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Supplementary Table 1
The {1-3m} and {6-15m} gene lists used for the functional analysis (shown in Table 5) of 1–3 months and of 6–15 months samples groups. These
lists contain the mRNAs that show an average absolute correlation value > 0.50 with the genes in the corresponding {core}1-3m and {core}6-15m

subsets (see Fig. 1), across all the samples. The intersection between {1-3m} and {6-15m} contains 360 genes
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Gtf2h4 general transcription factor II H, polypeptide 4 A_51_P104747 0.631 ref|NM_010364|ens|ENSMUST00000001565|gb|AK144680|gb|AK146112

Itpr3 inositol 1,4,5-triphosphate receptor 3 A_51_P104897 0.889 ref|NM_080553|ens|ENSMUST00000049308|gb|AK028491|gb|AB182289

Rad52 RAD52 homolog (S. cerevisiae) A_51_P105017 0.508 ref|NM_011236|ref|NM_001166381|ref|NM_001166382|ens|ENSMUST00000032269

Ppp1r11 protein phosphatase 1, regulatory (inhibitor) subunit 11 A_51_P105320 0.687 ref|NM_029632|ens|ENSMUST00000040402|gb|AK005379|gb|AK077455

Nomo1 nodal modulator 1 A_51_P105520 0.841 ref|NM_153057|ens|ENSMUST00000033121|gb|AK082495|gb|AK142338

Rasl12 RAS-like, family 12 A_51_P105927 0.519 ref|NM_001033158|ens|ENSMUST00000085453|gb|AK171623|gb|AK087136

4930555G01Rik RIKEN cDNA 4930555G01 gene A_51_P107039 0.591 ref|NM_175393|ref|XM_001475922|ref|XM_001477839|ref|XM_891048

Abcf1 ATP-binding cassette, sub-family F (GCN20), member 1 A_51_P107234 0.570 ref|NM_013854|ens|ENSMUST00000043757|gb|AK145549|gb|AK153057

Arl3 ADP-ribosylation factor-like 3 A_51_P107265 0.502 ref|NM_019718|ens|ENSMUST00000026009|gb|AK185320|gb|AF143241

Cetn4 centrin 4 A_51_P108990 0.590 ref|NM_145825|ens|ENSMUST00000102955|ens|ENSMUST00000071400|ens|ENSMUST00000075537

C3 complement component 3 A_51_P110301 0.727 ref|NM_009778|ens|ENSMUST00000024988|gb|K02782|gb|BC043338

Nudt19 nudix (nucleoside diphosphate linked moiety X)-type motif 19 A_51_P111952 1.000 ref|NM_033080|ens|ENSMUST00000040962|gb|X04097|gb|K03414

Igtp interferon gamma induced GTPase A_51_P112355 0.777 ref|NM_018738|ens|ENSMUST00000035266|gb|AK152337|gb|AK151779

Slc7a8 solute carrier family 7 (cationic amino acid transporter, y+ system), member 8 A_51_P112734 0.742 ref|NM_016972|ens|ENSMUST00000022787|gb|AK136752|gb|Y19022

Slc26a11 solute carrier family 26, member 11 A_51_P113403 0.647 ref|NM_178743|ens|ENSMUST00000050880|gb|AK089182|gb|BC038604

Fbxl14 F-box and leucine-rich repeat protein 14 A_51_P113722 0.516 ref|NM_133940|ens|ENSMUST00000032094|gb|BC021329|gb|AK155154

Ccl17 chemokine (C-C motif) ligand 17 A_51_P114462 0.727 ref|NM_011332|ens|ENSMUST00000034232|gb|AJ242587|gb|AF125570

H1fx H1 histone family, member X A_51_P114843 0.527 ref|NM_198622|ens|ENSMUST00000056403|gb|BC048709|gb|BU511373

Epb4.1l1 erythrocyte protein band 4.1-like 1 A_51_P115018 0.737 ref|NM_001003815|ref|NM_013510|ref|NM_001006664|ens|ENSMUST00000103137

Nup153 nucleoporin 153 A_51_P115093 0.554 ref|NM_175749|ens|ENSMUST00000021803|gb|BC046468|gb|AK172166

Sh3bp5l SH3 binding domain protein 5 like A_51_P115988 0.613 ref|NM_024480|ref|NM_001161338|ens|ENSMUST00000116376|ens|ENSMUST00000073128

Rexo2 REX2, RNA exonuclease 2 homolog (S. cerevisiae) A_51_P116088 0.512 ref|NM_024233|ens|ENSMUST00000034524|gb|AK007731|gb|AK172641

A330021E22Rik RIKEN cDNA A330021E22 gene A_51_P116601 0.777 ref|NM_172447|gb|BC062906|gb|BC050971|gb|AK076835

1810032O08Rik RIKEN cDNA 1810032O08 gene A_51_P117666 0.587 ref|NR_027821|ref|NR_027819|ref|NR_027820|ens|ENSMUST00000021167

Wdr82 WD repeat domain containing 82 A_51_P118603 0.533 ref|NM_029896|ens|ENSMUST00000020490|gb|AK037620|gb|AK159240

Rspry1 ring finger and SPRY domain containing 1 A_51_P118720 0.523 ref|NM_026274|gb|AK150941|gb|AK152435|gb|AK008840

Naa30 Nalpha acetyltransferase 30 A_51_P119031 0.616 ref|NM_001081430|ens|ENSMUST00000037362|gb|AK044235|gb|AK017805

Olfr868 olfactory receptor 868 A_51_P120823 0.543 ref|NM_146559|ens|ENSMUST00000050227|nap|NAP022221-001|tc|TC1600326

Nkd1 naked cuticle 1 homolog (Drosophila) A_51_P124285 0.588 ref|NM_027280|ref|NM_001163660|ref|XM_909079|ens|ENSMUST00000034086

Pop4 processing of precursor 4, ribonuclease P/MRP family, (S. cerevisiae) A_51_P125117 0.788 ref|NM_025390|ens|ENSMUST00000032585|gb|AK003908|gb|AK150459

Hars histidyl-tRNA synthetase A_51_P125368 0.901 ref|NM_008214|ens|ENSMUST00000001416|gb|U39473|gb|AK088824

D230025D16Rik RIKEN cDNA D230025D16 gene A_51_P126525 0.517 ref|NM_145604|ens|ENSMUST00000034361|gb|BC066141|gb|BC066826

Clic4 chloride intracellular channel 4 (mitochondrial) A_51_P127681 0.526 ref|NM_013885|gb|AK161034|gb|AK152273|gb|AK172026

Atp6v1g2 ATPase, H+ transporting, lysosomal V1 subunit G2 A_51_P128885 0.511 ref|NM_023179|ens|ENSMUST00000118384|ens|ENSMUST00000068261|gb|AK011945

B2m beta-2 microglobulin A_51_P129012 0.611 ref|NM_009735|ens|ENSMUST00000102476|gb|X01838|gb|AK028378

Enkur enkurin, TRPC channel interacting protein A_51_P131164 0.537 ref|NM_027728|ens|ENSMUST00000027992|gb|BC099519|gb|AY454124

Hsd17b11 hydroxysteroid (17-beta) dehydrogenase 11 A_51_P132625 0.504 ref|NM_053262|ens|ENSMUST00000031251|gb|AY053570|gb|AF304306

1700052K11Rik RIKEN cDNA 1700052K11 gene A_51_P134262 0.647 ref|NR_027956|gb|AK156756|gb|AK006771|gb|BC099431

Cyp4f15 cytochrome P450, family 4, subfamily f, polypeptide 15 A_51_P136303 0.608 ref|NM_134127|ens|ENSMUST00000008801|gb|BC021377|gb|AF233645

Tmem110 transmembrane protein 110 A_51_P138598 0.630 ref|NM_028839|gb|AK149088|gb|BC024583|gb|AK155257

Fam176a family with sequence similarity 176, member A A_51_P140641 0.561 ref|NM_145570|ens|ENSMUST00000042974|gb|BC014699|gb|BC027150

Med18 mediator of RNA polymerase II transcription, subunit 18 homolog (yeast) A_51_P141104 0.547 ref|NM_026039|ens|ENSMUST00000102567|gb|AK012903|gb|AK159696

Ubr2 ubiquitin protein ligase E3 component n-recognin 2 A_51_P144575 0.587 ref|NM_146078|ens|ENSMUST00000113335|ens|ENSMUST00000113337|ens|ENSMUST00000075833

Rnf14 ring finger protein 14 A_51_P145533 0.619 ref|NM_020012|ref|NM_001164621|ref|NM_001164622|ens|ENSMUST00000072376

Cdkn1b cyclin-dependent kinase inhibitor 1B A_51_P146126 0.867 ref|NM_009875|ens|ENSMUST00000003115|gb|AK169586|gb|AK154276

Dennd1a DENN/MADD domain containing 1A A_51_P146449 0.532 ref|NM_146122|ens|ENSMUST00000040406|ens|ENSMUST00000102787|ens|ENSMUST00000090997

Rhobtb1 Rho-related BTB domain containing 1 A_51_P146802 0.634 ref|NM_001081347|ens|ENSMUST00000020101|ens|ENSMUST00000067908|gb|BC099973

Mxd4 Max dimerization protein 4 A_51_P148865 0.553 ref|NM_010753|ens|ENSMUST00000042701|ens|ENSMUST00000119171|gb|U32395

Letm2 leucine zipper-EF-hand containing transmembrane protein 2 A_51_P149960 0.576 ref|NM_173012|ens|ENSMUST00000079160|gb|AK050943|gb|AK163507

Usp24 ubiquitin specific peptidase 24 A_51_P152578 0.601 ref|NM_183225|ref|XM_001473472|gb|BC029165|gb|XM_001481281

Zfp672 zinc finger protein 672 A_51_P155174 0.645 ref|NR_028331|ens|ENSMUST00000064786|gb|AK019676|gb|AK008471

Gsto1 glutathione S-transferase omega 1 A_51_P155313 0.538 ref|NM_010362|ens|ENSMUST00000026050|gb|U80819|gb|AK218498

Numbl numb-like A_51_P158355 0.501 gb|U96441

2810488G03Rik RIKEN cDNA 2810488G03 gene A_51_P158418 0.523 gb|AK013449|gb|AK037260|riken|2810488G03|riken|A130001I01

Gnl2 guanine nucleotide binding protein-like 2 (nucleolar) A_51_P161362 0.527 ref|NM_145552|ens|ENSMUST00000030684|gb|BC003262|gb|AK077532

6720456H20Rik RIKEN cDNA 6720456H20 gene A_51_P162188 0.582 ref|NM_172600|ens|ENSMUST00000111735|ens|ENSMUST00000037990|gb|AK054494

Gm5933 predicted gene 5933 A_51_P162326 0.525 ref|XM_001478408|ref|XM_906741|ref|XM_619437|ref|XM_913388

Arvcf armadillo repeat gene deleted in velo-cardio-facial syndrome A_51_P164539 0.544 ref|NM_033474|ens|ENSMUST00000115612|ens|ENSMUST00000090103|ens|ENSMUST00000115614

Gbp3 guanylate binding protein 3 A_51_P165244 0.507 ref|NM_018734|ens|ENSMUST00000029935|ens|ENSMUST00000106222|ens|ENSMUST00000106221

Mrpl33 mitochondrial ribosomal protein L33 A_51_P165330 0.673 ref|NM_025796|ens|ENSMUST00000031024|gb|AB049651|gb|AK002421

Ttc5 tetratricopeptide repeat domain 5 A_51_P166325 0.750 ref|NM_001080949|ref|XM_001003884|ref|XM_982491|ens|ENSMUST00000006451

B3galt4 UDP-Gal:betaGlcNAc beta 1,3-galactosyltransferase, polypeptide 4 A_51_P167105 0.760 ref|NM_019420|ref|XM_001474182|gb|AK166333|gb|AK007600

Rpp14 ribonuclease P 14 subunit (human) A_51_P167273 0.781 gb|AK016631|riken|4933403E10|nap|NAP006887-001

4921517L17Rik RIKEN cDNA 4921517L17 gene A_51_P167782 0.801 gb|AK047817|gb|AK017330|gb|BY717143|riken|C030049J17

Lpcat2 lysophosphatidylcholine acyltransferase 2 A_51_P169061 0.588 ref|NM_173014|ens|ENSMUST00000046290|gb|AK039431|gb|BC144805

Map3k6 mitogen-activated protein kinase kinase kinase 6 A_51_P170807 0.548 gb|AB021861|nap|NAP121553-001

Nit1 nitrilase 1 A_51_P172532 0.515 ref|NM_012049|ens|ENSMUST00000111295|gb|AK002269|gb|AF069988

Actb actin, beta A_51_P173760 0.532 ref|NM_007393|gb|BC138614|gb|BC138611|gb|J04181

Pot1a protection of telomeres 1A A_51_P181152 0.684 ref|NM_133931|ens|ENSMUST00000115330|ens|ENSMUST00000031687|gb|BC016121

Dcxr dicarbonyl L-xylulose reductase A_51_P181319 0.851 ref|NM_026428|ens|ENSMUST00000026144|gb|D89656|gb|AK007627

Bcat2 branched chain aminotransferase 2, mitochondrial A_51_P181448 0.845 ref|NM_009737|ens|ENSMUST00000033098|ens|ENSMUST00000120296|ens|ENSMUST00000117366

C1qa complement component 1, q subcomponent, alpha polypeptide A_51_P181451 0.500 ref|NM_007572|ens|ENSMUST00000046285|gb|AK150771|gb|AK002655

Hbegf heparin-binding EGF-like growth factor A_51_P181565 0.500 ref|NM_010415|ens|ENSMUST00000025363|gb|AK145548|gb|S79455

A_51_P183703 0.506

Gpr108 G protein-coupled receptor 108 A_51_P185135 0.501 ref|NM_030084|ens|ENSMUST00000005975|gb|AK170948|gb|AK171030

Dhx35 DEAH (Asp-Glu-Ala-His) box polypeptide 35 A_51_P185563 0.675 ref|NM_145742|ens|ENSMUST00000109478|ens|ENSMUST00000029186|ens|ENSMUST00000109476

Gm2881 predicted gene 2881 A_51_P186798 0.649 ref|XM_001475285|gb|AK076764|riken|4930439M07|nap|NAP119166-1

Nol11 nucleolar protein 11 A_51_P187210 0.726 ref|NM_133702|ref|NM_001161329|ens|ENSMUST00000106757|ens|ENSMUST00000018577

Eps8 epidermal growth factor receptor pathway substrate 8 A_51_P188114 0.629 ref|NM_007945|ens|ENSMUST00000111878|ens|ENSMUST00000100841|ens|ENSMUST00000058210

Dad1 defender against cell death 1 A_51_P189905 0.628 ref|NM_001113358|ens|ENSMUST00000022781|gb|AK002446|gb|U83628

Nup62 nucleoporin 62 A_51_P190277 0.586 ref|NM_053074|ens|ENSMUST00000057195|ens|ENSMUST00000107891|gb|AK149637

H2-K1 histocompatibility 2, K1, K region A_51_P190499 0.544 gb|M69070|nap|NAP057589-1

Cep250 centrosomal protein 250 A_51_P191087 0.684 ref|NM_001129999|ref|NM_001130000|ref|NM_008383|ref|NM_177217

A_51_P191463 0.527 ens|ENSMUST00000077662|gb|BC144938|gb|AY302212|gb|AY302213

Pcdhb16 protocadherin beta 16 A_51_P191743 0.501 ref|NM_053141|ens|ENSMUST00000051442|gb|AY013777|gb|AK030612

