPC5)

[MASS=79898]

RPTN_HUMAN (QBXPR3) Repetin
[MASS=90730]

RS16_HUMAN (P62249) 40S ribosomal protein

$16 [MASS=16314]

RS2_HUMAN (P15880) 40S ribosomal protein
S2 (S4) (LLRep3 protein) [MASS=31324]

RS3A_HUMAN (P61247) 40S ribosomal
protein S3a [MASS=29814]

RS4X_HUMAN (P62701) 40S ribosomal
protein S4, X isoform (Single copy abundant
mRNA protein) (SCR10) [MASS=29466]

RSF1_HUMAN (Q96T23) Remodeling and
spacing factor 1 (Rsf-1) (Hepatitis B virus X-

associated protein) (HBV pX-associated protein
8) (p325 subunit of RSF chromatin remodelling

complex) [MASS=163004]

RT22_HUMAN (P82650) Mitochondrial 28S
ribosomal protein S22 (S22mt) (MRP-S22)
[MASS=41280]

RTN1_HUMAN (Q16799) Reticulon-1
(Neuroendocrine-specific protein)
[MASS=83617]

RUSC2_HUMAN (Q8N2Y8) RUN and SH3
domain-containing protein 2 [MASS=161194]
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RYR1_HUMAN (P21817) Ryanodine receptor 1
(Skeletal muscle-type ryanodine receptor)
(RyR1) (RYR-1) (Skeletal muscle calcium
release channel) [MASS=565172]

RYR2_HUMAN (Q92736) Ryanodine receptor
2 (Cardiac muscle-type ryanodine receptor)
(RyR2) (RYR-2) (Cardiac muscle ryanodine
receptor-calcium release channel) (hnRYR-2)
[MASS=564495]

RYR3_HUMAN (Q15413) Ryanodine receptor
3 (Brain-type ryanodine receptor) (RyR3) (RYR-
3) (Brain ryanodine receptor-calcium release
channel) [MASS=551928]

S12A2_HUMAN (P55011) Solute carrier family
12 member 2 (Bumetanide-sensitive sodium-
(potassium)-chloride cotransporter 1)
(Basolateral Na-K-Cl symporter)
[MASS=131446]

0.00

0.00

0.00

4.90

3.62

4.64

1.24

1.99

0.92

0.70

0.00

0.00

0.15

11

12

11

WWWNNNMNNWWN W

NNWNWNWNNW-=aN

w

NNWWWN

W NN W

SHNFKREEQNFVVQNEINNMSFLTADNK
VAMM[147]TQPPATPTLPR
VHLGHAIM[147]SFYAALIDLLGRC[330]JAPEMHLIQAGK
VLGSGGHASNKEKEMITSLFC[339]K
WYFEFEAVTTGEM[147]RVGWARPELR
AQWEM[147]PQVKESKR

KQAPPSPPPK

FAVFVNGESVEENANVVVRLLIR

GETGAM[147]VSSTLKLGISILNGGNAEVQQKM[147]LDYLK

VESLAAFAERYVDKLQANQR
C[330]JAPLFAGTEHRAIMVDSM[147]LHTVYRLSR

SILNSLYELLAALIR
GETGPM[147]VAATLK
SFGSQNSNTDIM[147]FYRLSM[147]PIEC[330]AEVFSK
GKVHESIKR

YNILTLMR

WPIKESLKTMLAR
DMVVMLLSM[147]LEGNVVNGTIGK
SSSENAKVTSLDSSSHR
VTQKSFGSQNSNTDIM[147]FYR
EKAQDILKFLQINGYAVSR
LVNHVSSMR

EYKQERTYTR

IDGTMDSPPC[330]LKVTHKTFGTQNSNADMIYC[339]R

RFAYKFLK
SILGM[147]PDTVEDMC[330]PDIPQLEGLMK
M[147]ELFVNFCI[330]EDTIFEM[147]QLASQISESDSADR
NALDFSPVEETKAEAASLVSWLSSIDMK
GSTPLDVAASSVM[147]DNNELALSLEEPDLEK
SLVPTEDLVGIISIPLK

LPTFVNVPKDHPHIEVM[147]RIDGTMDSPPC[339]LK
TSRLGPLKR

APMVLFLDR

NYNLQM[147]STETLK

DAVVTYTAESKGVVK

IR QU G QA QU U P (U (U G A A A A A A a A a A

N =

_a A A



S12A3_HUMAN (P55017) Solute carrier family
12 member 3 (Thiazide-sensitive sodium-
chloride cotransporter) (Na-Cl symporter)
[MASS=113138]

S12A4_HUMAN (Q9UP95) Solute carrier family
12 member 4 (Electroneutral potassium-
chloride cotransporter 1) (Erythroid K-ClI
cotransporter 1) (hRKCC1) [MASS=120649]

S27A1_HUMAN (Q6PCB7) Long-chain fatty
acid transport protein 1 (EC 6.2.1.-) (Fatty acid
transport protein 1) (FATP-1) (Solute carrier
family 27 member 1) [MASS=71108]

S27A4_HUMAN (Q6P1M0) Long-chain fatty
acid transport protein 4 (EC 6.2.1.-) (Fatty acid
transport protein 4) (FATP-4) (Solute carrier
family 27 member 4) [MASS=72064]

S3TC2_HUMAN (Q8TF17) SH3 domain and
tetratricopeptide repeats-containing protein 2
[MASS=144776]

SAM50_HUMAN (Q9Y512) Sorting and
assembly machinery component 50 homolog
[MASS=51962]

SAMD4_HUMAN (Q9UPU9) Sterile alpha motif
domain-containing protein 4 [MASS=58610]

SAP_HUMAN (P07602) Proactivator
polypeptide precursor [Contains: Saposin A
(Protein A); Saposin B-Val; Saposin B
(Sphingolipid activator protein 1) (SAP-1)
(Cerebroside sulfate activator) (CSAct)
(Dispersin) (Sulfatide/GM1 activator); Saposin
C (Co-beta- [MASS=58112]

SATB2_HUMAN (Q9UPWG6) DNA-binding
protein SATB2 (Special AT-rich sequence-
binding protein 2) [MASS=82555]

0.00

*

0.00

0.00

1.00

*

1.00

7.44

5.44

3.41

4.20

4.04

7.89

4.54

7.63

4.37

0.90

1.00

0.76

1.07

2.22

0.00

0.00

0.00

0.05

0.06

NWwWwWwN

w w

N
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NLSLM[147]IC[339]GHVLIGPHKQR
KIKAFYSDVIAEDLR
C[330]PSSLYM[147]JAWLETLSQDLRPPVILIR
C[339]PSSLYMAWLETLSQDLR

RAAEAPSM[147]GTLMGVYLPC[330]LQNIFGVILFLR
GFC[339]QVVVASKVR
MRIFTVAQMDDNSIQM[147]K

YNCI[330]TVVQYIGEIC[330]RYLLKQPVR

M[147]LLGASLVGVLLFSKLVLK
HLPSC[339]PDK

LWALENEDQEVR
KSHMTWAHARLC[330]FLLGR
LTELQISLEGYEKALEFATLAAR

THFFLNAGNLC[330]JNLNYGEGPK
THFFLNAGNLC[339]NLNYGEGPK
KLAEC[339]IR

EKLLRLGIFR

QNLWFANPGGSNSMPSRTHSSVQR

QC[339]DQFVAEYEPVLIEILVEVM[147]DPSFVC[339]LK
GC[339]SFLPDPYQK

PNGAVAKAVGGLMIPVFC[339]VVEQLDGSLEYDNR

= A

= A A A A

N =



SATT_HUMAN (P43007) Neutral amino acid
transporter A (SATT) (Alanine/serine/cysteine/
threonine transporter) (ASCT1) [MASS=55723]

SC11A_HUMAN (Q9UI33) Sodium channel
protein type 11 subunit alpha (Sodium channel
protein type XI subunit alpha) (Voltage-gated
sodium channel subunit alpha Nav1.9)
(Sensory neuron sodium channel 2) (Peripheral
nerve sodium channel 5) (hNaN)
[MASS=204947]

