
Journal of Alzheimer’s Disease 34 (2013) 1–2
IOS Press

1

Supplementary Data

LDL Density and Oxidation are Modulated
by PON1 Promoter Genotype in Patients
with Alzheimer’s Disease

Annachiara Cagnina,b,∗, Alberta Leonc, Daniela Vianellod, Davide Colavitoc, Silvia Favarettob,
Giulia Zarantonellob, Anna Steccac, Mario Ermanib and Alberto Zambond

aOn leave at IRCCS, San Camillo Hospital Foundation, Venezia, Italy
bDepartment of Neurosciences: SNPSRR, University of Padova, Padova, Italy
cResearch & Innovation, S.r.l. Padova, Italy
dDepartment of Medicine – DIMED, University of Padova, Padova, Italy

Handling Associate Editor: Daniela Galimberti

Accepted 6 November 2012

∗Correspondence to: Annachiara Cagnin, Department of Neuro-
sciences: Sciences NPRSS, University of Padova, Via Giustiniani 5,
35128 Padova, Italy. Tel.: +39 498 213 600; Fax: +39 498 751 770;
E-mail: annachiara.cagnin@unipd.it.

ISSN 1387-2877/13/$27.50 © 2013 – IOS Press and the authors. All rights reserved

mailto:annachiara.cagnin@unipd.it


2 A. Cagnin et al. / Plasma Lipoproteins Oxidation in AD

Figure 1. A) Cholesterol distribution profile among different
lipoproteins in Alzheimer’s disease (AD) patients and controls with
PON1 -107 TT genotype (controls red circles, AD patients red tri-
angles). B) Mean difference profile of cholesterol content of each
lipoprotein sub-fraction between the two PON1 genotypes: values
were obtained by subtracting cholesterol in each single fraction of
the control group from the corresponding fraction of the AD patients.
Cholesterol profile was compared by calculating the mean and 95%
confidence intervals (green circles and black bars respectively) of
the difference between groups for each fraction. VLDL, very low
density lipoproteins; IDL, intermediate density lipoproteins; LDL,
low density lipoproteins; HDL, high density lipoproteins.

Figure 2. A) Cholesterol distribution profile among different
lipoproteins in controls according to their PON1 -107 C/T polymor-
phism (controls PON1 CC/CT black circles, controls PON1 TT red
triangles). B) Mean difference profile of cholesterol content of each
lipoprotein sub fraction between the two PON1 genotypes: values
were obtained by subtracting cholesterol in each single fraction of
the CC/CT group from the corresponding fraction of the TT group.
Cholesterol profile was compared by calculating the mean and 95%
confidence intervals (green circles and black bars respectively) of
the difference between groups for each fraction. VLDL, very low
density lipoproteins; IDL, intermediate density lipoproteins; LDL,
low density lipoproteins; HDL, high density lipoproteins.