Olfml3 olfactomedin-like 3 A_51_P191782 0.513 ref|NM_133859|ens|ENSMUST00000029440|gb|AK002518|gb|AK076084

Maz MYC-associated zinc finger protein (purine-binding transcription factor) A_51_P191973 0.514 ref|NM_010772|ens|ENSMUST00000032916|ens|ENSMUST00000106323|gb|L04649

Aurkaip1 aurora kinase A interacting protein 1 A_51_P192550 0.789 ref|NM_025338|ens|ENSMUST00000105591|ens|ENSMUST00000105592|ens|ENSMUST00000084097

Mrps7 mitchondrial ribosomal protein S7 A_51_P193302 0.512 ref|NM_025305|ens|ENSMUST00000058109|gb|AK009251|gb|BC049636

Cdk5rap1 CDK5 regulatory subunit associated protein 1 A_51_P193524 0.795 ref|NM_025876|ens|ENSMUST00000109731|ens|ENSMUST00000028990|gb|AK010081

Glyctk glycerate kinase A_51_P194004 0.612 ref|NM_174846|ref|NM_001039586|ens|ENSMUST00000036382|ens|ENSMUST00000112543

Rint1 RAD50 interactor 1 A_51_P194744 0.687 ref|NM_177323|ens|ENSMUST00000115113|ens|ENSMUST00000030852|gb|AK028707

4933408B17Rik RIKEN cDNA 4933408B17 gene A_51_P194984 0.565 ref|NM_177773|ens|ENSMUST00000056932|gb|BC172130|gb|AK030167

Atf7ip activating transcription factor 7 interacting protein A_51_P195258 0.532 ref|NM_019426|ens|ENSMUST00000032335|gb|AJ132702|gb|AK132359

Zfp330 zinc finger protein 330 A_51_P195625 0.775 ref|NM_145600|ens|ENSMUST00000034147|gb|AK050534|gb|AK037748

Nfatc2 nuclear factor of activated T-cells, cytoplasmic, calcineurin-dependent 2 A_51_P195849 0.539 ref|NM_010899|ref|NM_001136073|ens|ENSMUST00000099068|ens|ENSMUST00000109186

Chaf1a chromatin assembly factor 1, subunit A (p150) A_51_P196973 0.514 ref|NM_013733|ens|ENSMUST00000002914|gb|AJ132771|gb|AK034839

H2-K1 histocompatibility 2, K1, K region A_51_P198434 0.581 ref|NM_001001892|ens|ENSMUST00000025181|ens|ENSMUST00000087189|ens|ENSMUST00000046131

1600014C10Rik RIKEN cDNA 1600014C10 gene A_51_P199552 0.663 ref|NM_028166|ref|NM_001085385|gb|BC019834|gb|BC010476

Fto fat mass and obesity associated A_51_P199899 0.574 ref|NM_011936|ens|ENSMUST00000069718|gb|AK088881|gb|AJ237917

Rcc1 regulator of chromosome condensation 1 A_51_P199927 0.526 ref|NM_133878|ens|ENSMUST00000030726|ens|ENSMUST00000084250|ens|ENSMUST00000105951

Zbtb12 zinc finger and BTB domain containing 12 A_51_P200610 0.544 ref|NM_198886|ens|ENSMUST00000052778|gb|BC062159|gb|BC020447

Stat3 signal transducer and activator of transcription 3 A_51_P201480 0.523 ref|NM_213659|ref|NM_213660|ref|NM_011486|ens|ENSMUST00000092671

Ncapd2 non-SMC condensin I complex, subunit D2 A_51_P202074 0.686 ref|NM_146171|ens|ENSMUST00000112291|ens|ENSMUST00000043848|gb|AK156143

Sh3tc2 SH3 domain and tetratricopeptide repeats 2 A_51_P202596 0.510 ref|NM_172628|ens|ENSMUST00000051720|gb|AK052534|gb|AK173317

Gbp2 guanylate binding protein 2 A_51_P203955 0.606 ref|NM_010260|ens|ENSMUST00000029937|gb|AF109168|gb|AF077007

Lst1 leukocyte specific transcript 1 A_51_P205000 0.795 gb|AF000427|gb|AF000428|gb|M18187|tc|NP1221589

Zfp773 zinc finger protein 773 A_51_P206445 0.685 ref|NM_029584|ens|ENSMUST00000032622|gb|AK031040|gb|AK013056

1-3 months
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Sqrdl sulfide quinone reductase-like (yeast) A_51_P209261 0.537 ref|NM_021507|ref|NM_001162503|ref|NR_027888|ens|ENSMUST00000110506

Rab6 RAB6, member RAS oncogene family A_51_P209873 0.600 ref|NM_024287|ref|NM_001163663|ref|XM_001476459|ref|XM_001479992

Alkbh4 alkB, alkylation repair homolog 4 (E. coli) A_51_P209965 0.511 ref|NM_028070|ens|ENSMUST00000041100|ens|ENSMUST00000100568|gb|AK008083

B3galt6 UDP-Gal:betaGal beta 1,3-galactosyltransferase, polypeptide 6 A_51_P211334 0.705 ref|NM_080445|ens|ENSMUST00000052185|gb|AY050569|gb|AK090344

Gltpd1 glycolipid transfer protein domain containing 1 A_51_P211488 0.687 ref|NM_024472|ens|ENSMUST00000105586|ens|ENSMUST00000030950|gb|AK089229

Rnls renalase, FAD-dependent amine oxidase A_51_P214251 0.594 ref|NM_001167818|ref|NM_001146342|ens|ENSMUST00000096114|gb|BC052355

Plac9 placenta specific 9 A_51_P215627 0.857 ref|NM_207229|ref|XM_001472394|ref|XM_001472576|ens|ENSMUST00000052286

A130022J15Rik RIKEN cDNA A130022J15 gene A_51_P216702 0.599 ref|NM_175313|ens|ENSMUST00000054344|gb|BC048939|gb|AK037507

Tbc1d13 TBC1 domain family, member 13 A_51_P218165 0.584 ref|NM_146252|gb|BC025586|nap|NAP011289-001

Oxa1l oxidase assembly 1-like A_51_P219061 0.555 ref|NM_026936|gb|AK028379|gb|AK212105|gb|AK216426

Pfn1 profilin 1 A_51_P220993 0.592 ref|NM_011072|ens|ENSMUST00000018437|gb|AK028117|gb|AK150780

Cd47 CD47 antigen (Rh-related antigen, integrin-associated signal transducer) A_51_P221014 0.587 ref|NM_010581|ens|ENSMUST00000084838|ens|ENSMUST00000114496|gb|AB012693

Scg5 secretogranin V A_51_P221223 0.511 ref|NM_009162|gb|AK031856|gb|AK161556|gb|AK017481

Adrbk2 adrenergic receptor kinase, beta 2 A_51_P222324 0.568 ref|NM_177078|ens|ENSMUST00000065167|gb|AK076533|gb|BC148419

Atic 5-aminoimidazole-4-carboxamide ribonucleotide formyltransferase/IMP cyclohydrolase A_51_P222436 0.565 ref|NM_026195|ref|XM_001476884|ens|ENSMUST00000027384|gb|AK010611

D14Ertd449e DNA segment, Chr 14, ERATO Doi 449, expressed A_51_P222453 0.899 ref|NM_025311|ref|XM_001472492|ref|XM_001472657|ref|XM_001472510

Prr5l proline rich 5 like A_51_P225793 0.593 ref|NM_175181|ref|NM_001083810|ref|NM_001110849|ens|ENSMUST00000043845

Ptpmt1 protein tyrosine phosphatase, mitochondrial 1 A_51_P226332 0.606 ref|NM_025576|gb|AK012674|gb|BC026750|gb|AV260253

Ociad1 OCIA domain containing 1 A_51_P228193 0.550 ref|NM_023429|ref|NM_001159888|ref|NM_001159887|ens|ENSMUST00000031038

Etnk1 ethanolamine kinase 1 A_51_P229599 0.659 ref|NM_029250|ens|ENSMUST00000032413|gb|AK044502|gb|AK033268

Rprd1b regulation of nuclear pre-mRNA domain containing 1B A_51_P229633 0.660 ref|NM_027434|gb|DQ372939|gb|BC028819|gb|AK152125

Sorcs2 sortilin-related VPS10 domain containing receptor 2 A_51_P230287 0.549 ref|NM_030889|ens|ENSMUST00000037370|gb|AY004316|gb|BC022668

Pi4k2b phosphatidylinositol 4-kinase type 2 beta A_51_P230987 0.805 ref|NM_025951|ref|NM_028744|ens|ENSMUST00000031081|ens|ENSMUST00000031082

Acy3 aspartoacylase (aminoacylase) 3 A_51_P232399 0.501 ref|NM_027857|ens|ENSMUST00000054030|gb|AK143782|gb|AK002247

Sfxn5 sideroflexin 5 A_51_P234864 0.573 ref|NM_178639|ens|ENSMUST00000045846|gb|AK082073|gb|AK078142

Tmcc1 transmembrane and coiled coil domains 1 A_51_P237834 0.519 ref|NM_177412|ens|ENSMUST00000032222|ens|ENSMUST00000088896|gb|AK173022

Tns1 tensin 1 A_51_P240903 0.504 ref|NM_027884|ens|ENSMUST00000068832|gb|BC052740|gb|AK156648

Lap3 leucine aminopeptidase 3 A_51_P242166 0.678 ref|NM_024434|ens|ENSMUST00000046122|gb|AK010384|gb|AK169032

Dusp16 dual specificity phosphatase 16 A_51_P242634 0.680 gb|AF345951|gb|AF345952|gb|AF345953|gb|AF345954

1110020G09Rik RIKEN cDNA 1110020G09 gene A_51_P243323 0.554 ref|NM_001085410|ref|NM_001040395|ens|ENSMUST00000067760|ens|ENSMUST00000100790

AI837181 expressed sequence AI837181 A_51_P244923 0.507 ref|NM_134149|ref|NR_024189|ens|ENSMUST00000054477|gb|BC024516

Rpgrip1 retinitis pigmentosa GTPase regulator interacting protein 1 A_51_P244973 0.724 ref|NM_023879|ref|NM_001168515|ens|ENSMUST00000111603|ens|ENSMUST00000111600

Slamf9 SLAM family member 9 A_51_P246066 0.524 ref|NM_029612|ens|ENSMUST00000027830|gb|AK009505|gb|BC019477

Pbx2 pre B-cell leukemia transcription factor 2 A_51_P246471 0.532 ref|NM_017463|ens|ENSMUST00000038149|gb|BC010287|gb|BC062147

Dolpp1 dolichyl pyrophosphate phosphatase 1 A_51_P246690 0.543 ref|NM_020329|ens|ENSMUST00000028209|ens|ENSMUST00000113612|gb|AK010797

Pcyox1l prenylcysteine oxidase 1 like A_51_P248387 0.513 ref|NM_172832|ens|ENSMUST00000025472|gb|AK050006|gb|BC060677

Ccdc80 coiled-coil domain containing 80 A_51_P248786 0.594 ref|NM_026439|ens|ENSMUST00000099498|ens|ENSMUST00000061050|gb|AB075019

Dtx3 deltex 3 homolog (Drosophila) A_51_P249009 0.550 ref|NM_030714|ens|ENSMUST00000116229|ens|ENSMUST00000038217|ens|ENSMUST00000116230

Mettl5 methyltransferase like 5 A_51_P250459 0.520 ref|NM_029280|ref|XM_001475732|ens|ENSMUST00000060447|gb|AK013063

1500035H01Rik RIKEN cDNA 1500035H01 gene A_51_P251433 0.607 ref|NM_023831|ens|ENSMUST00000002099|ens|ENSMUST00000118186|gb|AK005360

2810013P06Rik RIKEN cDNA 2810013P06 gene A_51_P255373 0.510 gb|AK077895|riken|6030419N23|nap|NAP011644-001|tc|TC1675312

Snrpf small nuclear ribonucleoprotein polypeptide F A_51_P255616 0.531 ref|NM_027246|ref|XM_357414|ref|XM_994796|ref|XM_890298

Pih1d2 PIH1 domain containing 2 A_51_P255844 0.640 ref|NM_028300|ens|ENSMUST00000000171|gb|AK012458|gb|BC039645

Pus7 pseudouridylate synthase 7 homolog (S. cerevisiae) A_51_P256439 0.562 ref|NM_178403|ens|ENSMUST00000072492|ens|ENSMUST00000119946|gb|AK142271

Pcdhb5 protocadherin beta 5 A_51_P257292 0.557 ref|NM_053130|ens|ENSMUST00000078271|gb|AY013787|gb|BC156700

D5Ertd579e DNA segment, Chr 5, ERATO Doi 579, expressed A_51_P257314 0.511 ref|NM_001081232|ens|ENSMUST00000031091|ens|ENSMUST00000087545|gb|AK122224

Gpatch3 G patch domain containing 3 A_51_P259555 0.580 ref|NM_172876|ens|ENSMUST00000030662|gb|AK053051|gb|BC121828

Tsks testis-specific serine kinase substrate A_51_P259631 0.511 ref|NM_001077591|ref|NM_011651|ens|ENSMUST00000120929|ens|ENSMUST00000080233

Gpr27 G protein-coupled receptor 27 A_51_P260167 0.525 ref|NM_008158|ens|ENSMUST00000101122|gb|BC160318|nap|NAP022902-001

Pdcd4 programmed cell death 4 A_51_P261428 0.510 gb|D86344

Gpr160 G protein-coupled receptor 160 A_51_P264227 0.643 ref|NM_001134385|ref|NM_027965|ref|NM_001134386|ens|ENSMUST00000046748

Abhd3 abhydrolase domain containing 3 A_51_P265465 0.546 ref|NM_134130|ens|ENSMUST00000002549|ens|ENSMUST00000117726|ens|ENSMUST00000117828

Nob1 NIN1/RPN12 binding protein 1 homolog (S. cerevisiae) A_51_P266640 0.602 ref|NM_026277|ens|ENSMUST00000003946|gb|AK021194|gb|BC117992

Litaf LPS-induced TN factor A_51_P267239 0.543 ref|NM_019980|ens|ENSMUST00000023143|gb|AK159533|gb|AK150476

Slc15a2 solute carrier family 15 (H+/peptide transporter), member 2 A_51_P267278 0.694 ref|NM_021301|ens|ENSMUST00000023616|gb|AF111811|gb|AK128939

2010012O05Rik RIKEN cDNA 2010012O05 gene A_51_P267508 0.805 ref|NM_025563|ens|ENSMUST00000074912|gb|AK008215|gb|BC027506

Rasip1 Ras interacting protein 1 A_51_P268843 0.518 ref|NM_028544|ens|ENSMUST00000057927|gb|AK033276|gb|BC127059

Slc38a10 solute carrier family 38, member 10 A_51_P268884 0.583 ref|NM_024249|ref|NM_001164798|ref|NM_001164799|ref|NM_001164800

Alg9 asparagine-linked glycosylation 9 homolog (yeast, alpha 1,2 mannosyltransferase) A_51_P269173 0.707 ref|NM_133981|ens|ENSMUST00000034561|gb|AK086674|gb|AK050335

Trem2 triggering receptor expressed on myeloid cells 2 A_51_P269546 0.636 ref|NM_031254|ens|ENSMUST00000113237|ens|ENSMUST00000024791|gb|AK155163

Gfpt1 glutamine fructose-6-phosphate transaminase 1 A_51_P270635 0.546 ref|NM_013528|ens|ENSMUST00000113658|gb|AK013141|gb|DV070843

Kctd2 potassium channel tetramerisation domain containing 2 A_51_P272448 0.694 ref|NM_183285|ref|XM_001475683|ens|ENSMUST00000103035|ens|ENSMUST00000106533