SC5A1_HUMAN (P13866) Sodium/glucose
cotransporter 1 (Na(+)/glucose cotransporter 1)
(High affinity sodium-glucose cotransporter)
[MASS=73498]

SC5A3_HUMAN (P53794) Sodium/myo-inositol

cotransporter (Na(+)/myo-inositol cotransporter)

[MASS=79693]

SC6A5_HUMAN (Q9Y345) Sodium- and
chloride-dependent glycine transporter 2
(GlyT2) (GlyT-2) (Solute carrier family 6

member 5) [MASS=87359]

SCAR3_HUMAN (Q6AZY7) Scavenger
receptor class A member 3 (Cellular stress
response gene protein) [MASS=65136]

SCN8A_HUMAN (Q9UQDO0) Sodium channel
protein type 8 subunit alpha (Sodium channel
protein type VIII subunit alpha) (Voltage-gated
sodium channel subunit alpha Nav1.6)
[MASS=225279]

SCOT2_HUMAN (Q9BYC2) Succinyl-CoA:3-
ketoacid-coenzyme A transferase 2,
mitochondrial precursor (EC 2.8.3.5) (Testis-
specific succinyl CoA:3-oxoacid CoA-
transferase) (SCOT-t) [MASS=56140]

1.00

*

*

0.00

0.00

*

0.00

2.07 042
117 *
3.16 *
6.13 *
1.63 234
512 1.02
0.91 *
1412 0.35

0.08

0.00

0.00

0.00

w

N

C[339]IEENNGVDKR

C[330]IEENNGVDKR

NVAAEIEAKEKMFQEAQQLLK

VGC[330]TNIAYPTLVVELM[147]PNGLR

M[147]RAVLDTADIAIVALYFILVM[147]C[339]IGFFAMWK
AGC[330]SNIAYPRLVM[147]K

AC[339]EAERPGVGSC[339]K

SAGGDGDALC[339]VTEEDLAGDDEDMPTFPC[339]TQK

C[339]C[339]QVNIEEGLGKSWWILR

IRAGGAGVPAFYTPTGYGTLVQEGGAPIR
C[330]VDRITEKAVFDVHR
GGHIQLTM[147]LGAMQVSKYGDLANWM[147]IPGK



SCOT_HUMAN (P55809) Succinyl-CoA:3-
ketoacid-coenzyme A transferase 1,
mitochondrial precursor (EC 2.8.3.5) (Somatic-
type succinyl CoA:3-oxoacid CoA-transferase)
(Scot-S) [MASS=56157]

SCRB1_HUMAN (Q8WTV0) Scavenger
receptor class B member 1 (SRB1) (SR-BI)
(CD36 antigen-like 1) (CD36 and LIMPII
analogous 1) (CLA-1) (Collagen type | receptor,
thrombospondin receptor-like 1) [MASS=60878]

SCYB7_HUMAN (P02775) Platelet basic
protein precursor (PBP) (Small inducible
cytokine B7) (CXCL7) (Leukocyte-derived
growth factor) (LDGF) (Macrophage-derived
growth factor) (MDGF) [Contains: Connective
tissue-activating peptide 11l (CTAP-III) (Low-
affin [MASS=13894]

SELO_HUMAN (Q9BVL4) Selenoprotein O
[MASS=73442]

SEM4G_HUMAN (Q9NTN9) Semaphorin-4G
precursor [MASS=91496]

SEM5B_HUMAN (Q9P283) Semaphorin-5B
precursor [MASS=119866]

SEPT5_HUMAN (Q99719) Septin-5 (Peanut-
like protein 1) (Cell division control-related
protein 1) (CDCrel-1) [MASS=42777]

SEPT7_HUMAN (Q16181) Septin-7 (CDC10
protein homolog) [MASS=50680]

SERA_HUMAN (043175) D-3-
phosphoglycerate dehydrogenase (EC
1.1.1.95) (3-PGDH) [MASS=56519]

SETBP_HUMAN (Q9Y6X0) SET-binding
protein (SEB) [MASS=169631]

1.00

0.00

0.00

0.00

0.61

1.00

12.31

5.62

17.97

1.20

4.53

0.73

2.98

11.44

3.95

2.98

1.42

1.67

0.72

0.79

0.04

0.00

0.00

0.00

0.00

0.07

NWN =

N NN NN
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w

DIPDGATVLVGGFGLC[339]GIPENLIDALLK

GEKYEK
DIPDGATVLVGGFGLC[330]GIPENLIDALLK
ETVTILPGASFFSSDESFAM[147]IR
DIPDGATVLVGGFGLC[339]GIPENLIDALLK

NFNLPM[147]C[339]K

ARWAAGALGVAGLLC[339]JAVLGAVMIVMVPSLIK

C[339]M[147]C[339]IKTTSGIHPKNIQSLEVIGK

C[330]SPSPAPR

C[339]SPSPAPR
GDDVLLPC[339]DQPSNLAR
PSRELDATPRM[147]TIPYEELSGTR

REPLRSLR

ADCI330]LVPSEIRK

ADTLTPEEC[330]QQFKK
M[147]JEMEMEQVFEM[147]K
ADTLTPEEC[339]QQFKK
VQC[330]C[330]LYFIAPSGHGLKPLDIEFM[147]K

LQVVGRAGTGVDNVDLEAATR

TMPNLQPISALPTKTQK
EKQKHQHSEAGHK
KGSAGNTWSQLSNNNK

N = A

= A A

= A A



3 YPYLLLHERVNELCI[339]VEALC[339]R

2  NDIQDLHEYHSGYVHK
SETX_HUMAN (Q7Z333) Probable helicase 3  MEQANCI339]SFQVFDKHPGIYLFLVHPNEMVR
senataxin (EC 3.6.1.-) (SEN1 homolog) 0.00 5.53 0.68 0.00 1 7 2  SDYNC[339]TGGTEVLANSNRK
[MASS=302951] 2 ENDLVFLAPERINEEK

3 C[330]LAPIANTTNGQGCI[339]TDYVSEVVK

3 DLMTVPESRDEEM[147]SNSTSVIYSNLTR
SFR14_HUMAN (Q81X01) Putative splicing 2 MLASFKC[330]SLK

factor, arginine/serine-rich 14 (Arginine/serine- 0.00 240 1.22 0.00 1 2

rich-splicing factor 14) [MASS=120236] 2 CI339]SLKPEHRDFC[339]FFTIK

SFRP2_HUMAN (Q96HF1) Secreted frizzled-
related protein 2 precursor (sFRP-2) (Secreted

apoptosis-related protein 1) (SARP-1) (Frizzled- 0.00 746 1.16 0.00 1 1 3 SNC[330]KPIPANLQLC[330]HGIEYQNM[147]R
related protein 2) (FRP-2) [MASS=33490]

SF?(N1_HUMAN (Q.9H984).S|deroflexm-1 2 FVPFAAVAAANC[330]INIPLM[147]R
(Tricarboxylate carrier protein) (TCC) 0.67 1059 1.11 0.00 1 2 3 QGIVPPGLTENELWR

[MASS=35488]

SGOL2_HUMAN (Q562F6) Shugoshin-like 2 N 166 . . . 2 2 LNVSLASKIK

(Tripin) [MASS=144738] ’ 2  TQKQSTTTLNK

SHPS1_HUMAN (P78324) Tyrosine-protein 3 ATPQHTVSFTCI330]ESHGFSPR

T e o 2 ATPOHTVSFTOEIESHGFSPR

P 3 LTC[330]QVEHDGQPAVSK

(Inhibitory receptor SHPS-1) (Signal-regulatory 1.00 6.76 0.45 0.59 8 2
protein alpha-1) (Sirp-alpha-1) (Sirp-alpha-2)

(Sirp-alpha-3) (MyD-1 antigen) (Brain Ig-I

[MASS=54812]

2 LTC[339]QVEHDGQPAVSK

2 LTC[330]QVEHDGQPAVSK

SI1L1_HUMAN (043166) Signal-induced

proliferation-associated 1-like protein 1 (High- 2  VVIIPPHDDCI[330]TPRR
risk human papilloma viruses E6 oncoproteins  0.00 2.77 0.64 0.00 1 3 3 AANIPRSISSDGRPLER
targeted protein 1) (E6-targeted protein 1) 3  TLSDESIYNSQREHFFTSR