Bhlhe40 basic helix-loop-helix family, member e40 A_51_P272553 0.501 ref|NM_011498|ens|ENSMUST00000032194|gb|AF010305|gb|AF364051

Dus1l dihydrouridine synthase 1-like (S. cerevisiae) A_51_P274685 0.619 ref|NM_026824|ens|ENSMUST00000106133|ens|ENSMUST00000026151|ens|ENSMUST00000106135

Slc12a2 solute carrier family 12, member 2 A_51_P275527 0.535 ref|NM_009194|ref|XM_001477704|ens|ENSMUST00000115366|gb|U13174

Trim59 tripartite motif-containing 59 A_51_P275808 0.538 ref|NM_025863|ref|XM_904071|ens|ENSMUST00000042499|ens|ENSMUST00000107802

Gemin5 gem (nuclear organelle) associated protein 5 A_51_P278184 0.804 ref|NM_172558|ref|NM_001166669|ref|NM_001166670|ref|NM_001166671

As3mt arsenic (+3 oxidation state) methyltransferase A_51_P282227 0.555 ref|NM_020577|ens|ENSMUST00000003655|gb|AK009814|gb|AK008104

Per2 period homolog 2 (Drosophila) A_51_P282760 0.524 ref|NM_011066|ens|ENSMUST00000069620|gb|AK165556|gb|AK122253

Nipal3 NIPA-like domain containing 3 A_51_P283151 0.704 ref|NM_028995|ref|XM_001479396|ens|ENSMUST00000102549|gb|AK203946

Gm14410 predicted gene 14410 A_51_P283292 0.681 ref|NM_001113806|ref|XM_902322|ref|XM_001472314|ref|XM_001472066

A_51_P284741 0.529

Nrbf2 nuclear receptor binding factor 2 A_51_P284988 0.503 ref|NM_001036293|ens|ENSMUST00000077839|gb|AK002810|gb|AK004200

Fam18b family with sequence similarity 18, member B A_51_P287206 0.512 ref|NM_026210|ens|ENSMUST00000014321|gb|AK017572|gb|AK077277

Jak3 Janus kinase 3 A_51_P288406 0.611 ref|NM_010589|ref|NM_013564|ens|ENSMUST00000034261|ens|ENSMUST00000051995

Fdx1 ferredoxin 1 A_51_P291129 0.533 ref|NM_007996|gb|L29123|gb|D43689|gb|BC099518

Fdx1 ferredoxin 1 A_51_P291135 0.519 ref|NM_007996|ens|ENSMUST00000098775|ens|ENSMUST00000034552|gb|AK004879

2210011G09Rik RIKEN cDNA 2210011G09 gene A_51_P291304 0.566 gb|AK008706|gb|BG970498|riken|2210011G09|nap|NAP100530-001

Tmco6 transmembrane and coiled-coil domains 6 A_51_P292368 0.514 ref|NM_028036|ens|ENSMUST00000007046|gb|AK010487|gb|BC005637

Prkar1a protein kinase, cAMP dependent regulatory, type I, alpha A_51_P294095 0.709 ref|NM_021880|ens|ENSMUST00000106677|gb|BC003461|gb|AK019147

2210015D19Rik RIKEN cDNA 2210015D19 gene A_51_P298231 0.816 ref|NR_015577|gb|AK005556|riken|1600028I17|nap|NAP090823-1

Arl16 ADP-ribosylation factor-like 16 A_51_P298716 1.000 gb|BC009089|tc|TC1627961|tc|TC1584665

Ing4 inhibitor of growth family, member 4 A_51_P301848 0.615 ref|NM_133345|ens|ENSMUST00000032480|ens|ENSMUST00000112417|gb|AK050522

Ltb lymphotoxin B A_51_P302358 0.595 ref|NM_008518|ens|ENSMUST00000025262|gb|BC114919|gb|U16985

Fam114a1 family with sequence similarity 114, member A1 A_51_P303180 0.543 ref|NM_026667|ens|ENSMUST00000031080|gb|AK007950|gb|AK017336

Gtf3a general transcription factor III A A_51_P307644 0.739 ref|NM_025652|ens|ENSMUST00000016647|gb|AK008247|gb|AK012797

Rasgef1a RasGEF domain family, member 1A A_51_P310066 0.538 ref|NM_027526|ens|ENSMUST00000032230|gb|AK158756|gb|BC145232

Ccdc34 coiled-coil domain containing 34 A_51_P312482 0.516 ref|NM_026613|ens|ENSMUST00000028580|gb|BC119347|gb|BC120580

Atp7a ATPase, Cu++ transporting, alpha polypeptide A_51_P312497 0.660 ref|NM_009726|ref|NM_001109757|ens|ENSMUST00000055941|ens|ENSMUST00000113557

Depdc5 DEP domain containing 5 A_51_P313035 0.597 ref|NM_001025426|ref|NM_001170567|ens|ENSMUST00000120902|ens|ENSMUST00000119705

Dyrk1a dual-specificity tyrosine-(Y)-phosphorylation regulated kinase 1a A_51_P313483 0.525 ref|NM_007890|ref|NM_001113389|ens|ENSMUST00000023614|ens|ENSMUST00000119878

Tnfaip6 tumor necrosis factor alpha induced protein 6 A_51_P315785 0.745 ref|NM_009398|ref|XM_001473344|gb|U83903|gb|BC021155

Kif3a kinesin family member 3A A_51_P319551 0.594 ref|NM_008443|ens|ENSMUST00000108958|ens|ENSMUST00000057330|ens|ENSMUST00000118353

Mcee methylmalonyl CoA epimerase A_51_P320481 0.504 ref|NM_028626|ens|ENSMUST00000037205|gb|AK003511|gb|BC038157

Lrp2 low density lipoprotein receptor-related protein 2 A_51_P322000 0.508 ref|NM_001081088|ens|ENSMUST00000080953|gb|AF197160|gb|AK166702

Cpsf4 cleavage and polyadenylation specific factor 4 A_51_P322574 0.559 ref|NM_178576|ens|ENSMUST00000110643|ens|ENSMUST00000070487|ens|ENSMUST00000110644

Gbp9 guanylate-binding protein 9 A_51_P323180 0.657 ref|NM_172777|ens|ENSMUST00000031238|gb|AK088861|gb|DQ985742

Sdc4 syndecan 4 A_51_P323248 0.769 ref|NM_011521|gb|AK149784|gb|AK145805|gb|D89571

Fam71e1 family with sequence similarity 71, member E1 A_51_P323531 0.893 ref|NM_028169|ens|ENSMUST00000107927|gb|AK006229|gb|BC100470

Gm14288 predicted gene 14288 A_51_P324768 0.825 ref|NM_001033123|ref|XM_001480623|ref|XM_001004283|ref|XM_001004267

Aph1b anterior pharynx defective 1b homolog (C. elegans) A_51_P325124 0.618 ref|NM_177583|gb|AK049828|gb|AK162585|riken|C630002F03

Tpm1 tropomyosin 1, alpha A_51_P325173 0.539 ref|NM_001164248|ref|NM_001164251|ref|NM_001164254|ens|ENSMUST00000113684

Cd47 CD47 antigen (Rh-related antigen, integrin-associated signal transducer) A_51_P325651 0.646 gb|AK164165|gb|AK021021|riken|B430305P08|riken|C630029O17

Nsdhl NAD(P) dependent steroid dehydrogenase-like A_51_P326942 0.518 ref|NM_010941|ens|ENSMUST00000033715|gb|BC052834|gb|AK013945

Acaa1a acetyl-Coenzyme A acyltransferase 1A A_51_P327075 0.574 ref|NM_130864|gb|AK045473|gb|AY273811|gb|BC012400

Glb1 galactosidase, beta 1 A_51_P327564 0.500 ref|NM_009752|ens|ENSMUST00000063042|gb|AK171593|gb|AK171760

Ufd1l ubiquitin fusion degradation 1 like A_51_P328963 0.502 ref|NM_011672|ref|NR_028403|ens|ENSMUST00000115578|ens|ENSMUST00000005394

Srxn1 sulfiredoxin 1 homolog (S. cerevisiae) A_51_P330125 0.764 ref|NM_029688|ens|ENSMUST00000041500|ens|ENSMUST00000099225|gb|AK007296

Cgrrf1 cell growth regulator with ring finger domain 1 A_51_P331462 0.524 ref|NM_026832|ens|ENSMUST00000068532|gb|AK007402|gb|AK154797

Zmat5 zinc finger, matrin type 5 A_51_P332136 0.603 ref|NM_026015|ens|ENSMUST00000009220|gb|AK003361|gb|AK012098

Olfr1393 olfactory receptor 1393 A_51_P333891 0.621 ref|NM_146471|ref|NM_146470|ref|NM_206822|ens|ENSMUST00000078932

2900006A17Rik RIKEN cDNA 2900006A17 gene A_51_P334532 0.503 gb|AK013487|riken|2900006A17|tc|TC1603977

Senp7 SUMO1/sentrin specific peptidase 7 A_51_P337020 0.520 ref|NM_025483|ref|NM_001003971|ens|ENSMUST00000049097|ens|ENSMUST00000089362
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Cd320 CD320 antigen A_51_P337510 0.524 ref|NM_019421|ens|ENSMUST00000002379|ens|ENSMUST00000087559|gb|AK021187

Aldh4a1 aldehyde dehydrogenase 4 family, member A1 A_51_P337918 0.555 ref|NM_175438|ens|ENSMUST00000039818|gb|BC024133|gb|BC039281

Mtm1 X-linked myotubular myopathy gene 1 A_51_P338067 0.607 ref|NM_019926|ref|NM_001164190|ref|NM_001164191|ref|NM_001164192

Tnnt2 troponin T2, cardiac A_51_P338262 0.614 ref|NM_011619|ref|NM_001136083|ref|NM_001130174|ref|NM_001130175

Hist3h2ba histone cluster 3, H2ba A_51_P338664 0.514 ref|NM_030082|ens|ENSMUST00000078267|gb|AK018765|gb|BC051921

Arhgap4 Rho GTPase activating protein 4 A_51_P339822 0.705 ref|NM_138630|ref|NM_001162423|ref|NM_001162424|ens|ENSMUST00000064376

Klf13 Kruppel-like factor 13 A_51_P341169 0.635 ref|NM_021366|ens|ENSMUST00000063694|gb|AJ245644|gb|BC141513

Setd6 SET domain containing 6 A_51_P342271 0.622 ref|NM_001035123|ens|ENSMUST00000034096|gb|AK075597|gb|AK010304

Gas7 growth arrest specific 7 A_51_P342446 0.654 ref|NM_008088|ref|NM_001109657|ens|ENSMUST00000108682|ens|ENSMUST00000041611

Ptpru protein tyrosine phosphatase, receptor type, U A_51_P342805 0.511 ref|NM_011214|ref|NM_001083119|ens|ENSMUST00000105987|ens|ENSMUST00000030741

Ehmt2 euchromatic histone lysine N-methyltransferase 2 A_51_P343016 0.689 ref|NM_145830|ref|NM_147151|ens|ENSMUST00000114028|ens|ENSMUST00000013931

Mppe1 metallophosphoesterase 1 A_51_P344741 0.501 gb|BC086456|gb|BC023406|tc|TC1583793

Psapl1 prosaposin-like 1 A_51_P345073 0.797 ref|NM_175249|ens|ENSMUST00000052224|gb|AK028455|gb|AK009408

Psmb8 proteasome (prosome, macropain) subunit, beta type 8 (large multifunctional peptidase 7) A_51_P345367 0.514 ref|NM_010724|ens|ENSMUST00000025196|gb|U22031|gb|U22032

Ptp4a2 protein tyrosine phosphatase 4a2 A_51_P346516 0.544 ref|NM_008974|ref|NM_001164745|ens|ENSMUST00000030578|gb|AF035644

Stoml1 stomatin-like 1 A_51_P348227 0.560 ref|NM_026942|ref|NR_028146|ens|ENSMUST00000034883|gb|AK045820

Taf5l TAF5-like RNA polymerase II, p300/CBP-associated factor (PCAF)-associated factor A_51_P349662 0.502 ref|NM_133966|ens|ENSMUST00000093039|gb|BC013550|gb|AK033477

C1qb complement component 1, q subcomponent, beta polypeptide A_51_P351860 0.501 ref|NM_009777|ens|ENSMUST00000046384|gb|M36293|gb|M22531

Sfrp1 secreted frizzled-related protein 1 A_51_P352296 0.610 ref|NM_013834|ens|ENSMUST00000033952|gb|U88566|gb|AK081052

Ccnt1 cyclin T1 A_51_P356425 0.625 ref|NM_009833|ens|ENSMUST00000012104|gb|AK133168|gb|BC131686

Tmf1 TATA element modulatory factor 1 A_51_P357195 0.770 ref|NM_001081111|ens|ENSMUST00000095664|ens|ENSMUST00000095665|gb|BC150931

Wbp2 WW domain binding protein 2 A_51_P358940 0.511 ref|NM_016852|ens|ENSMUST00000074628|ens|ENSMUST00000106446|ens|ENSMUST00000106444

Txnl4a thioredoxin-like 4A A_51_P360836 0.798 ref|NM_178604|ref|NM_001038608|ref|NM_001042408|ens|ENSMUST00000025463

Agpat5 1-acylglycerol-3-phosphate O-acyltransferase 5 (lysophosphatidic acid acyltransferase, epsilon) A_51_P361286 1.000 ref|NM_026792|gb|AK082137|gb|AK036706|riken|C230012M10

Trf transferrin A_51_P362638 0.503 ref|NM_133977|ens|ENSMUST00000035158|ens|ENSMUST00000112645|gb|M23016

Klc2 kinesin light chain 2 A_51_P363396 0.533 ref|NM_008451|ens|ENSMUST00000113731|ens|ENSMUST00000113727|ens|ENSMUST00000116563

Itih5 inter-alpha (globulin) inhibitor H5 A_51_P364250 0.809 ref|NM_172471|ens|ENSMUST00000026886|gb|AK134707|gb|AK140756

Trdmt1 tRNA aspartic acid methyltransferase 1 A_51_P365952 0.663 ref|NM_010067|ens|ENSMUST00000028055|gb|BC087892|gb|AF012129

G3bp1 Ras-GTPase-activating protein SH3-domain binding protein 1 A_51_P367343 0.625 ref|NM_013716|gb|AB001927|gb|CN536972|nap|NAP098269-001

1700123O20Rik RIKEN cDNA 1700123O20 gene A_51_P368483 0.625 ref|NM_021437|ens|ENSMUST00000038539|gb|AK170890|gb|AK167989

Psmb9 proteasome (prosome, macropain) subunit, beta type 9 (large multifunctional peptidase 2) A_51_P369803 0.592 ref|NM_013585|ens|ENSMUST00000076602|gb|CT010227|gb|U22447

Pttg1 pituitary tumor-transforming gene 1 A_51_P371190 0.880 ref|NM_013917|ref|NM_001131054|ens|ENSMUST00000121638|ens|ENSMUST00000020687

Tmed10 transmembrane emp24-like trafficking protein 10 (yeast) A_51_P371993 0.554 ref|NM_026775|ref|XM_001478799|ref|XM_911073|ens|ENSMUST00000040766

Zfp433 RIKEN cDNA 1700123A16 gene A_51_P372895 0.626 ref|XM_984400|ref|XM_924400|gb|AK007242|gb|BC064812

Arhgef3 Rho guanine nucleotide exchange factor (GEF) 3 A_51_P380337 0.755 ref|NM_027871|ens|ENSMUST00000049206|ens|ENSMUST00000067296|gb|BC007153

Ormdl1 ORM1-like 1 (S. cerevisiae) A_51_P382121 0.501 ref|NM_145517|ens|ENSMUST00000027266|gb|AK077562|gb|BC023903

Procr protein C receptor, endothelial A_51_P382152 0.540 ref|NM_011171|ens|ENSMUST00000029140|gb|AK167302|gb|X63748

Oasl2 2'-5' oligoadenylate synthetase-like 2 A_51_P387123 0.536 ref|NM_011854|ens|ENSMUST00000031542|gb|AK010034|gb|AK150492

Iigp1 interferon inducible GTPase 1 A_51_P387239 0.568 ref|NM_021792|ref|NM_001146275|ens|ENSMUST00000066912|gb|AF194871

Bat1a HLA-B-associated transcript 1A A_51_P388099 0.745 ref|NM_019693|ens|ENSMUST00000093645|ens|ENSMUST00000068056|gb|AY255786

Fahd1 fumarylacetoacetate hydrolase domain containing 1 A_51_P389421 0.521 ref|NM_023480|gb|AK157292|gb|AK003914|gb|AK141973

Wdfy1 WD repeat and FYVE domain containing 1 A_51_P390314 1.000 ref|NM_001111279|ens|ENSMUST00000097685|ens|ENSMUST00000113512|ens|ENSMUST00000113513

Mpeg1 macrophage expressed gene 1 A_51_P390538 0.578 ref|NM_010821|gb|L20315|gb|AK149517|gb|BC049256

Ang angiogenin, ribonuclease, RNase A family, 5 A_51_P391159 0.763 ref|NM_007447|ref|NM_001161731|ens|ENSMUST00000069011|gb|AK159966

D8Ertd738e DNA segment, Chr 8, ERATO Doi 738, expressed A_51_P391668 0.609 ref|NM_001007571|ref|XM_001471475|ens|ENSMUST00000019506|gb|AK167785

Car8 carbonic anhydrase 8 A_51_P392005 0.523 ref|NM_007592|ref|XM_001473032|ens|ENSMUST00000066674|ens|ENSMUST00000098290

Ttc4 tetratricopeptide repeat domain 4 A_51_P392486 0.593 ref|NM_028209|ens|ENSMUST00000106771|ens|ENSMUST00000026480|ens|ENSMUST00000106772

Snx22 sorting nexin 22 A_51_P394585 0.609 ref|NM_001025612|ens|ENSMUST00000044711|gb|AK032028|riken|6330551A05

Gsto2 glutathione S-transferase omega 2 A_51_P396852 0.523 ref|NM_026619|ens|ENSMUST00000056159|ens|ENSMUST00000120645|gb|AK075753

Csnk2a1 casein kinase 2, alpha 1 polypeptide A_51_P397768 0.525 ref|NM_007788|ref|XM_001479232|ref|XM_001472047|ens|ENSMUST00000109850

Rnf130 ring finger protein 130 A_51_P398517 0.529 ref|NM_021540|ref|XM_001475575|ens|ENSMUST00000102776|ens|ENSMUST00000054684

Sspn sarcospan A_51_P401659 0.869 ref|NM_010656|ens|ENSMUST00000111701|ens|ENSMUST00000111702|ens|ENSMUST00000032383

Laptm5 lysosomal-associated protein transmembrane 5 A_51_P401668 0.511 ref|NM_010686|ens|ENSMUST00000030316|ens|ENSMUST00000102577|gb|AK171149

Atpbd4 ATP binding domain 4 A_51_P403228 0.503 ref|NM_025675|ens|ENSMUST00000055144|ens|ENSMUST00000102542|ens|ENSMUST00000028640

Smcr8 Smith-Magenis syndrome chromosome region, candidate 8 homolog (human) A_51_P405423 0.507 ref|NM_001085440|gb|AK010198|gb|BC094221|riken|2310076G09

Rps4y2 ribosomal protein S4, Y-linked 2 A_51_P406105 0.597 ref|NR_003634|ens|ENSMUST00000071745|gb|AK012382|gb|AK004068

Ostc oligosaccharyltransferase complex subunit A_51_P406145 0.558 ref|NM_025509|ens|ENSMUST00000043937|gb|AK009237|gb|AK013011

Aldh16a1 aldehyde dehydrogenase 16 family, member A1 A_51_P407304 0.518 ens|ENSMUST00000007977|gb|AK169346|gb|AK030673|gb|AK151691

Itgb4 integrin beta 4 A_51_P408382 0.551 ref|NM_001005608|ref|NM_133663|ens|ENSMUST00000106461|ens|ENSMUST00000106460

Trim41 tripartite motif-containing 41 A_51_P416046 0.572 ref|NM_145377|ref|XM_001475465|ens|ENSMUST00000047145|ens|ENSMUST00000047139

Exosc9 exosome component 9 A_51_P416243 0.670 ref|NM_019393|ref|XM_983011|ens|ENSMUST00000029269|gb|AK076096

Irgm2 immunity-related GTPase family M member 2 A_51_P416295 0.808 ref|NM_019440|ens|ENSMUST00000094169|ens|ENSMUST00000058704|ens|ENSMUST00000108836

Aktip thymoma viral proto-oncogene 1 interacting protein A_51_P417477 0.512 ref|NM_010241|ens|ENSMUST00000120349|ens|ENSMUST00000120213|gb|X71978

H2-D4 histocompatibility 2, D region locus 4 A_51_P417612 0.660 gb|BC145670|nap|NAP057367-1|tc|TC1595183

Mis12 MIS12 homolog (yeast) A_51_P418317 0.514 ref|NM_025993|ens|ENSMUST00000048807|gb|AK010995|gb|AK154531

Larp1 La ribonucleoprotein domain family, member 1 A_51_P418908 0.571 ref|NM_028451|ens|ENSMUST00000071487|gb|AK129202|gb|AK148019

Gadd45gip1 growth arrest and DNA-damage-inducible, gamma interacting protein 1 A_51_P419086 0.795 ref|NM_183358|gb|AK003314|gb|AK009723|gb|AK028227

Pkd2 polycystic kidney disease 2 A_51_P419613 0.604 ref|NM_008861|ens|ENSMUST00000086831|gb|FJ609779|gb|AK128961

Ly6i lymphocyte antigen 6 complex, locus I A_51_P420918 0.512 ref|NM_020498|ens|ENSMUST00000023250|gb|AF232024|gb|BC125350

Klhl7 kelch-like 7 (Drosophila) A_51_P423008 0.586 ref|NM_026448|ref|NM_001161800|ens|ENSMUST00000030841|gb|AK089072

Flot1 flotillin 1 A_51_P423091 0.504 ref|NM_008027|ens|ENSMUST00000001569|gb|AY167925|gb|U90435

A_51_P424128 0.586 ens|ENSMUST00000065049|ens|ENSMUST00000109738|ens|ENSMUST00000109736|gb|BC029252

Gt(ROSA)26Sor gene trap ROSA 26, Philippe Soriano A_51_P426919 0.511 ref|NR_027008|ref|NR_027009|gb|U83174|tc|TC1649911

Lmod3 leiomodin 3 (fetal) A_51_P427964 0.506 ref|NM_001081157|ens|ENSMUST00000095655|gb|AK030676|riken|5430424A14

Neu1 neuraminidase 1 A_51_P428035 0.566 ref|NM_010893|ens|ENSMUST00000007253|gb|Y11412|gb|BC004666

C4b complement component 4B (Childo blood group) A_51_P428708 0.529 ref|NM_009780|ref|NM_011413|ref|XM_972987|ref|XM_973068

Sparc secreted acidic cysteine rich glycoprotein A_51_P431087 0.517 ref|NM_009242|ref|XM_001476727|ens|ENSMUST00000108858|gb|X04017

H2-T22 histocompatibility 2, T region locus 22 A_51_P432538 0.865 ref|NM_010397|ref|NM_010395|ref|NM_010399|ref|XM_001471650

H2-T22 histocompatibility 2, T region locus 22 A_51_P432544 0.592 ref|NM_010397|ref|NM_010399|ref|XM_001471650|ref|XM_001471649

Bcas3 breast carcinoma amplified sequence 3 A_51_P433584 0.521 ref|NM_138681|ref|NM_001166642|ref|NM_001166643|ens|ENSMUST00000100675

Rsph9 radial spoke head 9 homolog (Chlamydomonas) A_51_P435922 0.559 ref|NM_029338|ens|ENSMUST00000024762|gb|AK006440|gb|AK165820

Tnfaip8 tumor necrosis factor, alpha-induced protein 8 A_51_P435968 0.587 ref|NM_134131|ens|ENSMUST00000115429|gb|AK090350|gb|AK087478

Zfp871 zinc finger protein 871 A_51_P436447 0.758 ref|NM_172458|ens|ENSMUST00000057501|gb|AK029041|gb|BC043671

Plrg1 pleiotropic regulator 1, PRL1 homolog (Arabidopsis) A_51_P436796 0.516 ref|NM_016784|ens|ENSMUST00000122128|ens|ENSMUST00000029628|gb|AF044334

Smarcal1 SWI/SNF related matrix associated, actin dependent regulator of chromatin, subfamily a-like 1 A_51_P438293 0.673 ref|NM_018817|gb|AK133701|gb|BC038250|gb|BY759648

Haus7 HAUS augmin-like complex, subunit 7 A_51_P438514 0.668 ref|NM_207104|ref|NM_028633|ref|XM_001472319|ens|ENSMUST00000033737

Ttc5 tetratricopeptide repeat domain 5 A_51_P441286 0.657 ref|NM_177625|gb|AK081214|riken|C030007H24|nap|NAP119439-1

Shroom1 shroom family member 1 A_51_P444005 0.590 ref|NM_027917|ens|ENSMUST00000093114|ens|ENSMUST00000109013|ens|ENSMUST00000109010

1810074P20Rik RIKEN cDNA 1810074P20 gene A_51_P446417 0.521 ref|NM_026194|ens|ENSMUST00000102994|ens|ENSMUST00000038705|gb|BC132195

Cldnd1 claudin domain containing 1 A_51_P446477 0.561 ref|NM_171826|ens|ENSMUST00000023426|gb|AK216958|gb|AK152121

Vamp2 vesicle-associated membrane protein 2 A_51_P446927 0.506 ref|NM_009497|ens|ENSMUST00000021273|gb|U60150|gb|AK090178

Coq2 coenzyme Q2 homolog, prenyltransferase (yeast) A_51_P447752 0.624 ref|NM_027978|ref|XM_891654|ens|ENSMUST00000031262|gb|AK213346

Pusl1 pseudouridylate synthase-like 1 A_51_P448416 0.676 ref|NM_001033490|ens|ENSMUST00000097737|gb|AK151452|gb|AK160236

Nupl2 nucleoporin like 2 A_51_P448447 0.665 ref|NM_153092|gb|AK194837|gb|AK078478|gb|BC033270

1110008F13Rik RIKEN cDNA 1110008F13 gene A_51_P450100 0.547 ref|NM_026124|ens|ENSMUST00000029165|gb|AK003568|gb|AK002452

1110036O03Rik RIKEN cDNA 1110036O03 gene A_51_P450952 0.724 ens|ENSMUST00000066489|ens|ENSMUST00000107402|gb|AK029271|riken|4832408F05

1110036O03Rik RIKEN cDNA 1110036O03 gene A_51_P450955 0.606 ref|NM_176830|ens|ENSMUST00000066489|ens|ENSMUST00000107402|gb|BC031856

Acot1 acyl-CoA thioesterase 1 A_51_P451574 0.526 ref|NM_012006|ens|ENSMUST00000085210|gb|Y14004|gb|BC022951

Cyp4f14 cytochrome P450, family 4, subfamily f, polypeptide 14 A_51_P452768 0.864 ref|NM_022434|ens|ENSMUST00000054174|gb|AK005007|gb|BC094016

Aacs acetoacetyl-CoA synthetase A_51_P453043 0.532 ref|NM_030210|ens|ENSMUST00000031445|gb|AK043848|gb|AK147189

Manba mannosidase, beta A, lysosomal A_51_P454103 0.728 ref|NM_027288|ens|ENSMUST00000029814|gb|AF306557|gb|AK166340

Zfp772 zinc finger protein 772 A_51_P454309 0.608 ref|NM_145577|ens|ENSMUST00000074455|gb|AK028951|gb|AK045648

Gtf2a2 general transcription factor II A, 2 A_51_P454726 0.541 ref|NM_001039519|ref|XM_001476829|ens|ENSMUST00000119413|ens|ENSMUST00000036512

Gpr19 G protein-coupled receptor 19 A_51_P454943 0.575 ref|NM_008157|ref|NM_001167693|ref|NM_001167700|ref|NM_001167697

Ring1 ring finger protein 1 A_51_P455266 0.906 ref|NM_009066|ens|ENSMUST00000025183|gb|Y12881|gb|AK155509

Gm5617 predicted gene 5617 A_51_P458983 0.697 ref|NM_001004191|ref|XM_001479948|ref|XM_917134|ens|ENSMUST00000048824

Xrn2 5'-3' exoribonuclease 2 A_51_P460153 0.608 gb|AK031247|riken|5930437B06

Ccdc123 coiled-coil domain containing 123 A_51_P460958 0.566 ref|NM_028120|ens|ENSMUST00000079414|gb|AK029107|gb|AK012067

Ube2r2 ubiquitin-conjugating enzyme E2R 2 A_51_P461452 0.524 ref|NM_026275|ens|ENSMUST00000040008|gb|AK007517|gb|AK003550

Hcfc2 host cell factor C2 A_51_P462286 0.642 gb|AK018461|riken|8430436H03

Hist1h2bc histone cluster 1, H2bc A_51_P462311 0.550 ref|NM_023422|ens|ENSMUST00000018246|gb|AK005191|gb|AK011516

Mudeng MU-2/AP1M2 domain containing, death-inducing A_51_P462972 0.506 ref|NM_144535|ens|ENSMUST00000037473|gb|AK016540|gb|BC023094
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Wdr78 WD repeat domain 78 A_51_P463552 0.788 ref|NM_146254|ens|ENSMUST00000036557|ens|ENSMUST00000036451|ens|ENSMUST00000081526

Mett11d1 methyltransferase 11 domain containing 1 A_51_P465273 0.589 ref|NM_001029990|ens|ENSMUST00000047899|gb|BC138944|gb|AK009576

Nmt2 N-myristoyltransferase 2 A_51_P465512 0.513 ref|NM_008708|ens|ENSMUST00000091504|ens|ENSMUST00000081932|ens|ENSMUST00000102989

Hdhd3 haloacid dehalogenase-like hydrolase domain containing 3 A_51_P465582 0.771 ref|NM_024257|ens|ENSMUST00000037820|gb|BC003491|gb|AK013245

Dennd4a DENN/MADD domain containing 4A A_51_P468240 0.541 ref|NM_001162917|gb|AK169826|gb|AK046940|gb|AK032655

Rdh11 retinol dehydrogenase 11 A_51_P469160 0.510 gb|AY039032|nap|NAP109810-1

Apc adenomatosis polyposis coli A_51_P469822 0.504 ref|NM_007462|ref|XM_001474062|ens|ENSMUST00000079362|ens|ENSMUST00000115781

Eif2s2 eukaryotic translation initiation factor 2, subunit 2 (beta) A_51_P470724 0.732 ref|NM_026030|gb|BC003848|nap|NAP092920-001|tc|TC1573963

Rnase1 ribonuclease, RNase A family, 1 (pancreatic) A_51_P472153 0.581 ref|NM_011271|ens|ENSMUST00000080126|gb|M27814|gb|BC030036