[MASS=199940]

SIM2_HUMAN (Q14190) Single-minded

homolog 2 [MASS=73218] 0.00 3.00 257 0.00 1 1 2 SSRPHCI[339]IVSVNYVLTEIEYK

SIRB1_HUMAN (000241) Signal-regulatory 3 GLQLTWLENGNVSR

protein beta-1 precursor (SIRP-beta-1) 0.00 8.29 0.37 0.00 1 2

(CD172b antigen) [MASS=43255] 2 ATPEHTVSFTC[330]ESHGFSPR

_ A A A A



SLIT1_HUMAN (075093) Slit homolog 1
protein precursor (Slit-1) (Multiple epidermal
growth factor-like domains 4) [MASS=167924]

SLIT3_HUMAN (075094) Slit homolog 3
protein precursor (Slit-3) (Multiple epidermal
growth factor-like domains 5) [MASS=167685]

SMCA1_HUMAN (P28370) Probable global
transcription activator SNF2L1 (EC 3.6.1.-)
(ATP-dependent helicase SMARCA1)
(SWI/SNF-related matrix-associated actin-
dependent regulator of chromatin subfamily A
member 1) [MASS=114731]

SMCE1_HUMAN (Q969G3) SWI/SNF-related
matrix-associated actin-dependent regulator of
chromatin subfamily E member 1 (BRG1-
associated factor 57) [MASS=46649]

SMOC1_HUMAN (Q9H4F8) SPARC-related
modular calcium-binding protein 1 precursor
(Secreted modular calcium-binding protein 1)
(SMOC-1) [MASS=48162]

SMOO_HUMAN (P53814) Smoothelin
[MASS=99516]

SMRA3_HUMAN (Q14527) SWI/SNF-related
matrix-associated actin-dependent regulator of
chromatin subfamily A member 3 (EC 3.6.1.-)
(Sucrose nonfermenting protein 2-like 3) (DNA-
binding protein/plasminogen activator inhibitor
1 regulator) (Helicase-like tran [MASS=113928]

SMRC1_HUMAN (Q92922) SWI/SNF-related
matrix-associated actin-dependent regulator of
chromatin subfamily C member 1 (SWI/SNF
complex 155 kDa subunit) (BRG1-associated
factor 155) [MASS=122752]

0.00

0.00

0.00

0.45

0.00

*

*

3.00

0.85

1.95

3.16

2.30

3.71

2.58

1.27

0.38

9.78

0.12

0.75

0.83

0.00

0.00

0.48

0.00

0.00

w

C[339]EEGQEEGGC[339]LPR
LTKIPERIPQSTAELR
SLNSLVLYGNKITDLPR

LC[330]ETDNDDC[330]VAHK

FLIC[330]MLHKM[147]GFDR
GYEYC[339]R

RLC[330]GLKVEVDM[147]EK

SYESM[147]C[330]EYQR

LQDGTPQAALSPLTPRKAPGPLPHQHHPC[339]VLLQR

AGPSYSM[147]PVHAAVQM[147]TTEQLKTEFDK

QNFHMEQLKYAELR



SMYD3_HUMAN (Q9H7B4) SET and MYND
domain-containing protein 3 (EC 2.1.1.43) (Zinc
finger MYND domain-containing protein 1)
[MASS=49083]

8.64

SMYD4_HUMAN (Q8IYR2) SET and MYND N

domain-containing protein 4 [MASS=89122] 5.10

SNAB_HUMAN (Q9H115) Beta-soluble NSF
attachment protein (SNAP-beta) (N-
ethylmaleimide-sensitive factor attachment
protein, beta) [MASS=33557]

1.00 7.72

SNTB2_HUMAN (Q13425) Beta-2-syntrophin
(59 kDa dystrophin-associated protein A1 basic
component 2) (Syntrophin 3) (SNT3)
(Syntrophin-like) (SNTL) [MASS=57949]

0.00 8.33

SNX23_HUMAN (Q96L93) Kinesin-like motor
protein C200rf23 (Sorting nexin-23) * 3.49
[MASS=152010]

SO5A1_HUMAN (Q9H2Y9) Solute carrier

organic anion transporter family member 5A1

(Solute carrier family 21 member 15) (Organic  0.00  3.30
anion transporter polypeptide-related protein 4)

(OATP-RP4) (OATPRP4) [MASS=91878]

SODC_HUMAN (P00441) Superoxide
dismutase [Cu-Zn] (EC 1.15.1.1) 1.00 25.49
[MASS=15804]

SOM2_HUMAN (P01242) Growth hormone
variant precursor (GH-V) (Placenta-specific
growth hormone) (Growth hormone 2)
[MASS=24999]

0.00 11.06

SON_HUMAN (P18583) SON protein (SON3)

(Negative regulatory element-binding protein)

(NRE-binding protein) (DBP-5) (Bax antagonist * 0.33
selected in saccharomyces 1) (BASS1)

[MASS=263845]

SORCN_HUMAN (P30626) Sorcin (22 kDa

protein) (CP-22) (V19) [MASS=21676] 0.00 20.20

1.03

0.29

0.76

0.78

0.69

0.00

0.00

0.00

0.00

0.00

MEPLKVEKFATANR
DIEVGEELTIC[330]YLDM[147]LM[147]TSEERR

FQEKDYTGAAVLYSK

M[147]AAGPRWEAFC[339]C[339]NSC[339]GAPMQGDDVLR

AALCI[339]HFIVDELNAK
VKASHSFLR
AALC[330]JHFIVDELNAK

M[147]RVAAATAAAGAGPAMAVWTRATK
DLLLYDC[330]JMPWTR
AGLVELLLR

GEVQWVEEEK
RQEEETFLRVQEELQR
LQDLHRVISEGC[330]STSADTMK

SSESGLLVSCI[330]FDIGNLVVVVFVSYFGGR

GLTEGLHGFHVHEFGDNTAGC[330]TSAGPHFNPLSR
GLTEGLHGFHVHEFGDNTAGC[339]TSAGPHFNPLSR
VWGSIK

TGQIFNQSYSKFDTKSHNDDALLK
TGQIFNQSYSKFDTKSHNDDALLK

DDYEIFVK

PFNLETC[339]RLM[147]VSMLDRDMSGTMGFNEFK
ITFDDYIAC[330]C[330]VK

N =



SORT_HUMAN (Q99523) Sortilin precursor
(Neurotensin receptor 3) (NTR3) (NT3)
(Glycoprotein 95) (Gp95) (100 kDa NT
receptor) [MASS=92067]

SPAG1_HUMAN (Q07617) Sperm-associated
antigen 1 (Infertility-related sperm protein Spag-
1) (HSD-3.8) [MASS=103600]

SPAG6_HUMAN (075602) Sperm-associated
antigen 6 (PF16 protein homolog) (Sperm
flagellar protein) (Repro-SA-1) [MASS=55476]

SPAG8_HUMAN (Q99932) Sperm-associated
antigen 8 (Sperm membrane protein 1) (SMP-
1) (HSD-1) (Sperm membrane protein BS-84)
[MASS=44818]

SPAST_HUMAN (Q9UBPO) Spastin
[MASS=67197]

SPP24_HUMAN (Q13103) Secreted
phosphoprotein 24 precursor (Spp-24)
(Secreted phosphoprotein 2) [MASS=24338]

SPSY_HUMAN (P52788) Spermine synthase
(EC 2.5.1.22) (Spermidine
aminopropyltransferase) (SPMSY)
[MASS=41268]

SPT5H_HUMAN (000267) Transcription
elongation factor SPT5 (hSPT5) (DRB
sensitivity-inducing factor large subunit) (DSIF
large subunit) (DSIF p160) (Tat-
cotransactivator 1 protein) (Tat-CT1 protein)
[MASS=120999]

SPTA2_HUMAN (Q13813) Spectrin alpha
chain, brain (Spectrin, non-erythroid alpha
chain) (Alpha-ll spectrin) (Fodrin alpha chain)
[MASS=284537]