Slc7a7 solute carrier family 7 (cationic amino acid transporter, y+ system), member 7 A_51_P472249 0.532 ref|NM_011405|ens|ENSMUST00000000984|gb|AK150950|gb|AK151718

Ttc17 tetratricopeptide repeat domain 17 A_51_P472372 0.567 ref|NM_183106|ens|ENSMUST00000111238|ens|ENSMUST00000111237|ens|ENSMUST00000055081

Slc3a2 solute carrier family 3 (activators of dibasic and neutral amino acid transport), member 2 A_51_P472901 0.531 ref|NM_008577|ref|NM_001161413|ens|ENSMUST00000010239|gb|AK165417

Kif3a kinesin family member 3A A_51_P473907 0.539 ref|NM_008443|ens|ENSMUST00000120613|ens|ENSMUST00000108958|ens|ENSMUST00000057330

2810482I07Rik RIKEN cDNA 2810482I07 gene A_51_P476357 0.734 gb|AK013434|riken|2810482I07|nap|NAP099803-001|tc|TC1651389

Plcxd2 phosphatidylinositol-specific phospholipase C, X domain containing 2 A_51_P476492 0.528 ref|NM_001134480|gb|AK086534|gb|BC049364|gb|BC064457

Pmaip1 phorbol-12-myristate-13-acetate-induced protein 1 A_51_P477121 0.503 ref|NM_021451|ens|ENSMUST00000025399|gb|AK043856|gb|AK088556

Akt1s1 AKT1 substrate 1 (proline-rich) A_51_P478326 0.523 ref|NM_026270|ens|ENSMUST00000107885|ens|ENSMUST00000054343|ens|ENSMUST00000107880

Nosip nitric oxide synthase interacting protein A_51_P479177 0.884 ref|NM_025533|ref|NM_001163684|ens|ENSMUST00000003513|ens|ENSMUST00000107830

Klhdc10 kelch domain containing 10 A_51_P479528 0.554 ref|NM_029742|ens|ENSMUST00000068259|ens|ENSMUST00000068240|gb|AK086657

Nmral1 NmrA-like family domain containing 1 A_51_P480233 0.579 ref|NM_026393|ens|ENSMUST00000115851|gb|AK012340|gb|BC030039

Blmh bleomycin hydrolase A_51_P480904 0.586 ref|NM_178645|ens|ENSMUST00000021197|gb|BC027403|gb|AK206222

Vegfa vascular endothelial growth factor A A_51_P482552 0.512 ref|NM_001025250|ref|NM_009505|ref|NM_001025257|ref|NM_001110266

Pcdhb9 protocadherin beta 9 A_51_P483878 0.591 ref|NM_053134|ens|ENSMUST00000057228|gb|AY013791|gb|AK032626

Irf3 interferon regulatory factor 3 A_51_P485499 0.562 ref|NM_016849|ens|ENSMUST00000107835|ens|ENSMUST00000003284|ens|ENSMUST00000107834

Nudt8 nudix (nucleoside diphosphate linked moiety X)-type motif 8 A_51_P490388 0.515 ref|NM_025529|ens|ENSMUST00000025802|gb|AK045197|gb|AK170076

H2-D1 histocompatibility 2, D region locus 1 A_51_P496996 0.546 ref|NM_010380|ens|ENSMUST00000087173|gb|M37680|gb|M37681

C2 complement component 2 (within H-2S) A_51_P497985 0.532 ref|NM_013484|ens|ENSMUST00000025230|gb|AK146812|gb|M57891

Derl2 Der1-like domain family, member 2 A_51_P498831 0.603 ref|NM_033562|ens|ENSMUST00000018586|gb|AK151934|gb|AK077659

Trim11 tripartite motif-containing 11 A_51_P498866 0.525 ref|NM_053168|ens|ENSMUST00000108809|ens|ENSMUST00000108810|ens|ENSMUST00000093061

Obfc2a oligonucleotide/oligosaccharide-binding fold containing 2A A_51_P499254 0.504 ref|NM_028696|gb|BC095967|gb|AK051607|gb|AK083915

Gga3 golgi associated, gamma adaptin ear containing, ARF binding protein 3 A_51_P502443 0.636 ref|NM_173048|ens|ENSMUST00000019135|ens|ENSMUST00000106508|gb|AK147882

Gm7035 predicted gene 7035 A_51_P502456 0.669 ref|NR_004446|gb|BQ951674|nap|NAP005514-002|nap|NAP100128-001

Fam55d family with sequence similarity 55, member D A_51_P502798 0.598 ref|NM_172921|ens|ENSMUST00000093853|gb|BC094249|gb|AK048132

Ppap2b phosphatidic acid phosphatase type 2B A_51_P503433 0.635 ref|NM_080555|ens|ENSMUST00000064139|gb|AK011276|gb|BC005558

Zfp414 zinc finger protein 414 A_51_P503542 0.579 ref|NM_026712|ens|ENSMUST00000073570|gb|AK002706|gb|AK169869

Zfp414 zinc finger protein 414 A_51_P503543 0.613 gb|AK002706|riken|0610030H11

A_51_P503851 0.555 gb|AK050790|riken|D030020C16|tc|TC1620103

Zmynd8 zinc finger, MYND-type containing 8 A_51_P506015 0.531 ref|NM_027230|ens|ENSMUST00000099084|ens|ENSMUST00000099083|gb|AK147620

Mrpl55 mitochondrial ribosomal protein L55 A_51_P506250 0.699 ref|NM_026035|ens|ENSMUST00000108784|ens|ENSMUST00000116374|ens|ENSMUST00000108787

Aldh3b1 aldehyde dehydrogenase 3 family, member B1 A_51_P506356 0.562 ref|NM_026316|ens|ENSMUST00000051803|ens|ENSMUST00000100035|gb|AK004004

5330426P16Rik RIKEN cDNA 5330426P16 gene A_51_P507234 0.710 ref|NR_028300|gb|AK052569|gb|AK045752|gb|AK137010

2510022D24Rik RIKEN cDNA 2510022D24 gene A_51_P507471 0.591 gb|AK010990|gb|AK009538|riken|2510022D24|riken|2310030C18

Rpl35a ribosomal protein L35A A_51_P509107 0.629 ref|NM_021338|ref|NM_001130484|ref|NM_001130485|ref|XM_001479819

B3gntl1 UDP-GlcNAc:betaGal beta-1,3-N-acetylglucosaminyltransferase-like 1 A_51_P510106 0.512 ref|NM_178664|ens|ENSMUST00000067399|gb|AK031361|gb|AK156318

A_51_P510914 0.851 ens|ENSMUST00000109055|ens|ENSMUST00000109011|gb|AK013921|gb|U62393

A_51_P510916 0.842 ens|ENSMUST00000109011|ens|ENSMUST00000108980|ens|ENSMUST00000119149|ens|ENSMUST00000120959

Pcdhb18 protocadherin beta 18 A_51_P511918 0.501 ref|NM_053143|ref|NM_053145|ref|NM_053142|ens|ENSMUST00000055949

Alad aminolevulinate, delta-, dehydratase A_51_P512072 0.721 ref|NM_008525|ens|ENSMUST00000107444|ens|ENSMUST00000030090|gb|AK168132

Dera 2-deoxyribose-5-phosphate aldolase homolog (C. elegans) A_51_P512820 0.618 ref|NM_172733|ens|ENSMUST00000087675|gb|BC016218|gb|AK083298

Gins4 GINS complex subunit 4 (Sld5 homolog) A_51_P513085 0.717 ref|NM_024240|ens|ENSMUST00000033950|gb|AK164815|gb|BC002156

Rac1 RAS-related C3 botulinum substrate 1 A_51_P513254 0.571 ref|NM_009007|gb|AK193118|gb|AK076023|gb|AK081613

Megf10 multiple EGF-like-domains 10 A_51_P514070 0.615 ref|NM_001001979|ens|ENSMUST00000075770|ens|ENSMUST00000115370|gb|AK147238

Prdm16 PR domain containing 16 A_51_P514139 0.723 ref|NM_027504|ens|ENSMUST00000105638|ens|ENSMUST00000030902|ens|ENSMUST00000105637

Xlr X-linked lymphocyte-regulated complex A_51_P514351 0.558 ref|NM_011725|ref|NM_027510|ref|NM_001100445|ref|XM_001475126

Slc2a5 solute carrier family 2 (facilitated glucose transporter), member 5 A_51_P514405 0.715 ref|NM_019741|ens|ENSMUST00000030826|gb|BC023500|gb|AF161071

Tceb3 transcription elongation factor B (SIII), polypeptide 3 A_51_P517126 0.649 ref|NM_013736|ens|ENSMUST00000030427|gb|AB025015|gb|AK145994

Lass2 LAG1 homolog, ceramide synthase 2 A_51_P517381 0.512 ref|NM_029789|ens|ENSMUST00000015858|gb|AK002626|gb|AK159325

Cebpg CCAAT/enhancer binding protein (C/EBP), gamma A_51_P521216 0.620 ref|NM_009884|gb|BC011319|nap|NAP096020-001

Fasn fatty acid synthase A_52_P100252 0.619 ref|NM_007988|ens|ENSMUST00000055655|gb|AK080374|gb|AK078721

Ube2r2 ubiquitin-conjugating enzyme E2R 2 A_52_P1029985 0.517 ref|NM_026275|ens|ENSMUST00000040008|gb|AK007517|gb|AK003550

A_52_P103291 0.513 nap|NAP035629-1|tc|TC1631469

Fam114a2 family with sequence similarity 114, member A2 A_52_P104700 0.505 ref|NM_026342|ref|NM_001168668|ref|NM_001168667|ens|ENSMUST00000108850

Nudcd3 NudC domain containing 3 A_52_P105164 0.527 ref|NM_173748|ens|ENSMUST00000066496|ens|ENSMUST00000109806|ens|ENSMUST00000109805

Gdi2 guanosine diphosphate (GDP) dissociation inhibitor 2 A_52_P1073 0.509 ref|NM_008112|ens|ENSMUST00000059515|ens|ENSMUST00000110714|gb|AK143681

Myo1f myosin IF A_52_P113190 0.559 ref|NM_053214|ens|ENSMUST00000114400|ens|ENSMUST00000087605|gb|AK158333

A_52_P1133481 0.583 gb|BF149456|tc|TC1779913

Aff4 AF4/FMR2 family, member 4 A_52_P116192 0.518 ref|NM_033565|ens|ENSMUST00000060945|gb|BC028557|gb|AK053034

8430419L09Rik RIKEN cDNA 8430419L09 gene A_52_P116628 0.675 ref|NM_028982|ens|ENSMUST00000111915|gb|BC079676|gb|BC003918

Rbl2 retinoblastoma-like 2 A_52_P117325 0.600 ref|NM_011250|ens|ENSMUST00000034091|gb|AK160027|gb|Z68184

A_52_P1196431 0.508 gb|AK039914|riken|A430028D23

Pon2 paraoxonase 2 A_52_P126055 0.518 ref|NM_183308|ens|ENSMUST00000057792|gb|AK214187|gb|AK171926

B4galnt1 beta-1,4-N-acetyl-galactosaminyl transferase 1 A_52_P130972 0.684 gb|BC022180|gb|AK086849|riken|E030004J15|nap|NAP087559-1

Gm10653 ribsomal protein S2 pseudogene A_52_P138036 0.566 ref|NR_003965|ref|XM_001477193|ref|XM_620258|ref|XM_916251

Laptm5 lysosomal-associated protein transmembrane 5 A_52_P13815 0.595 ref|NM_010686|gb|AK050633|gb|AK170438|gb|AK172885

Sirt7 sirtuin 7 (silent mating type information regulation 2, homolog) 7 (S. cerevisiae) A_52_P138727 0.608 ref|NM_153056|ens|ENSMUST00000080202|gb|AY251540|gb|AK135484

Trpm4 transient receptor potential cation channel, subfamily M, member 4 A_52_P138967 0.583 ref|NM_175130|ens|ENSMUST00000042194|gb|AB112658|gb|AB112657

Ncapd2 non-SMC condensin I complex, subunit D2 A_52_P139399 0.668 ref|NM_146171|ens|ENSMUST00000112291|ens|ENSMUST00000043848|gb|AK019259

Pfn4 profilin family, member 4 A_52_P139629 0.507 ref|NM_028376|ens|ENSMUST00000020967|gb|BC116888|gb|BC116890

Pcyt2 phosphate cytidylyltransferase 2, ethanolamine A_52_P142154 0.691 ref|NM_024229|ens|ENSMUST00000026129|ens|ENSMUST00000106188|gb|AK004054

Itgb4 integrin beta 4 A_52_P143287 0.559 ref|NM_001005608|ref|NM_133663|ens|ENSMUST00000106461|ens|ENSMUST00000106460

Zyg11b zyg-ll homolog B (C. elegans) A_52_P14526 0.726 ref|NM_001033634|gb|AK034007|riken|9330140A08|nap|NAP011487-001

Vcpip1 valosin containing protein (p97)/p47 complex interacting protein 1 A_52_P145767 0.542 ref|NM_173443|ens|ENSMUST00000057438|gb|AK122563|gb|AK077494

Gm11531 predicted gene 11531 A_52_P146457 0.533 ref|XM_001475401|ref|XM_001478245|ref|XM_001475389|ref|XM_001478232

Hmgn2 high mobility group nucleosomal binding domain 2 A_52_P149864 0.536 ref|NM_016957|ref|XM_001473104|ref|XM_001477164|ref|XM_001476615

H2-Q8 histocompatibility 2, Q region locus 8 A_52_P152133 0.847 ref|NM_023124|ref|XM_001471706|gb|AK013097|riken|2810417A05

Arl2bp ADP-ribosylation factor-like 2 binding protein A_52_P153189 0.690 ref|NM_024269|ref|NM_024191|ens|ENSMUST00000034228|ens|ENSMUST00000109527

1810074P20Rik RIKEN cDNA 1810074P20 gene A_52_P153333 0.558 ref|NM_026194|ens|ENSMUST00000102994|ens|ENSMUST00000038705|gb|BC132195

Sesn2 sestrin 2 A_52_P154710 0.678 gb|AK170547|riken|F630107J04|nap|NAP123409-1

Rnf157 ring finger protein 157 A_52_P157170 0.643 ref|NM_027258|ens|ENSMUST00000100202|ens|ENSMUST00000106398|gb|BC053070

Ccdc126 coiled-coil domain containing 126 A_52_P163640 0.504 ref|NM_175098|ens|ENSMUST00000114491|ens|ENSMUST00000055559|gb|BC117837

Ppp1r2 protein phosphatase 1, regulatory (inhibitor) subunit 2 A_52_P164615 0.550 ref|NM_025800|ref|NR_003650|ref|XM_484582|ref|XM_001474700

BC003331 cDNA sequence BC003331 A_52_P165403 0.554 ref|NM_145511|ens|ENSMUST00000006167|ens|ENSMUST00000094477|ens|ENSMUST00000097546

Srr serine racemase A_52_P16571 0.656 ref|NM_013761|ref|NM_001163311|ens|ENSMUST00000108447|ens|ENSMUST00000121738

Mthfd1l methylenetetrahydrofolate dehydrogenase (NADP+ dependent) 1-like A_52_P167278 0.533 ref|NM_172308|ref|NM_001170786|ens|ENSMUST00000043735|ens|ENSMUST00000105585

Tmem8 transmembrane protein 8 (five membrane-spanning domains) A_52_P167382 0.594 ref|NM_021793|ens|ENSMUST00000025010|gb|AK079893|gb|AB045293

BC060267 cDNA sequence BC060267 A_52_P167535 0.588 ref|NM_001110506|gb|BC060267|nap|NAP027087-1|tc|TC1584269

Usp3 ubiquitin specific peptidase 3 A_52_P173485 0.552 ref|NM_144937|ens|ENSMUST00000098613|ens|ENSMUST00000034940|gb|BC017156

Mtmr3 myotubularin related protein 3 A_52_P175699 0.562 ref|NM_028860|ens|ENSMUST00000040448|gb|AK122261|nap|NAP032268-1

Zmym5 zinc finger, MYM-type 5" A_52_P179211 0.765 gb|BC058644|tc|TC1588427

Txnl4a thioredoxin-like 4A A_52_P179729 0.546 ref|NM_025299|ens|ENSMUST00000025464|gb|AK181260|gb|AK007331

5430411C19Rik RIKEN cDNA 5430411C19 gene A_52_P18854 0.510 ref|XM_001478639|ref|XM_001480495|gb|AK017294|riken|5430411C19

Gm447 predicted gene 447 A_52_P188589 0.716 gb|AK049058|gb|BC025881|riken|C230095O06|nap|NAP084988-1

A_52_P188593 0.702 ens|ENSMUST00000059428|gb|AK049058|gb|BC025881|riken|C230095O06

A_52_P189338 0.651 nap|NAP093999-001

Camk4 calcium/calmodulin-dependent protein kinase IV A_52_P191278 0.554 gb|AK043457|riken|A730097A20|nap|NAP022492-001|tc|TC1617151

Dctn4 dynactin 4 A_52_P193104 0.685 gb|AK162552|gb|AK003238|gb|AK089264|riken|1110001K06

Trnau1ap tRNA selenocysteine 1 associated protein 1 A_52_P193233 0.505 ref|NM_027925|ens|ENSMUST00000030730|ens|ENSMUST00000105959|gb|BC005795

4930555G01Rik RIKEN cDNA 4930555G01 gene A_52_P195235 0.688 ref|NM_175393|ref|XM_001475922|ref|XM_001477839|ref|XM_891048

Erdr1 erythroid differentiation regulator 1 A_52_P197965 0.516 gb|AJ539223|tc|NP598082

Gnb1 guanine nucleotide binding protein (G protein), beta 1 A_52_P205991 0.553 ref|NM_008142|ref|NM_001160016|ref|NM_001160017|ens|ENSMUST00000030940

Pop4 processing of precursor 4, ribonuclease P/MRP family, (S. cerevisiae) A_52_P206492 0.902 ref|NM_025390|ens|ENSMUST00000032585|gb|AK003908|gb|AK150459

Zfp422 zinc finger protein 422 A_52_P206762 0.704 ref|NM_026057|ens|ENSMUST00000079749|ens|ENSMUST00000112880|ens|ENSMUST00000057540

Slc4a1ap solute carrier family 4 (anion exchanger), member 1, adaptor protein A_52_P208544 0.561 ref|NM_009206|ens|ENSMUST00000114533|ens|ENSMUST00000031023|ens|ENSMUST00000117262
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A030001D20Rik RIKEN cDNA A030001D20 gene A_52_P209578 0.670 gb|AK003910|gb|AK037147|riken|1110025D03|riken|A030001D20

A_52_P218590 0.595 nap|NAP034466-1|tc|TC1647096

D830030K20Rik RIKEN cDNA D830030K20 gene A_52_P218930 0.585 ref|NM_177135|ref|XM_001475600|ref|XM_001475847|ref|XM_001477400

Map3k6 mitogen-activated protein kinase kinase kinase 6 A_52_P222775 0.713 ref|NM_016693|ens|ENSMUST00000030677|gb|BC125577|gb|BC120565

Itga4 integrin alpha 4 A_52_P223495 0.537 ref|NM_010576|ens|ENSMUST00000099972|gb|BC068313|gb|AK083354

Pcdhb12 protocadherin beta 12 A_52_P224485 0.715 ref|NM_053137|ens|ENSMUST00000055495|gb|AY013773|gb|BC127609

Rnf130 ring finger protein 130 A_52_P225438 0.555 ref|NM_021540|ref|XM_001475575|ens|ENSMUST00000102776|ens|ENSMUST00000054684

1110018N20Rik RIKEN cDNA 1110018N20 gene A_52_P225888 0.511 gb|AK044157|gb|AK004537|gb|AK003793|gb|AY672066

A930004D18Rik RIKEN cDNA A930004D18 gene A_52_P228667 0.573 ref|NR_028376|ens|ENSMUST00000066163|gb|AK044329|gb|BB277834

Limch1 LIM and calponin homology domains 1 A_52_P229278 0.633 ref|NM_001001980|ens|ENSMUST00000119854|ens|ENSMUST00000118242|ens|ENSMUST00000117601

A_52_P232346 0.753 nap|NAP103909-1|tc|TC1708996

Dpy19l3 dpy-19-like 3 (C. elegans) A_52_P237102 0.737 ref|NM_178704|gb|AK085462|riken|D630029P09|nap|NAP020869-001

Fuz fuzzy homolog (Drosophila) A_52_P24206 0.758 gb|BC045601|gb|AK011195|riken|2600013E07|nap|NAP014553-001

Spon1 spondin 1, (f-spondin) extracellular matrix protein A_52_P242321 0.613 ref|NM_145584|gb|AK084717|riken|D330035F22|nap|NAP122173-001

Whsc2 Wolf-Hirschhorn syndrome candidate 2 (human) A_52_P242329 0.588 ref|NM_011914|gb|AK078760|gb|AK216954|gb|AK088384

5430435G22Rik RIKEN cDNA 5430435G22 gene A_52_P244682 0.586 ref|NM_145509|ens|ENSMUST00000064679|ens|ENSMUST00000064664|gb|AK036056

BC056474 cDNA sequence BC056474 A_52_P245853 0.510 ref|NM_001001493|ref|XM_001473971|ref|XM_001474178|ens|ENSMUST00000079764

4833417J20Rik RIKEN cDNA 4833417J20 gene A_52_P249672 0.549 gb|AK014716|riken|4833417J20|nap|NAP116043-1|nap|NAP105122-1

0710001D07Rik RIKEN cDNA 0710001D07 gene A_52_P249687 0.624 gb|AK002941|gb|AK006324|riken|0710001D07|riken|1700025C14

Uevld UEV and lactate/malate dehyrogenase domains A_52_P253120 0.545 ref|NM_001040695|ens|ENSMUST00000094398|gb|AK080186|gb|AK155685

Stk19 serine/threonine kinase 19 A_52_P254607 0.632 ref|NM_019442|ens|ENSMUST00000077477|gb|AK146739|gb|AK168865

9830001H06Rik RIKEN cDNA 9830001H06 gene A_52_P257919 0.908 ref|NM_001164663|ens|ENSMUST00000069098|gb|AK031493|gb|AK147227

Pnkp polynucleotide kinase 3'- phosphatase A_52_P257987 0.591 ref|NM_021549|ens|ENSMUST00000003044|ens|ENSMUST00000085410|ens|ENSMUST00000098478

Cacna1c calcium channel, voltage-dependent, L type, alpha 1C subunit A_52_P25903 0.518 ref|NM_001159533|ref|NM_001159534|ref|NM_001159535|ref|NM_009781

Phf20 PHD finger protein 20 A_52_P259258 0.547 ref|NM_172674|ens|ENSMUST00000088600|ens|ENSMUST00000037401|gb|BC060121

A_52_P262676 0.537 ens|ENSMUST00000108967|ens|ENSMUST00000108969|ens|ENSMUST00000108970|nap|NAP061407-1

Zfp593 zinc finger protein 593 A_52_P262914 0.578 ref|NM_024215|ens|ENSMUST00000116281|ens|ENSMUST00000030644|gb|AK005247

Tmem33 transmembrane protein 33 A_52_P263201 0.553 ref|NM_030108|ref|NM_028975|ens|ENSMUST00000117764|ens|ENSMUST00000120237

Trim12 tripartite motif-containing 12 A_52_P267391 0.597 ref|NM_023835|ens|ENSMUST00000106839|ens|ENSMUST00000033213|ens|ENSMUST00000106837

Cml5 camello-like 5 A_52_P2710 0.833 ref|NM_023493|ens|ENSMUST00000032074|gb|AK007530|gb|AF187099

Pold3 polymerase (DNA-directed), delta 3, accessory subunit A_52_P271244 0.672 ref|NM_133692|ens|ENSMUST00000107079|ens|ENSMUST00000032969|gb|AK010805

Pip4k2a phosphatidylinositol-5-phosphate 4-kinase, type II, alpha A_52_P271468 0.503 ref|NM_008845|ens|ENSMUST00000006912|ens|ENSMUST00000114645|gb|BC011097

A430108G06Rik RIKEN cDNA A430108G06 gene A_52_P271495 0.628 gb|AK038603|gb|AK040599|riken|A230049K09|riken|A430108G06

Dhdds dehydrodolichyl diphosphate synthase A_52_P27271 0.523 ref|NM_026144|ens|ENSMUST00000105885|ens|ENSMUST00000105886|ens|ENSMUST00000105889

Rtkn2 rhotekin 2 A_52_P27482 0.566 ref|NM_001081346|ens|ENSMUST00000117086|ens|ENSMUST00000068994|ens|ENSMUST00000105437

Ptp4a2 protein tyrosine phosphatase 4a2 A_52_P276607 0.577 ref|NM_008974|ref|NM_001164745|ens|ENSMUST00000030578|gb|BC087551

Daglb diacylglycerol lipase, beta A_52_P277394 0.522 gb|AK081509|riken|C130025A20|nap|NAP121638-001|tc|TC1623592

A_52_P280821 0.567 nap|NAP123201-1

Gm14326 predicted gene 14326 A_52_P283378 0.561 ref|XM_902322|ens|ENSMUST00000108940|ens|ENSMUST00000108937|ens|ENSMUST00000108939

H2afj H2A histone family, member J A_52_P286488 0.728 ref|NM_177688|gb|AK053755|gb|AW490391|riken|E130307C13

Srxn1 sulfiredoxin 1 homolog (S. cerevisiae) A_52_P297032 0.639 ref|NM_029688|ens|ENSMUST00000041500|ens|ENSMUST00000099225|gb|AK161066

Ube2i ubiquitin-conjugating enzyme E2I A_52_P297731 0.693 ref|NM_011665|ref|XM_620954|ens|ENSMUST00000049911|gb|AK004248

Nsdhl NAD(P) dependent steroid dehydrogenase-like A_52_P297803 0.536 ref|NM_010941|gb|BC052834|gb|AK013945|gb|AK088026

Gm5296 predicted gene 5296 A_52_P303841 0.560 ref|XM_986220|ref|XM_903780|gb|AK046383|riken|B230378H01

Slc35a5 solute carrier family 35, member A5 A_52_P307749 0.503 ref|NM_028756|ens|ENSMUST00000023344|gb|AK033921|gb|BF462529

A_52_P313570 0.520 nap|NAP070973-1|nap|NAP068914-1

Gpr56 G protein-coupled receptor 56 A_52_P317393 0.607 ref|NM_018882|ens|ENSMUST00000093271|gb|AK087268|gb|AK085664

1110038B12Rik RIKEN cDNA 1110038B12 gene A_52_P31814 0.650 ref|NR_027943|ref|NR_015536|gb|AK002372|gb|AK004150

Hmgb1 high mobility group box 1 A_52_P324336 0.507 gb|BC064790|nap|NAP106119-1

1110020A21Rik RIKEN cDNA 1110020A21 gene A_52_P32453 0.586 ref|NR_027930|gb|AK011222|riken|2600015P10|tc|TC1666714

2700046G09Rik RIKEN cDNA 2700046G09 gene A_52_P324656 0.650 ref|NR_033198|ens|ENSMUST00000025824|gb|AK035700|gb|AK012385

Ypel3 yippee-like 3 (Drosophila) A_52_P326808 0.621 ref|NM_026875|ref|NM_025347|ens|ENSMUST00000106356|ens|ENSMUST00000038614

Hcfc2 host cell factor C2 A_52_P32683 0.615 gb|AK040565|riken|A430106M23|nap|NAP002335-001|tc|TC1597970

Wdfy1 WD repeat and FYVE domain containing 1 A_52_P328825 1.000 ref|NM_001111279|ens|ENSMUST00000097685|ens|ENSMUST00000113512|ens|ENSMUST00000113513

Pclo piccolo (presynaptic cytomatrix protein) A_52_P336904 0.621 ref|NM_011995|ens|ENSMUST00000116626|gb|AB083477|gb|Y19185

Lrrc27 leucine rich repeat containing 27 A_52_P33831 0.697 ref|NM_027164|ens|ENSMUST00000016124|gb|AK165593|gb|AK009798

Xlr X-linked lymphocyte-regulated complex A_52_P33841 0.502 ref|NM_011725|ref|NM_027510|ref|XM_001475126|ref|XM_001478215

Nipal3 NIPA-like domain containing 3 A_52_P338626 0.686 ref|NM_028995|ref|XM_001479396|ens|ENSMUST00000102549|gb|AK018640

Cdv3 carnitine deficiency-associated gene expressed in ventricle 3 A_52_P339606 0.510 ref|NM_175833|ref|NM_001134426|ref|NM_001134427|ref|NM_175565

Obfc1 oligonucleotide/oligosaccharide-binding fold containing 1 A_52_P340692 0.604 ref|NM_175360|ens|ENSMUST00000049369|ens|ENSMUST00000086929|gb|AK146929

Gm3020 predicted gene 3020 A_52_P342836 0.584 ref|NR_033117|ref|XM_001477011|ref|XM_001476596|ref|XM_001477897

Tfb1m transcription factor B1, mitochondrial A_52_P345247 0.643 ref|NM_146074|ens|ENSMUST00000041003|gb|BC032930|nap|NAP121265-001

Atpaf1 ATP synthase mitochondrial F1 complex assembly factor 1 A_52_P346438 0.522 gb|AK032020|gb|BE655391|riken|6330547J17|nap|NAP096696-001

Gm14288 predicted gene 14288 A_52_P347803 0.532 ref|NM_001033123|ens|ENSMUST00000109051|ens|ENSMUST00000109020|ens|ENSMUST00000108926

Scand1 SCAN domain-containing 1 A_52_P348972 0.510 ref|NM_020255|ens|ENSMUST00000079125|gb|AF220501|gb|AK220179

Atp6v1g1 ATPase, H+ transporting, lysosomal V1 subunit G1 A_52_P349738 0.617 ref|NM_024173|ref|XM_001472372|ref|XM_001479550|ens|ENSMUST00000035301

Trim26 tripartite motif-containing 26 A_52_P353038 0.673 ref|NM_001025599|ens|ENSMUST00000053434|ens|ENSMUST00000087160|gb|BC037110

544988 predicted gene, 544988 A_52_P355751 0.550 ref|NM_001024712|ref|NM_001164727|gb|BC055874|gb|BC027416

Med20 mediator complex subunit 20 A_52_P362466 0.613 gb|AK019130|riken|2410115I17|nap|NAP092067-1|tc|TC1631416

Lphn1 latrophilin 1 A_52_P364350 0.528 ref|NM_181039|gb|AK147455|gb|AK147519|gb|AK134818

6430604M11Rik RIKEN cDNA 6430604M11 gene A_52_P365505 0.618 gb|AK032585|gb|AK163746|gb|AK039501|riken|6430604M11

Atxn2l ataxin 2-like A_52_P367060 0.510 ref|NM_183020|ens|ENSMUST00000040202|gb|AK168745|gb|AK158626

Mri1 methylthioribose-1-phosphate isomerase homolog (S. cerevisiae) A_52_P367791 0.635 ref|NM_026423|ens|ENSMUST00000005122|gb|AK007709|gb|AK164894