0.48

0.00

0.00

0.00

0.80

0.00

0.00

0.00

1.08

1.40

9.04

4.93

10.71

12.32

8.74

5.43

4.45

1.03

0.13

1.92

2.02

0.40

0.10

0.59

0.00

0.00

0.00

0.00

0.00

0.00

0.00

w w

NNWWWW

C[330]QGGVNPVR

AAQPC[330]VMGNIQKK

HNAELSQAVVDAGAVPLLVLC[339]IQEPEIALKR
MSQRQVLQVFEQYQK

ATNHLDQVPSMQDGSESFFFR

ELQPSIIFIDEVDSLLC[339]ER
MTDGYSGSDLTALAKDAALGPIR
GIEELEKGIAVIVTGQGEQCI[339]ERAR

DYYVSTAVC[330]RSTVKVSAQQVQGVHAR

LKPKM[147]VTM[147]VEIDQM[147]VIDGC[330]K
LPPIVRGGAIDR

LQNLWRDQREEELGEYYMK
ISSPMHPSAGGQRGGFGSPGGGSGGM[147]SR
KLVENGGM[147]FVC[330]K

RLEAELAAHEPAIQGVLDTGKK
LQQSHPLSATQIQVKR

EANKQQNFNTGIK

REELITNWEQIR
TYLLDGSC[330]M[147]VEESGTLESQLEATK
EKEPIVGSTDYGKDEDSAEALLK

JER G I G G



SPTA3_HUMAN (Q8NHX4) Spermatogenesis-
associated protein 3 (Testis spermatocyte
apoptosis-related protein 1) (Testis and 0.00
spermatogenesis cell-related protein 1)
[MASS=19949]

SPTB1_HUMAN (P11277) Spectrin beta chain, .
erythrocyte (Beta-I spectrin) [MASS=246189]

SPTB2_HUMAN (Q01082) Spectrin beta chain,
brain 1 (Spectrin, non-erythroid beta chain 1) N
(Beta-1l spectrin) (Fodrin beta chain)
[MASS=274629]

SPTN2_HUMAN (015020) Spectrin beta chain,
brain 2 (Spectrin, non-erythroid beta chain 2)
(Beta-lll spectrin) [MASS=271293]

*

SPYA_HUMAN (P21549) Serine--pyruvate
aminotransferase (EC 2.6.1.51) (SPT) (Alanine-
glyoxylate aminotransferase) (EC 2.6.1.44)
(AGT) [MASS=43010]

0.00

SQRD_HUMAN (Q9Y6NS5) Sulfide:quinone
oxidoreductase, mitochondrial precursor (EC 1.-
~.-) [MASS=49960]

*

SRC_HUMAN (P12931) Proto-oncogene
tyrosine-protein kinase Src (EC 2.7.10.2) (p60- *
Src) (c-Src) (pp60c-src) [MASS=59703]

SSDH_HUMAN (P51649) Succinate

semialdehyde dehydrogenase, mitochondrial
precursor (EC 1.2.1.24) (NAD(+)-dependent 1.00
succinic semialdehyde dehydrogenase)
[MASS=57214]

ST18_HUMAN (060284) Suppression of
tumorigenicity protein 18 (Zinc finger protein 0.00
387) [MASS=115154]

10.93

4.54

1.78

5.40

5.10

3.1

4.49

5.79

2.10

N W NDNW-=- W

WWWMhNhWN

RSSC[339]C[339]LLSPDANVKAAPQSR

LQTAYAGEKAEAIQNKEQEVSAAWQALLDAC[339]AGR
SDDPGK

AWLQDAHRLLSGEDVGQDEGATR
VLSPVDSGNKLVAEGNLYSDK
GKM[147]RIHC[339]LENVDK

IEKEGM[147]QLISEKPETEAVVK
DVSSVELLMNNHQGIKAEIDAR

QLVSEGNIHADK
LEDALRAQQFYRDAAEAEAWMGEQELHMM[147]GQEK
LWIDEKMLTAQDVSYDEAR

ADRFSSC[339]IDMGK
AVRELMLWMDEVNLQM[147]DAQERPR
VVNAAIATASSASGEPEEPVVPSTTRGM[147]TR

C[339]LLLVDSVASLGGTPLYMDR

ADLMPFLYWNMM[147]LR

GYRMPC[330]PPEC[339]PESLHDLM[147]C[339]QC[339]WRK

NFFEPTLLC[339]NVTQDMLC[339]THEETFGPLAPVIK

NFFEPTLLC[339INVTQDMLC[330]THEETFGPLAPVIK
NFFEPTLLC[339]NVTQDM[147]LC[339]THEETFGPLAPVIK

GC[339]VFHNTYK
TASGC[339]PLAAKRQK

_a A

R QL G



ST1B1_HUMAN (043704) Sulfotransferase
family cytosolic 1B member 1 (EC 2.8.2.-)
(Sulfotransferase 1B2) (Thyroid hormone
sulfotransferase) [MASS=34899]

0.00 1250 0.77 0.00 1

STAB2_HUMAN (Q8WWQ8) Stabilin-2

precursor (FEEL-2 protein) (Fasciclin EGF-like

laminin-type EGF-like and link domain-

containing scavenger receptor 1) (FAS1 EGF- * 1.25 * * *
like and X-link domain-containing adhesion

molecule 2) (Hyaluronan receptor for

endocytosis) [ [MASS=277027]

STAG2_HUMAN (Q8N3U4) Cohesin subunit
SA-2 (Stromal antigen 2) (SCC3 homolog 2) 0.00 14.05 1.80 0.00 1
[MASS=141326]

STAR8_HUMAN (Q92502) StAR-related lipid
transfer protein 8 (StARD8) (START domain- * 2.35 * * *
containing protein 8) [MASS=112600]

STEA2_HUMAN (Q8NFT2) Six-transmembrane

epithelial antigen of prostate 2

(SixTransMembrane protein of prostate 1) 0.00 959 3.39 0.00 1
(Prostate cancer-associated protein 1)

[MASS=55993]

STK4_HUMAN (Q13043) Serine/threonine-

protein kinase 4 (EC 2.7.11.1) (STE20-like

kinase MST1) (MST-1) (Mammalian STE20-like 0.00 3.08 0.75 0.00 1
protein kinase 1) (Serine/threonine-protein

kinase Krs-2) [MASS=55630]

STRN3_HUMAN (Q13033) Striatin-3 (Cell-

cycle autoantigen SG2NA) (S/G2 antigen) 0.00 1.63 0.31 0.00 1
[MASS=87133]

STRN_HUMAN (043815) Striatin

[MASS=86144] 0.00 3.72 0.66 0.00 1
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THLPTDLLPKSFWENNCI[330]K
RGFITEKVPM[147]LEM[147]TLPGLR

SDNPC[330]HRNANC[339]TTVAPGR
TYSLSLPGC[339]RHIC[339]R

RDPEEDGM[147]M[147]K
LMTALVNVALNLSINMDNTQR
YYNDYGDIIKETM[147]SK
TQLDDRTKITELFAVALPQLLAK
YVGWTMHDKQGEVRLK
M[147INGHHQQNGVENMMLFEVVKMGK
ITELFAVALPQLLAKYSVDAEK
LIVYTVVEMNTAADIFKQYMKYYNDYGDIIK
SSFC[339]EFIGVLVR

ERRDSGVGASLTR
APDGHPLRLWK

QLGLLSFFFAMVHVAYSLC[339]LPM[147]R
SLSETCI[339]LPNGINGIKDARK
KGWEK

EISIMQQC[330]DSPHVVK

NQLLSC[330]SADGTVR

KALPDSGEDR
EDQCI330]LM[147]PEAWNVDQGVITK
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STS2_HUMAN (P57075) Suppressor of T-cell
receptor signaling 2 (STS-2) (Cbl-interacting

protein 4) (CLIP4) (T-cell ubiquitin ligand) 0.00
(TULA) [MASS=74122]

STS_HUMAN (P08842) Steryl-sulfatase

precursor (EC 3.1.6.2) (Steroid sulfatase) 066

(Steryl-sulfate sulfohydrolase) (Arylsulfatase C)
(ASC) [MASS=65492]