Mri1 methylthioribose-1-phosphate isomerase homolog (S. cerevisiae) A_52_P367792 0.629 ref|NM_026423|ens|ENSMUST00000005122|gb|AK007709|gb|AK164894

A730011L01Rik RIKEN cDNA A730011L01 gene A_52_P374681 0.566 ref|NM_177394|ref|NM_001164636|ens|ENSMUST00000064513|ens|ENSMUST00000106245

Atp6v1g2 ATPase, H+ transporting, lysosomal V1 subunit G2 A_52_P374839 0.591 ref|NM_023179|ens|ENSMUST00000068261|gb|AK005109|gb|BC020190

Hspa13 heat shock protein 70 family, member 13 A_52_P376804 0.594 ref|NM_030201|ref|NR_027492|ens|ENSMUST00000114244|ens|ENSMUST00000046283

Lap3 leucine aminopeptidase 3 A_52_P379256 0.527 ref|NM_024434|ens|ENSMUST00000046122|gb|CT010237|gb|CT010301

A_52_P379505 0.562 nap|NAP030809-1|nap|NAP030805-1

Srbd1 S1 RNA binding domain 1 A_52_P380460 0.813 ref|NM_030133|ref|XM_001479682|ref|XM_001480810|ens|ENSMUST00000043323

Evi2a ecotropic viral integration site 2a A_52_P380895 0.514 ref|NM_001033711|ref|NM_010161|ens|ENSMUST00000103236|ens|ENSMUST00000052383

A_52_P381784 0.651 ens|ENSMUST00000114399|gb|AK081480|gb|AK031931|riken|C130020C13

Eaf2 ELL associated factor 2 A_52_P382627 0.523 ref|NM_134111|ref|NM_001113401|ref|NM_001113405|ref|NR_027985

Usp3 ubiquitin specific peptidase 3 A_52_P384931 0.500 gb|AK158516|riken|K230005M06|nap|NAP033612-1|tc|TC1635035

Sema5b sema domain, seven thrombospondin repeats (type 1 and type 1-like), transmembrane domain 
(TM) and short cytoplasmic domain, (semaphorin) 5B A_52_P385824 0.524 ref|NM_013661|ens|ENSMUST00000120756|gb|BC052397|gb|AK129362

Lyrm7 LYR motif containing 7 A_52_P387189 0.681 gb|AK079070|gb|BB077939|riken|9330147L21|nap|NAP117265-1

Sox2ot SOX2 overlapping transcript (non-protein coding) A_52_P389324 1.000 ref|NR_015580|gb|AK045614|gb|AK031826|gb|BC057611

Kbtbd11 kelch repeat and BTB (POZ) domain containing 11 A_52_P394448 0.552 ref|NM_029116|ref|XM_001474596|ref|XM_001474229|ens|ENSMUST00000058886

2700094K13Rik RIKEN cDNA 2700094K13 gene A_52_P396774 0.501 ref|NM_001037279|ref|NM_001033166|ens|ENSMUST00000117299|ens|ENSMUST00000102646

Golga7 golgi autoantigen, golgin subfamily a, 7 A_52_P398018 0.718 gb|AK089856|gb|BC064083|riken|F830033L24|nap|NAP072825-1

Kcnj11 potassium inwardly rectifying channel, subfamily J, member 11 A_52_P402705 0.698 ref|NM_010602|gb|AK085993|gb|AK032689|gb|BC052731

Cpne1 copine I A_52_P403097 0.682 ref|NM_170588|ref|NM_170590|ens|ENSMUST00000109607|ens|ENSMUST00000109608

B230217C12Rik RIKEN cDNA B230217C12 gene A_52_P403246 0.613 ref|NM_001080935|ens|ENSMUST00000054783|gb|AK042827|gb|AK082773

A_52_P406216 0.512 nap|NAP025806-1

Txnl4a thioredoxin-like 4A A_52_P407145 0.838 ref|NM_025299|gb|AK004039|gb|AK148287|gb|AK166497

A_52_P41865 0.538 nap|NAP101328-1

Vps36 vacuolar protein sorting 36 (yeast) A_52_P421417 0.600 gb|AK156241|gb|AK013045|riken|2810408E15|riken|F830013F21

Pisd phosphatidylserine decarboxylase A_52_P422338 0.557 ref|NM_177298|ref|NR_003519|ref|NR_003518|ref|NR_003517

Map3k2 mitogen-activated protein kinase kinase kinase 2 A_52_P424197 0.569 ref|NM_011946|gb|AK033788|gb|AK029131|riken|9230108P05

Rbbp4 retinoblastoma binding protein 4 A_52_P424767 0.605 ref|NM_009030|gb|AK082419|riken|C230048M14|nap|NAP121790-001

LOC547150 cadherin 11 pseudogene A_52_P425634 0.639 ref|NR_030708|gb|BC086760|gb|AK081322|gb|AK134636

Slc15a2 solute carrier family 15 (H+/peptide transporter), member 2 A_52_P426605 1.000 gb|AK018393|gb|BC051199|gb|BC018335|riken|8430408C16

C2 complement component 2 (within H-2S) A_52_P428699 0.520 ref|NM_013484|ens|ENSMUST00000025230|gb|M16271|gb|AK194662

Nacc1 nucleus accumbens associated 1, BEN and BTB (POZ) domain containing A_52_P430247 0.704 ref|NM_025788|ens|ENSMUST00000001975|gb|AK008006|gb|AK082795

Lrrfip2 leucine rich repeat (in FLII) interacting protein 2 A_52_P43028 0.504 ref|NM_027742|ref|NM_001164838|ens|ENSMUST00000098339|ens|ENSMUST00000035078

Chchd8 coiled-coil-helix-coiled-coil-helix domain containing 8 A_52_P434841 0.541 ref|NM_183270|ens|ENSMUST00000054310|gb|AK088786|gb|AK008883

Amz2 archaelysin family metallopeptidase 2 A_52_P435569 0.539 ref|NM_025275|ens|ENSMUST00000020929|ens|ENSMUST00000103061|ens|ENSMUST00000092500

A_52_P440729 0.572 ens|ENSMUST00000066689|gb|AK035245|gb|AK011885|gb|AK050961

Yme1l1 YME1-like 1 (S. cerevisiae) A_52_P444849 0.520 ref|NM_013771|ens|ENSMUST00000028117|gb|AY136287|gb|AY136286

Etnk1 ethanolamine kinase 1 A_52_P446011 0.557 ref|NM_029250|ens|ENSMUST00000032413|gb|AK044502|gb|AK049827

Nit2 nitrilase family, member 2 A_52_P448006 0.611 ref|NM_023175|ens|ENSMUST00000023432|gb|AK003604|gb|AK004535

Lrp6 low density lipoprotein receptor-related protein 6 A_52_P453684 0.619 gb|AK021086|riken|C030016K15|nap|NAP018583-001|tc|TC1631257
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5330426P16Rik RIKEN cDNA 5330426P16 gene A_52_P456410 0.557 gb|AK019912|gb|AK151508|riken|I830031B22|riken|5330426P16

Aph1b anterior pharynx defective 1b homolog (C. elegans) A_52_P456750 1.000 ref|NM_177583|ens|ENSMUST00000034934|gb|AK028521|gb|AK154847

Metap2 methionine aminopeptidase 2 A_52_P457040 0.553 ref|NM_019648|ens|ENSMUST00000047910|gb|AK090323|gb|AK165845

Hspa12a heat shock protein 12A A_52_P460422 0.526 ref|NM_175199|ens|ENSMUST00000066285|gb|BC030362|gb|AB093239

Dcaf7 DDB1 and CUL4 associated factor 7 A_52_P46310 0.522 ref|NM_027946|ens|ENSMUST00000058438|gb|AK005902|gb|AK165674

Bdh1 3-hydroxybutyrate dehydrogenase, type 1 A_52_P468343 0.508 ref|NM_001122683|ref|NM_175177|gb|AK146962|gb|AK146321

Slpi secretory leukocyte peptidase inhibitor A_52_P472324 0.567 ref|NM_011414|ens|ENSMUST00000109367|gb|AK010170|gb|BC028509

Utp6 UTP6, small subunit (SSU) processome component, homolog (yeast) A_52_P472958 0.612 ref|NM_144826|ens|ENSMUST00000108241|ens|ENSMUST00000043152|gb|AK164010

Cldnd1 claudin domain containing 1 A_52_P473154 0.700 ref|NM_171826|ens|ENSMUST00000023426|gb|AK009743|gb|AK152121

Csnk1d casein kinase 1, delta A_52_P477369 0.517 ref|NM_139059|ref|NM_027874|ens|ENSMUST00000096557|ens|ENSMUST00000018274

Amdhd2 amidohydrolase domain containing 2 A_52_P478460 0.683 gb|AK078259|gb|BX515297|riken|6430547H16|nap|NAP089405-1

Tra2a transformer 2 alpha homolog (Drosophila) A_52_P482063 0.637 gb|AK076230|gb|AK170599|gb|CB588885|riken|4222403J09

D3Ertd254e DNA segment, Chr 3, ERATO Doi 254, expressed A_52_P487281 0.656 ref|NM_001101478|gb|AK153849|riken|C920023D22|nap|NAP122572-001

Rac1 RAS-related C3 botulinum substrate 1 A_52_P488220 0.511 ref|NM_009007|ens|ENSMUST00000080537|ens|ENSMUST00000100489|gb|AK199407

Rexo2 REX2, RNA exonuclease 2 homolog (S. cerevisiae) A_52_P489240 0.571 gb|AK090202|gb|BY645324|riken|G630016I10|nap|NAP019625-001

Dtx3 deltex 3 homolog (Drosophila) A_52_P495453 0.663 ref|NM_030714|ens|ENSMUST00000038217|ens|ENSMUST00000116230|ens|ENSMUST00000116229

Vps52 vacuolar protein sorting 52 (yeast) A_52_P497085 0.595 ref|NM_172620|ref|XM_619451|ens|ENSMUST00000114330|ens|ENSMUST00000025178

A_52_P497503 0.508 nap|NAP030187-1|nap|NAP000014-003|nap|NAP071006-1|nap|NAP060807-1

Hist1h2ak histone cluster 1, H2ak A_52_P498208 0.733 ref|NM_178183|ens|ENSMUST00000074752|gb|BC119335|nap|NAP111167-1

Gm4924 predicted gene 4924 A_52_P500597 0.524 gb|AK149107|riken|7120483N17|nap|NAP059202-1|nap|NAP102800-1

Ptprn2 protein tyrosine phosphatase, receptor type, N polypeptide 2 A_52_P50150 0.532 ref|NM_011215|ref|XM_001472755|ens|ENSMUST00000070733|gb|BC133678

Aldh7a1 aldehyde dehydrogenase family 7, member A1 A_52_P503071 0.547 ref|NM_138600|ref|NM_001127338|ens|ENSMUST00000116635|ens|ENSMUST00000066208

H2-K1 histocompatibility 2, K1, K region A_52_P50496 0.575 ref|NM_001001892|ens|ENSMUST00000114311|ens|ENSMUST00000087189|ens|ENSMUST00000025181

Samd8 sterile alpha motif domain containing 8 A_52_P505944 0.509 ref|NM_026283|ens|ENSMUST00000022292|ens|ENSMUST00000119430|gb|AK004236

Rpgrip1 retinitis pigmentosa GTPase regulator interacting protein 1 A_52_P507488 0.689 ref|NM_023879|ref|NM_001168515|ens|ENSMUST00000111603|ens|ENSMUST00000111600

Gm4968 predicted gene 4968 A_52_P508103 0.521 ref|XM_145024|ref|XM_917764|ref|XM_916654|ref|XM_001480887

Slc35a5 solute carrier family 35, member A5 A_52_P51198 0.869 ref|NM_028756|ens|ENSMUST00000023344|gb|AK085567|gb|AK030566

Spata2 spermatogenesis associated 2 A_52_P514306 0.508 ref|NM_170756|gb|AK171852|gb|AK122364|gb|AK171664

A_52_P515840 0.726 ens|ENSMUST00000108425|gb|AK052795|gb|BB506376|riken|D730007L14

Ptpn1 protein tyrosine phosphatase, non-receptor type 1 A_52_P516021 0.547 ref|NM_011201|gb|AK211808|gb|AK085713|riken|D730024A01

A_52_P520429 0.835 ens|ENSMUST00000108923|ens|ENSMUST00000108975|ens|ENSMUST00000109011|ens|ENSMUST00000109036

Pcdhb4 protocadherin beta 4 A_52_P529195 0.608 ref|NM_053129|ens|ENSMUST00000056712|gb|AK036169|gb|BC053098

Rps11 ribosomal protein S11 A_52_P530473 0.603 gb|BC012641

Oxa1l oxidase assembly 1-like A_52_P531829 0.627 ref|NM_026936|gb|AK028379|gb|AK052432|gb|AK170898

Tbk1 TANK-binding kinase 1 A_52_P532029 0.513 ref|NM_019786|ens|ENSMUST00000020316|gb|AF145705|gb|BC129911

Atp8a1 ATPase, aminophospholipid transporter (APLT), class I, type 8A, member 1 A_52_P534844 0.596 ref|NM_001038999|ref|NM_009727|ens|ENSMUST00000037380|ens|ENSMUST00000113656

Gvin1 GTPase, very large interferon inducible 1 A_52_P535484 0.536 ref|NM_029000|ref|NM_001039160|ref|NR_030720|ref|NR_030719

Gpbp1 GC-rich promoter binding protein 1 A_52_P536383 0.533 ref|NM_028487|ref|NM_001122963|ens|ENSMUST00000091236|ens|ENSMUST00000047627

Mtfmt mitochondrial methionyl-tRNA formyltransferase A_52_P542204 0.734 ref|NM_027134|ens|ENSMUST00000074792|gb|AK009430|gb|AK029119

A_52_P543430 0.572 nap|NAP095541-001

Med28 mediator of RNA polymerase II transcription, subunit 28 homolog (yeast) A_52_P552580 0.501 ref|NM_025895|ens|ENSMUST00000119579|ens|ENSMUST00000118833|ens|ENSMUST00000015948

Aim1l absent in melanoma 1-like A_52_P559066 0.548 ref|NM_001162970|ens|ENSMUST00000040805|ens|ENSMUST00000121391|gb|AK145690

A_52_P559189 0.548 nap|NAP029864-1

Mex3d mex3 homolog D (C. elegans) A_52_P568165 0.516 ref|NM_198615|ens|ENSMUST00000099480|ens|ENSMUST00000062946|ens|ENSMUST00000105350

Pdhb pyruvate dehydrogenase (lipoamide) beta A_52_P568792 0.533 ref|NM_024221|ens|ENSMUST00000022268|gb|AK014180|gb|AK166631

Agpat5 1-acylglycerol-3-phosphate O-acyltransferase 5 (lysophosphatidic acid acyltransferase, epsilon) A_52_P572447 0.769 ref|NM_026792|ens|ENSMUST00000033847|gb|AK206671|gb|AY161042

Rbpjl recombination signal binding protein for immunoglobulin kappa J region-like A_52_P574759 0.745 ref|NM_009036|ens|ENSMUST00000017151|gb|AK131814|gb|AK052449

Gm9387 tetratricopeptide repeat domain 5 pseudogene A_52_P575668 0.634 ref|XM_001003884|ref|XM_982491|nap|NAP097103-001

Arhgef3 Rho guanine nucleotide exchange factor (GEF) 3 A_52_P577205 0.625 ref|NM_027871|ens|ENSMUST00000049206|ens|ENSMUST00000067296|gb|AK029872