STX11_HUMAN (075558) Syntaxin-11 .
[MASS=33196]

STXB1_HUMAN (P61764) Syntaxin-binding
protein 1 (Unc-18 homolog) (Unc-18A) (Unc-18- 1.00
1) (N-Sec1) (p67) [MASS=67568]

SUCA_HUMAN (P53597) Succinyl-CoA ligase
[GDP-forming] alpha-chain, mitochondrial

precursor (EC 6.2.1.4) (Succinyl-CoA 0.47
synthetase, alpha chain) (SCS-alpha)

[MASS=35047]

SUCB1_HUMAN (Q9P2R7) Succinyl-CoA
ligase [ADP-forming] beta-chain, mitochondrial
precursor (EC 6.2.1.5) (Succinyl-CoA
synthetase, betaA chain) (SCS-betaA) (ATP-
specific succinyl-CoA synthetase subunit beta)
(NY-REN-39 antigen) [MASS=50317]

0.95

SURF4_HUMAN (015260) Surfeit locus protein
4 [MASS=30394]

SV2A_HUMAN (Q7L0J3) Synaptic vesicle .
glycoprotein 2A [MASS=82695]

1.82

2.57

5.92

9.76

15.62

15.55

8.18

4.45

1.49

0.52

0.52

1.48

3.12

0.00

0.00

0.17

0.00

0.00
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AWLQQC[339]STPDGK

DC[330]KPGEGSVFTTGFK

AMHDYNQAEM[147]KQRDNC[339]K
YSTHLHLAEDC[330]M[147]K

VEQDLAMGTDAEGEK
YSTHLHLAEDC[330]M[147]K
YSTHLHLAEDC[330]MK

YSTHLHLAEDC[339]M[147]K

HYQGTVDKLC[330]R
M[147]TDIM[147]TEGITIVEDINKRR

LIGPNC[339]PGVINPGEC[339]K
LIGPNC[330]PGVINPGEC[339]KIGIM[147]PGHIHK
IGIMPGHIHK

MAASM[147]FYGR
LHGGTPANFLDVGGGATVHQVTEAFKLITSDKK
ANLNYIGLDGNIGC[330]LVNGAGLAM[147]ATM[147]DIIK

LC[330]LISTFLEDGIRM[147]WFQWSEQR

DM[147]C[330]JLSDSNKGMLGLIVYLGM[147]M[147]VGAFLWGGLADR
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SVIL_HUMAN (095425) Supervillin (Archvillin)
(p205/p250) [MASS=247705]

SYA_HUMAN (P49588) Alanyl-tRNA
synthetase (EC 6.1.1.7) (Alanine--tRNA ligase)
(AlaRS) (NY-REN-42 antigen) [MASS=106801]

SYEP_HUMAN (P07814) Bifunctional
aminoacyl-tRNA synthetase [Includes: Glutamyl:
tRNA synthetase (EC 6.1.1.17) (Glutamate--
tRNA ligase); Prolyl-tRNA synthetase (EC
6.1.1.15) (Proline--tRNA ligase)]
[MASS=163025]

SYFB_HUMAN (Q9NSD9) Phenylalanyl-tRNA
synthetase beta chain (EC 6.1.1.20)
(Phenylalanine--tRNA ligase beta chain)
(PheRS) [MASS=66129]

SYGP1_HUMAN (Q96PV0) Ras GTPase-
activating protein SynGAP (Synaptic Ras-
GTPase-activating protein 1) (Synaptic Ras-
GAP 1) (Neuronal RasGAP) [MASS=146675]

SYHH_HUMAN (P49590) Histidyl-tRNA
synthetase homolog (EC 6.1.1.21) (Histidine--
tRNA ligase homolog) (HisRS) [MASS=56888]

SYM_HUMAN (P56192) Methionyl-tRNA
synthetase (EC 6.1.1.10) (Methionine--tRNA
ligase) (MetRS) [MASS=101115]

0.00

*

1.00

1.00

0.97

0.00

*

4.70

3.00

11.04

10.19

6.17

14.43

4.78

1.22

1.47

1.04

1.09

0.00

0.00

0.23

0.00

0.00
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SPVEMDEDFDVIFDPYAPKLTSSVAEHK
SQAWQPLVEGSENKGMLREYGETESK
REEEEENVQSEWRLYC[339]VR
VQASKNPLKM[147]LAAR

SRVERSAEGPGLPTGVER

MHSPQTSAM[147]LFTVDNEAGK
GLEVTDDSPK

ASEDLKTHM[147]VVANTMEDFQKILDSGK
VFIEGADAETFSEGEMVTFINWGNLNITKIHK
EAPC[330]VLIYIPDGHTKEMPTSGSK
MFEIVFEDPKIPGEKQFAYQNSWGLTTR
NQGGGLSSSGAGEGQGPK
YNVYPTYDFAC[339]PIVDSIEGVTHALR
SLC[339]IPFK

LHQNIC[339]R
TIAANRKM[147]PLPLK

VMPDGKIQK

IVLDIIVTMFSEYC[330]ENQF TVEAAEVVFPNGK

GLNSSMDM[147]AR
PQPVVLRGPSAEMQGYMM[147]RDLNSSIDLQSFM[147]AR
VVNSHC[330]VFPR
PGWNPRFC[330]IISGNQLLMLDEDEIHPLLIR

GM[147]DTPAFELKETLTEKYGEDSGLMYDLK
LLTQLHYC[339]ESTGIPLVVIIGEQELKEGVIK
YDLTVPFARYLAMNK

PQQIQALMDEVTKQGNIVR
ITQDIFQQLLKRGFVLQDTVEQLR

o = A

R\ QUL G G I

_ A A

_a A A



SYNE1_HUMAN (Q8NF91) Nesprin-1 (Nuclear
envelope spectrin repeat protein 1) (Synaptic
nuclear envelope protein 1) (Syne-1) (Myocyte
nuclear envelope protein 1) (Myne-1) (Enaptin)
[MASS=1011035]

SYPH_HUMAN (P08247) Synaptophysin
(Major synaptic vesicle protein p38)
[MASS=33845]

SYT11_HUMAN (Q9BT88) Synaptotagmin-11
(Synaptotagmin XI) (SytXI) [MASS=48306]

SYT1_HUMAN (P21579) Synaptotagmin-1
(Synaptotagmin I) (Sytl) (p65) [MASS=47573]

SYT7_HUMAN (043581) Synaptotagmin-7
(Synaptotagmin VII) (SytVIl) [MASS=45567]

SYV_HUMAN (P26640) Valyl-tRNA synthetase
(EC 6.1.1.9) (Valine--tRNA ligase) (ValRS)
(Protein G7a) [MASS=140475]

TAAR8_HUMAN (Q969N4) Trace amine-
associated receptor 8 (Trace amine receptor 5)
(TaR-5) (G-protein coupled receptor 102)
[MASS=38029]

TAB3_HUMAN (Q8N5C8) Mitogen-activated
protein kinase kinase kinase 7-interacting
protein 3 (TAK1-binding protein 3) (NF-kappa-B-
activating protein 1) [MASS=78652]

TAD2L_HUMAN (O75478) Transcriptional
adapter 2-like (ADA2-like protein)
[MASS=51496]

*

1.00

0.00

0.27

0.40

0.00

1.74

5.75

3.25

2.61

9.95

1.27

9.06

2.53

5.42

0.57

0.73

0.55

0.88

2.03

0.14

0.00

0.00

0.00

0.00
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ELFMEVKQYAQADEMDR
QADIVTFPEINLMNESSELHTQLAK
HSELELNIAQNM[147]VSQVK
HFSESMQEFQEWFLGAK
LLDPEDVDVDK
TAAFPSSSGVIYTVAKEELK
QWQRYREM[147]AEK
DKTTMLGK
GQM[147]LKFSSM[147]APDLDR

LHQVYFDAPTCI[339]R

LHQVYFDAPTCI[330]R
LHQVYFDAPTCI[339]R
LHQVYFDAPTCI[330]R

EM[147]PVC[330]R

GPSSGSC[330]IDQLPIK
FSKHDIIGEFK
NLKAM[147]DIGGTSDPYVK

NDVIGKIYLSWK
DLKPC[330]SDGSGSR

DPGVITYDLPTPPGEK

QLHSPTNFLIASLAC[330]JADFLVGVTVMLFSMVR

NQHSLYTATTPPSSSPSR

LVPGAYLEYKSALLNEC[339]NKQGGLR
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TAF3_HUMAN (Q5VWG9) Transcription
initiation factor TFIID subunit 3 (TBP-
associated factor 3) (Transcription initiation
factor TFIID 140 kDa subunit) (140 kDa TATA
box-binding protein-associated factor)
(TAF140) (TAFI1140) [MASS=103581]

TATD2_HUMAN (Q93075) TatD DNase
domain-containing deoxyribonuclease 2 (EC
3.1.21.-) [MASS=85039]

TAU_HUMAN (P10636) Microtubule-
associated protein tau (Neurofibrillary tangle
protein) (Paired helical filament-tau) (PHF-tau)
[MASS=78746]

TBA1_HUMAN (P68366) Tubulin alpha-1 chain
(Alpha-tubulin 1) (Testis-specific alpha-tubulin)
(Tubulin H2-alpha) [MASS=49924]

TBA2_HUMAN (Q13748) Tubulin alpha-2 chain
(Alpha-tubulin 2) [MASS=49959]

TBA3_HUMAN (Q71U36) Tubulin alpha-3
chain (Alpha-tubulin 3) (Tubulin B-alpha-1)
[MASS=50135]

1.00

1.00

1.00

4.74

2.63

7.13

14.51

4.00

7.10

0.82

1.02

0.06

0.06

LLSTKGDTLDVVLLEAREPLSSINTQK
SQM[147]PTAKPLETKSFTPK

LRDQGSTMIYLKAIQGILGK

TDHGAEIVYKSPVVSGDTSPR
QEFEVM[147]EDHAGTYGLGDR
VAVVRTPPKSPSSAK

AYHEQLSVAEITNAC[330]FEPANQM[147]VK
YMAC[339]C[339]LLYR

LSDQC[330]TGLQGFLVFHSFGGGTGSGFTSLLMER
YM[147]AC[339]C[339]LLYR

AYHEQLSVAEITNAC[330]FEPANQMVK
AYHEQLSVAEITNAC[330]FEPANQM[147]VK
YM[147]AC[330]C[330]LLYR

LSDQC[330]TGLQGFLVFHSFGGGTGSGFTSLLM[147]ER

GDVVPKDVNAAIATIKTK

LADQC[330]TGLQGFLVFHSFGGGTGSGFTSLLMER

LADQC[339]TGLQGFLVFHSFGGGTGSGFTSLLM[147]ER

LADQC[330]TGLQGFLVFHSFGGGTGSGFTSLLM[147]ER

N =



TBB2C_HUMAN (P68371) Tubulin beta-2C
chain (Tubulin beta-2 chain) [MASS=49831]

TBB2_HUMAN (P07437) Tubulin beta-2 chain
[MASS=49671]

TBCD2_HUMAN (Q9BYX2) TBC1 domain
family member 2 (Prostate antigen recognized
and identified by SEREX) (PARIS-1)
[MASS=104165]

1.00 24.27

1.00

8.11

1.85

*

0.86

0.19
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LTTPTYGDLNHLVSATM[147]SGVTTC[330]LR
NM[147]MAAC[330]DPR
LTTPTYGDLNHLVSATMSGVTTC[330]LR
KEAESC[339]DC[339]LQGFQLTHSLGGGTGSGMGTLLISK
NMM[147]AAC[330]DPR
LTTPTYGDLNHLVSATM[147]SGVTTC[330]LR

NM[147]M[147]AAC[330]DPR

NMM[147]AAC[339]DPR
TAVC[330]DIPPR

EAESC[339]DC[330]LQGFQLTHSLGGGTGSGM[147]GTLLISK
LTTPTYGDLNHLVSATM[147]SGVTTC[339]LR
TAVC[339]DIPPR

NM[147]M[147]AAC[339]DPR

KEAESC[339]DC[339]LQGFQLTHSLGGGTGSGM[147]GTLLISK

EIVHIQAGQCI[339]GNQIGAK

EIVHIQAGQC[330]GNQIGAK

EIVHIQAGQC[339]GNQIGAK
M[147]REIVHIQAGQCI[330]GNQIGAK
EIVHIQAGQCI[330]GNQIGAK
MREIVHIQAGQC[330]GNQIGAK
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TBCD4_HUMAN (060343) TBC1 domain
family member 4 (Akt substrate of 160 kDa)
(AS160) [MASS=146562]

TBCD5_HUMAN (Q92609) TBC1 domain
family member 5 [MASS=89004]

TBCD8_HUMAN (095759) TBC1 domain
family member 8 (Vascular Rab-GAP/TBC-
containing protein) (AD 3) [MASS=102676]

TCF20_HUMAN (Q9UGUO0) Transcription factor
20 (Stromelysin 1 PDGF-responsive element-
binding protein) (SPRE-binding protein)
(Nuclear factor SPBP) (AR1) [MASS=211770]

TCGAP_HUMAN (014559) TC10/CDC42
GTPase-activating protein (Sorting nexin-26)
[MASS=137212]

TCPH_HUMAN (Q99832) T-complex protein 1
subunit eta (TCP-1-eta) (CCT-eta) (HIV-1 Nef-
interacting protein) [MASS=59366]

TCPQ_HUMAN (P50990) T-complex protein 1
subunit theta (TCP-1-theta) (CCT-theta) (NY-
REN-15 antigen) [MASS=59489]

TDG_HUMAN (Q13569) G/T mismatch-specific
thymine DNA glycosylase (EC 3.2.2.-)
[MASS=46053]

TDRD6_HUMAN (060522) Tudor domain-
containing protein 6 (Aantigen NY-CO-45)
(Fragment) [MASS=85665]
TDRKH_HUMAN (Q9Y2W6) Tudor and KH
domain-containing protein [MASS=67024]
TENR_HUMAN (Q92752) Tenascin-R
precursor (TN-R) (Restrictin) (Janusin)
[MASS=149547]

0.00

0.00

0.00

0.25

0.72

0.59

0.00

0.00

4.01

1.51

1.34

6.43

2.41

8.66

3.47

5.61

1.99

2.15

1.40

0.26

0.88

1.74

0.65

0.57

0.00

0.00

0.00

0.00

0.19

0.00

0.00

0.00
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QASSETPGC[330]TDR

EHMM[147]SC[330]YWEQPR

HKSASNGSKTDTEEEEEQQQQQK
ILQLM[147]PQLSPTPSMMPSPNSHAAGFKGFGLEGVPEK
RHRSEDCI[339]GGGPR
KQQQPPPPPPQPPQIPEGSADGEPK
FEIEPQSSAHEPGGSLSERRSVIC[330]DISPLR

C[330]IFDRRFSC[330]LPELPPPPEGAR
SLAGSC[330]PSTR

INALTAASEAACI[339]LIVSVDETIK
INALTAASEAACI[330]LIVSVDETIKNPR

VDQIIM[147]AKPAGGPKPPSGK

C[330]LFMSGLSEVQLNHMDDHTLPGK

NRDAISALMPFSLRK

VLLISGFPVQVC[339]K

ITSQGRYELR
QC[330]LNAC[330]SGR
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TEP1_HUMAN (Q99973) Telomerase protein
component 1 (Telomerase-associated protein
1) (Telomerase protein 1) (p240) (p80
telomerase homolog) [MASS=290413]

TESK2_HUMAN (Q96S53) Dual specificity
testis-specific protein kinase 2 (EC 2.7.12.1)
(Testicular protein kinase 2) [MASS=63639]

TEX15_HUMAN (Q9BXT5) Testis-expressed
sequence 15 protein [MASS=315360]

TEX9_HUMAN (Q8N6V9) Testis-expressed
sequence 9 protein [MASS=44826]

TF7L1_HUMAN (Q9HCS4) Transcription factor
7-like 1 (HMG box transcription factor 3) (TCF-
3) [MASS=62630]

TF7L2_HUMAN (Q9NQBO) Transcription factor
7-like 2 (HMG box transcription factor 4) (T-cell-
specific transcription factor 4) (TCF-4) (hnTCF-4)
[MASS=67918]

TGT_HUMAN (Q9BXR0) Queuine tRNA-
ribosyltransferase (EC 2.4.2.29) (tRNA-guanine
transglycosylase) (Guanine insertion enzyme)
[MASS=42492]

THAP7_HUMAN (Q9BT49) THAP domain-
containing protein 7 [MASS=34440]

THAS_HUMAN (P24557) Thromboxane-A
synthase (EC 5.3.99.5) (TXA synthase) (TXS)
(Cytochrome P450 5A1) [MASS=60544]

0.00

0.00

0.00

4.00

3.85

247

5.88

3.40

4.52

3.36

6.80

20.45

2.55

0.32

0.17

0.00

0.00

0.00
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TVLVYLTDANADR
NQALPFPSNITLM[147]R
VGISSR

LHGHVSAHPDILSLENRCI[339]LAM[147]LPDLQPLEK

EPGALPSTYRSLVWELQQRLLPK
FIAEHGASHLLEHVGQM[147]DK

ASGQVMALKMNTLSSNRANM[147]LK

SM[147]TEGSTVNTEYKNQKNQISEESC[339]LNEK

MAHIR
ATFKHPRTTGSHPK
NYHNIEILSSEEFSTKFNLIC[339]R

QAASSQSATEVRLNR
GELM[147]IGFK

VVAEC[339]TLKESAAINQILGRK

RQDGGLFK
QESSQSDVGSLHSSKHQDSK

GITTEQLDALGCI[339]R

LDPSGQGLWDPASEYIYFC[330]SK

MASGLEFKSVADSVLFLR
HSASPM[147]GVQDFDIVRDVFSSTGC[339]K
QVLVENFSNFTNR
HM[147]APEFC[339]SLEEGLPYLDMVIAETLR
MEALGFLKLEVNGPM[147]VTVALSVALLALLK

o =

= A

_a A



THIL_HUMAN (P24752) Acetyl-CoA
acetyltransferase, mitochondrial precursor (EC
2.3.1.9) (Acetoacetyl-CoA thiolase) (T2)
[MASS=45199]

THY1_HUMAN (P04216) Thy-1 membrane
glycoprotein precursor (Thy-1 antigen) (CD90
antigen) (CDw90 antigen) [MASS=17935]

TIM10_HUMAN (P62072) Mitochondrial import
inner membrane translocase subunit Tim10
[MASS=10333]

TIM9_HUMAN (Q9Y5J7) Mitochondrial import
inner membrane translocase subunit Tim9
[MASS=10378]

TKT_HUMAN (P29401) Transketolase (EC
2.2.1.1) (TK) [MASS=67877]

TLN2_HUMAN (Q9Y4G6) Talin-2
[MASS=271553]

TLR4_HUMAN (000206) Toll-like receptor 4
precursor (hToll) (CD284 antigen)
[MASS=95679]

TMED9_HUMAN (Q9BVK6) Transmembrane
emp24 domain-containing protein 9 precursor
(Glycoprotein 25L2) [MASS=25105]

TMEM8_HUMAN (Q9HCNB3) Transmembrane
protein 8 precursor (M83 protein)
[MASS=84716]

TMM27_HUMAN (Q9HBJ8) Collectrin
precursor (Transmembrane protein 27)
[MASS=25235]

TMM51_HUMAN (Q9NW97) Transmembrane
protein 51 [MASS=27759]

TMPS9_HUMAN (Q72410) Transmembrane
protease, serine 9 (EC 3.4.21.-) (Polyserase-1)
(Polyserase-I) (Polyserine protease 1)
[Contains: Serase-1; Serase-2; Serase-3]
[MASS=114020]

1.00

0.99

0.50

0.00

0.34

0.00

0.00

4.92

18.63

7.78

17.98

6.90

4.41

2.62

16.36

3.50

14.41

9.88

6.70

1.67

0.48

1.13

1.51

2.7

0.60

0.65

0.00
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0.00
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0.00
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IHMGSC[339]AENTAK
IHM[147]GSC[339]AENTAK
IHM[147]GSC[330]JAENTAK
EVVIVSATR

KHVLFGTVGVPEHTYR
VTSLTAC[330]LVDQSLR

MTSAC[339]HR

EVKPEETTC[330]SEHC[330]LQK

RC[339]EAFGWHAIIVDGHSVEELC[330]K
C[339]EAFGWHAIIVDGHSVEELC[330]K

M[147]VALSLKIC[339]VRHC[330]NVVK
LLAALM[147]DDEVGSGEDLLR
DVAKALSDLISATKGAASK
SASAAQRELVAQGKVGSIPANAADDGQWSQGLISAAR
GVKLLAALM[147]DDEVGSGEDLLR

MM[147]SASRLAGTLIPAMAFLSC[339]VR

EEYQPATPGLGMFVEVK
KC[339]FIEEIPDETM[147]VIGNYR

GM[147]WNMLGPC[339]LFAFVIMASM[147]WAYRC[339]GHR
GM[147]WNMLGPCI[339]LFAFVIM[147]ASM[147]WAYRC[339]GHR

NKEPSEVDDAEDKC[330]ENM[147]ITIENGIPSDPLDMK

TFSVAYVLVGAGVM[147]LLLLSIC[339]LSIR

LKGWILEIMSSQPLPMSPPSTTRMLATTSPR
C[339]VITGWGSVREGGSM[147]AR
PGVYTRITRLK
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TNISK_HUMAN (Q59H18) Serine/threonine-
protein kinase TNNI3K (EC 2.7.11.1) (TNNI3-
interacting kinase) (Cardiac ankyrin repeat
kinase) [MASS=104178]

TNK1_HUMAN (Q13470) Non-receptor tyrosine
protein kinase TNK1 (EC 2.7.10.2) (CD38
negative kinase 1) [MASS=72499]

TOM40_HUMAN (096008) Probable
mitochondrial import receptor subunit TOM40
homolog (Translocase of outer membrane 40
kDa subunit homolog) (Haymaker protein)
(p38.5) [MASS=37893]

TOM70_HUMAN (094826) Mitochondrial
precursor proteins import receptor (Translocase
of outer membrane TOM70) [MASS=67454]

TOP3B_HUMAN (095985) DNA
topoisomerase 3-beta-1 (EC 5.99.1.2) (DNA
topoisomerase Ill beta-1) [MASS=96661]

TP53B_HUMAN (Q12888) Tumor suppressor
p53-binding protein 1 (p53-binding protein 1)
(p53BP1) (53BP1) [MASS=213573]

TPA_HUMAN (P00750) Tissue-type
plasminogen activator precursor (EC 3.4.21.68)
(tPA) (t-PA) (t-plasminogen activator)
(Alteplase) (Reteplase) [Contains: Tissue-type
plasminogen activator chain A; Tissue-type
plasminogen activator chain B] [MASS=62917]

TPP2_HUMAN (P29144) Tripeptidyl-peptidase
2 (EC 3.4.14.10) (Tripeptidyl-peptidase Il) (TPP-
1) (Tripeptidyl aminopeptidase)
[MASS=138218]

0.48

0.00

*

*

0.00

0.00

0.00

*

5.98

1.1

5.54

0.99

2.20

4.77

7.65

3.04

1.42

0.25

0.67

0.40

1.64

0.06

0.00

0.00

0.00

0.00

N

w

N

N WNNW

w N

FLQSLDEDNMTKQPGNLR
YGYVSDPMSSMHFHSC[339]R
LVQFLLDNGADMNLVAC[339]DPSR

SLRVGPEGPM[147]GTELGDFLR
KIMEM[147]ELSVHGVTHQEC[330]QTALGATGGDVVSAIR
PSFSHLEGLLQEAGPSEAC[330]C[330]VR

LPPLPLTLALGAFLNHRKNK

C[339]FALYR

FM[147]KYIQAK
HFIATVSHDC[339]K

MVIQGPSSPQGEAMVTDVLEDQKEGRSTNK
QDATVQTER
DIALGVFDVVVTDPSC[330]PASVLK
RRSNVSSPATPTASSSSSTTPTR
TDVGAGALRR

AQC[339]HSVPVKSC[339]SEPR
LTWEYC[339]DVPSC[339]STC[339]GLR
RGARSYQVIC[339]R

KSSNLTLPPK
EEEGESPLDSLAETFWETTKWTDLFDNK

_ A



TR4_HUMAN (P49116) Orphan nuclear
receptor TR4 (Orphan nuclear receptor TAK1)
[MASS=65414]

TRABD_HUMAN (Q9UGIO) Protein TRABID
(Zinc finger Ran-binding domain-containing
protein 1) [MASS=80907]

TRBP2_HUMAN (Q15633) TAR RNA-binding
protein 2 (Trans-activation-responsive RNA-
binding protein) [MASS=39073]

TRI55_HUMAN (Q9BYV6) Tripartite motif-
containing protein 55 (Muscle-specific RING
finger protein 2) (MuRF2) (MURF-2) (RING
finger protein 29) [MASS=60465]

TRIO_HUMAN (075962) Triple functional
domain protein (PTPRF-interacting protein)
[MASS=341614]

TRPM7_HUMAN (Q96QT4) Transient receptor
potential cation channel subfamily M member 7
(EC 2.7.11.1) (Long transient receptor potential
channel 7) (LTrpC7) (Channel-kinase 1)
[MASS=212696]

TRPV4_HUMAN (Q9HBAO) Transient receptor
potential cation channel subfamily V. member 4
(TrpV4) (osm-9-like TRP channel 4) (OTRPC4)
(Vanilloid receptor-like channel 2) (Vanilloid
receptor-like protein 2) (VRL-2) (Vanilloid
receptor-related osmotically-acti
[MASS=98281]

0.00

0.00

0.00

0.00

0.00

14.26 0.88
5.51 *
10.11  0.93
292 114
1.25 *
1.50 *
459 0.67

0.00

0.00

0.00

0.00

N

NN N W

w

SNQDC[339]IINKHHRNR
EKPSNCI[330]JAASTEK
LLGKTDVQR

MTSPSPRIQIISTDSAVASPQR
LLFLSM[147]HWARSIPAFQALGQDCI[339]NTSLVR

KLLHVHFLSAQELGNEEQQEKLLR

MDFQRIELAGAVGSK

ILSLRSC[330]SLGSLGALGPAC[339]C[339]R
SC[339]SLGSLGALGPAC[339]C[339]R

C[339]ASDIFQASNPYLPTR

VASHWQQLMLKM[147]EDRLK
VASHWQQLMLKMEDRLK
DFSLRMEK
MKAM[147]DVLPILKEK

QDETMAMKLLTYELK
NFRAKHHC[330]NSC[339]C[339]R

NSNPDEVVVPLDSMGNPRC[339]DGHQQGYPRK
MYDLLLLKC[339]AR

_a A A



TRXR2_HUMAN (Q9NNW?7) Thioredoxin
reductase 2, mitochondrial precursor (EC
1.8.1.9) (TR3) (TR-beta) (Selenoprotein Z)
(SelZ) [MASS=56459]

TSC2_HUMAN (P49815) Tuberin (Tuberous
sclerosis 2 protein) [MASS=200748]

TSH3_HUMAN (Q63HKS5) Teashirt homolog 3
(Zinc finger protein 537) [MASS=118565]

TSP2_HUMAN (P35442) Thrombospondin-2
precursor [MASS=129955]

TSSP_HUMAN (Q9NQE7) Thymus-specific
serine protease precursor (EC 3.4.-.-)
[MASS=55049]

TTC3_HUMAN (P53804) Tetratricopeptide
repeat protein 3 (TPR repeat protein 3) (TPR
repeat protein D) [MASS=229890]

TTLL2_HUMAN (Q9BWV7) Tubulin--tyrosine
ligase-like protein 2 (Testis-specific protein
NYD-TSPG) [MASS=67237]

TULP1_HUMAN (000294) Tubby-related
protein 1 (Tubby-like protein 1) [MASS=60650]

TXND3_HUMAN (Q8N427) Thioredoxin
domain-containing protein 3 (Spermatid-
specific thioredoxin-2) (Sptrx-2) (NM23-H8)
[MASS=67269]

TYRO3_HUMAN (Q06418) Tyrosine-protein

kinase receptor TYRO3 precursor (EC 2.7.10.1)

(Tyrosine-protein kinase RSE) (Tyrosine-
protein kinase SKY) (Tyrosine-protein kinase
DTK) (Protein-tyrosine kinase byk)
[MASS=96905]

UBE1_HUMAN (P22314) Ubiquitin-activating
enzyme E1 (A1S9 protein) [MASS=117848]

UBE3C_HUMAN (Q15386) Ubiquitin-protein
ligase E3C (EC 6.3.2.-) [MASS=123922]

0.88

0.00

*

0.00

0.41

0.00

2.67

1.88

2.22

3.75

9.34

3.06

8.11

6.27

5.61

4.61

3.02

5.63

ASFVDEHTVCI[330]GVAK

M[147]IGQIC[330]EVAKTK
NLLGTHLGHSAIYNMC[339]HLM[147]EDR

MEASSDGGFRSQENSPSPPRDGC[330]K

AC[330]VGDVQERQM[147]C[339]NKR
GNQPVGVGLEAAK
GTTQIDPNWVIRHQGK

RAVQIVLHSLGQKC[339]LSFSR
LGEHIQQFQESSAQGLGLSLGPGAAALPK

PENYLLYGNRALCI[339]FLR
DKFPALHSALDEFFDIMDSR
NLEFDIC[339]SIWC[339]SKPISVLQDY C[339]DAIK

QM[147]LGTKHSYWIC[339]K
GGLDAPDCI[330]LPYDSLSFTSR
M[147]YNEDDSVVEKAVSVR

AKEERAPSPPVEVDEPR
GSGEADKDPSGSPASAR

LLSPDSIRAQFGISKLK
GLTVIDVYQAWC[339]GPC[339]R

IYSGDYYRQGC[339]ASKLPVK
M[147]LKADIIASSDIEEFLREAAC[339]M[147]K

LEITMLSQGVSM[147]LYSFFMPAAKLKER
SLVLQR

VPIAKILLENVLKPLHFTYNSC[339]PEGAR
TTNEGLLYPNPAAQMLVGDSFARHYYFLGRM[147]LGK

N =



UBE4B_HUMAN (095155) Ubiquitin

conjugation factor E4 B (Ubiquitin-fusion .
degradation protein 2) (Homozygously deleted

in neuroblastoma 1) [MASS=146184]

UBP28_HUMAN (Q96RU2) Ubiquitin carboxyl-
terminal hydrolase 28 (EC 3.1.2.15) (Ubiquitin
thioesterase 28) (Ubiquitin-specific-processing  0.00
protease 28) (Deubiquitinating enzyme 28)
[MASS=122490]

UBP38_HUMAN (Q8NB14) Ubiquitin carboxyl-
terminal hydrolase 38 (EC 3.1.2.15) (Ubiquitin
thioesterase 38) (Ubiquitin-specific-processing  0.00
protease 38) (Deubiquitinating enzyme 38)
(HP43.8KD) [MASS=116545]

UBP4_HUMAN (Q13107) Ubiquitin carboxyl-
terminal hydrolase 4 (EC 3.1.2.15) (Ubiquitin
thioesterase 4) (Ubiquitin-specific-processing N
protease 4) (Deubiquitinating enzyme 4)

(Ubiquitous nuclear protein homolog)
[MASS=108564]

UBP5_HUMAN (P45974) Ubiquitin carboxyl-

terminal hydrolase 5 (EC 3.1.2.15) (Ubiquitin
thioesterase 5) (Ubiquitin-specific-processing 1.00
protease 5) (Deubiquitinating enzyme 5)
(Isopeptidase T) [MASS=95786]

UBR1_HUMAN (Q8IWV7) Ubiquitin-protein
ligase E3 component N-recognin-1 