Rnf169 ring finger protein 169 A_52_P577729 0.603 ref|NM_175388|ens|ENSMUST00000080817|gb|BC062943|gb|AK173319

2810416G20Rik RIKEN cDNA 2810416G20 gene A_52_P579580 0.652 ref|XM_001474539|ref|XM_001475725|riken|2810416G20|nap|NAP013810-001

Hcfc2 host cell factor C2 A_52_P581326 0.514 ref|NM_001081218|ens|ENSMUST00000020478|gb|AK007317|gb|BC116411

Fdx1 ferredoxin 1 A_52_P582105 0.544 ref|NM_007996|ens|ENSMUST00000098775|ens|ENSMUST00000034552|gb|AK004879

H2-gs10 MHC class I like protein GS10 A_52_P582814 0.640 ref|NM_001143689|ref|XM_903697|ens|ENSMUST00000113874|ens|ENSMUST00000081435

Pop1 processing of precursor 1, ribonuclease P/MRP family, (S. cerevisiae) A_52_P584078 0.583 ref|NM_152894|ref|NM_026340|ens|ENSMUST00000052290|ens|ENSMUST00000079028

Neu1 neuraminidase 1 A_52_P58524 0.622 ref|NM_010893|ens|ENSMUST00000007253|gb|BC004666|gb|AK145680

Dffa DNA fragmentation factor, alpha subunit A_52_P586539 0.529 ref|NM_001025296|ens|ENSMUST00000030816|gb|AK080898|gb|AK154488

Osgep O-sialoglycoprotein endopeptidase A_52_P586549 0.564 ref|NM_133676|ref|XM_907487|ref|XM_982610|ens|ENSMUST00000006452

2210015D19Rik RIKEN cDNA 2210015D19 gene A_52_P588917 1.000 gb|BC052911|gb|BC094935|nap|NAP037945-1|tc|TC1599819

Gm6436 predicted gene 6436 A_52_P589148 0.818 ref|XM_001001941|ref|XM_887972|ref|XM_904186|nap|NAP096448-001

Vars2 valyl-tRNA synthetase 2, mitochondrial (putative) A_52_P590235 0.773 ref|NM_175137|gb|BC057036|gb|AK173288|gb|AK159301

1700025G04Rik RIKEN cDNA 1700025G04 gene A_52_P590258 0.557 ref|NM_197990|ens|ENSMUST00000044581|ens|ENSMUST00000121533|gb|AK006337

Srxn1 sulfiredoxin 1 homolog (S. cerevisiae) A_52_P593200 0.726 ref|NM_029688|ens|ENSMUST00000041500|ens|ENSMUST00000099225|gb|AK007296

Mrpl47 mitochondrial ribosomal protein L47 A_52_P595537 0.903 gb|BC029173|tc|TC1638364

Hnrnpc heterogeneous nuclear ribonucleoprotein C A_52_P596080 0.653 ref|NM_016884|ref|NM_001170981|ref|NM_001170983|ref|NM_001170984

Src Rous sarcoma oncogene A_52_P600547 0.757 ref|NM_009271|ref|NM_001025395|ens|ENSMUST00000109533|ens|ENSMUST00000092576

Sgsh N-sulfoglucosamine sulfohydrolase (sulfamidase) A_52_P60105 0.573 ref|NM_018822|ens|ENSMUST00000100172|ens|ENSMUST00000005173|gb|AK128926

Trim39 tripartite motif-containing 39 A_52_P601497 0.519 gb|AK053591|gb|AK053507|riken|E130112L06|riken|E130103K13

Tceb3 transcription elongation factor B (SIII), polypeptide 3 A_52_P606679 0.599 ref|NM_013736|ens|ENSMUST00000030427|gb|AK042376|gb|AK036592

A230051G13Rik RIKEN cDNA A230051G13 gene A_52_P608460 0.565 ref|NM_173785|ens|ENSMUST00000054523|gb|AK038625|gb|AK133203

Dnajb9 DnaJ (Hsp40) homolog, subfamily B, member 9 A_52_P613358 0.501 ref|NM_013760|ref|XM_890372|ref|XM_908989|ens|ENSMUST00000015049

LOC100047599 similar to gag protein A_52_P615051 0.647 ref|XM_001478148|ref|XM_001476237|ref|XM_001477698|ref|XM_001477652

Kctd5 potassium channel tetramerisation domain containing 5 A_52_P61758 0.728 ref|NM_027008|ens|ENSMUST00000017090|gb|AK011637|gb|AK143644

Nosip nitric oxide synthase interacting protein A_52_P61811 0.729 ref|NM_025533|ref|NM_001163684|ens|ENSMUST00000107829|gb|AK199797

Pcmt1 protein-L-isoaspartate (D-aspartate) O-methyltransferase 1 A_52_P620009 0.501 ref|NM_008786|ens|ENSMUST00000092710|ens|ENSMUST00000019930|gb|AK214928

Gas7 growth arrest specific 7 A_52_P622539 0.619 ref|NM_008088|ref|NM_001109657|ens|ENSMUST00000108681|ens|ENSMUST00000108680

A_52_P625007 0.546 nap|NAP114347-1|tc|TC1716094

Gm6987 predicted gene 6987 A_52_P629037 0.683 ref|XM_894492|ref|XM_904627|nap|NAP023518-001|nap|NAP030000-1

Zfp811 zinc finger protein 811 A_52_P632601 0.866 ref|NM_183177|ens|ENSMUST00000080905|gb|BC052046|nap|NAP060328-1

Nodal nodal A_52_P633560 0.550 ref|NM_013611|ens|ENSMUST00000049339|gb|X70514|gb|AK049290

Rras Harvey rat sarcoma oncogene, subgroup R A_52_P635182 0.613 ref|NM_009101|ens|ENSMUST00000044111|gb|BC110562|gb|BC110563

Bat1a HLA-B-associated transcript 1A A_52_P635776 0.696 ref|NM_019693|ens|ENSMUST00000093645|ens|ENSMUST00000068056|gb|AK194985

Ccl5 chemokine (C-C motif) ligand 5 A_52_P638459 0.613 ref|NM_013653|ens|ENSMUST00000035938|gb|BC033508|gb|AK003101

D330028D13Rik RIKEN cDNA D330028D13 gene A_52_P639338 0.547 ref|NM_172727|ens|ENSMUST00000060561|ens|ENSMUST00000121903|gb|AK052653

LOC636687 similar to Cadherin-11 precursor (Osteoblast-cadherin) (OB-cadherin) (OSF-4) A_52_P640152 0.502 ref|XM_912173|gb|AK035187|gb|AK164389|riken|9430097L19

Stam signal transducing adaptor molecule (SH3 domain and ITAM motif) 1 A_52_P640204 0.801 ref|NM_011484|ens|ENSMUST00000028050|ens|ENSMUST00000102960|ens|ENSMUST00000114738

Usf2 upstream transcription factor 2 A_52_P647919 0.548 ref|NM_011680|ref|XM_001479271|gb|U01663|nap|NAP034163-1

Xrcc6bp1 XRCC6 binding protein 1 A_52_P649249 0.583 ref|NM_026858|ref|NM_001159559|ens|ENSMUST00000026504|gb|AK010471

Strap serine/threonine kinase receptor associated protein A_52_P650379 0.845 ref|NM_011499|ens|ENSMUST00000064910|gb|AK147179|gb|AK154158

Hist1h2ai histone cluster 1, H2ai A_52_P651235 0.810 ref|NM_178182|ref|NM_175659|ref|NM_178184|ref|NM_178185

Thnsl1 threonine synthase-like 1 (bacterial) A_52_P65268 0.617 ref|NM_177588|ref|NM_001001297|ens|ENSMUST00000102951|ens|ENSMUST00000102952

Rpl21 ribosomal protein L21 A_52_P653937 0.869 ref|NM_019647|gb|AK018480|riken|8430440E03|nap|NAP093633-001

Pisd-ps3 phosphatidylserine decarboxylase, pseudogene 3 A_52_P654624 0.709 ref|NR_003518|ref|NR_003517|ref|XM_001474127|ref|XM_001476056

9430008C03Rik RIKEN cDNA 9430008C03 gene A_52_P658465 0.607 ref|NR_015463|ref|NR_027887|gb|AK079109|gb|AK007971

Snhg3 small nucleolar RNA host gene (non-protein coding) 3 A_52_P661071 0.937 ref|NR_003270|gb|AJ006837|gb|AK076188|gb|BC100513

Gvin1 GTPase, very large interferon inducible 1 A_52_P661713 0.774 ref|NM_029000|ref|NM_001039160|ref|XM_001478498|ref|XM_001478507

Bahd1 bromo adjacent homology domain containing 1 A_52_P662406 0.548 ref|NM_001045523|ens|ENSMUST00000036578|gb|AK152597|gb|AK129243

A_52_P664044 0.508 gb|CN524910|nap|NAP037697-1|tc|TC1646853

Gnptg N-acetylglucosamine-1-phosphotransferase, gamma subunit A_52_P665928 0.806 ref|NM_172529|ref|XM_001478566|ref|XM_001478578|gb|AK044021

Hps5 Hermansky-Pudlak syndrome 5 homolog (human) A_52_P669145 0.504 ref|NM_001005247|ref|NM_001005248|ref|NM_001167864|ens|ENSMUST00000107653

2900052N01Rik RIKEN cDNA 2900052N01 gene A_52_P67212 0.509 ref|NR_015605|gb|AK049847|gb|AK013669|gb|AK140089

Thtpa thiamine triphosphatase A_52_P674357 0.599 ref|NM_153083|ens|ENSMUST00000050575|gb|AK178674|gb|AK211320

Apc adenomatosis polyposis coli A_52_P675171 0.519 ref|NM_007462|ref|XM_001474062|ens|ENSMUST00000079362|ens|ENSMUST00000115781

2010011I20Rik RIKEN cDNA 2010011I20 gene A_52_P676198 0.549 ref|NM_025912|ens|ENSMUST00000028995|gb|AK076087|gb|AK210970

Brd8 bromodomain containing 8 A_52_P676492 0.568 ref|NM_030147|ens|ENSMUST00000003876|ens|ENSMUST00000097626|ens|ENSMUST00000115766

Tgtp T-cell specific GTPase A_52_P676510 0.747 ref|NM_011579|ref|NM_001145164|ens|ENSMUST00000068063|ens|ENSMUST00000046745

Tatdn2 TatD DNase domain containing 2 A_52_P677718 0.533 ref|NM_001033463|ens|ENSMUST00000113022|ens|ENSMUST00000113023|ens|ENSMUST00000089018

Atg4c autophagy-related 4C (yeast) A_52_P683728 0.799 ref|NM_175029|ref|NM_001145967|ref|XM_001471854|ens|ENSMUST00000030279

4930539J05Rik RIKEN cDNA 4930539J05 gene A_52_P684920 0.679 gb|AK053308|gb|AK050124|gb|AK052426|riken|C730018K14

A_52_P692753 0.510

A_52_P704340 0.877 nap|NAP061200-1

Slc25a26 solute carrier family 25 (mitochondrial carrier, phosphate carrier), member 26 A_52_P71544 0.539 ref|NM_026255|gb|BC049899|gb|BC019170|nap|NAP123724-1
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Ndufa12 NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 12 A_52_P724940 0.549 ref|NM_025551|ens|ENSMUST00000020209|gb|AK032774|gb|AK153240

A_52_P74524 0.869 ens|ENSMUST00000070897|gb|AK038227|riken|A130088E03|nap|NAP124631-1

Cnnm3 cyclin M3 A_52_P74653 0.510 ref|NM_001039551|ref|NM_053186|ens|ENSMUST00000115001|ens|ENSMUST00000097776

Gm5978 predicted gene 5978 A_52_P76196 0.521 ref|XM_902301|ref|XM_923508|ens|ENSMUST00000071458|nap|NAP000014-005

A_52_P76629 0.667 gb|AK148746|riken|7120442D10|nap|NAP053276-1|tc|TC1670231

1600014C10Rik RIKEN cDNA 1600014C10 gene A_52_P77093 0.690 ref|NM_028166|ref|NM_001085385|gb|AK146474|gb|AK032342

1110032A03Rik RIKEN cDNA 1110032A03 gene A_52_P78730 0.505 ref|NM_023483|ens|ENSMUST00000042468|ens|ENSMUST00000042576|gb|CT010205

Scaf1 SR-related CTD-associated factor 1 A_52_P79038 0.586 ref|NM_001008422|ens|ENSMUST00000085383|ens|ENSMUST00000117282|gb|BC054818

Magt1 magnesium transporter 1 A_52_P79385 0.599 ref|NM_025952|ens|ENSMUST00000113566|gb|AK018623|gb|BC003881

Nckap1 NCK-associated protein 1 A_52_P7948 0.534 ref|NM_016965|ens|ENSMUST00000111760|ens|ENSMUST00000028386|ens|ENSMUST00000111759

Per1 period homolog 1 (Drosophila) A_52_P79889 0.564 ref|NM_011065|ref|NM_001159367|ens|ENSMUST00000021271|ens|ENSMUST00000102605

2810001G20Rik RIKEN cDNA 2810001G20 gene A_52_P81630 0.577 ref|XM_001474349|ref|XM_001476904|gb|AK012631|gb|AK007927

A_52_P836152 0.506 gb|AK089569|riken|F830002F05|nap|NAP072649-1|tc|TC1608264

Gadd45gip1 growth arrest and DNA-damage-inducible, gamma interacting protein 1 A_52_P85020 0.637 ref|NM_183358|gb|AK028227|riken|2810429D03|tc|TC1576749

Dock5 dedicator of cytokinesis 5 A_52_P88983 0.583 ref|NM_177780|ens|ENSMUST00000039135|gb|AK045555|gb|AK004325

EG665756 predicted gene, EG665756 A_52_P908952 0.523 ref|XM_979235|ref|XM_979447|ref|XM_985564|ref|XM_977914

A_52_P91054 0.559 nap|NAP068771-1

A_52_P917365 0.638 gb|AV141866

A_52_P932813 0.721 gb|AK140658|riken|B930073D03|riken|D930019G21|tc|TC1713239

Sdc4 syndecan 4 A_52_P93467 0.648 ref|NM_011521|ens|ENSMUST00000017153|gb|AK164952|gb|BC005679

St8sia3 ST8 alpha-N-acetyl-neuraminide alpha-2,8-sialyltransferase 3 A_52_P940524 0.567 ref|NM_009182|ens|ENSMUST00000074935|gb|BC075645|tc|TC1633508

Mmp16 matrix metallopeptidase 16 A_52_P975 0.514 ref|NM_019724|ens|ENSMUST00000029881|ens|ENSMUST00000108257|ens|ENSMUST00000108256

Ang4 angiogenin, ribonuclease A family, member 4 A_52_P98778 0.700 ref|NM_177544|ens|ENSMUST00000073860|gb|BC132444|gb|BC132448
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Gene Symbol Gene Name snoisseccA|noitalerroC|eborp tneligA
Rpf1 ribosome production factor 1 homolog (S. cerevisiae) A_51_P100155 0.528 ref|NM_027371|ens|ENSMUST00000029838|gb|AK010079|gb|AK171079

Vps33a vacuolar protein sorting 33A (yeast) A_51_P102507 0.574 ref|NM_029929|ens|ENSMUST00000031388|gb|AK140553|gb|AK080345

Mdp1 magnesium-dependent phosphatase 1 A_51_P102652 0.677 ref|NM_023397|ref|NR_028316|ens|ENSMUST00000002400|gb|AF230273

Herpud2 HERPUD family member 2 A_51_P102860 0.581 ref|NM_020586|ens|ENSMUST00000008573|gb|AK011625|gb|AB041580

Gtf2h4 general transcription factor II H, polypeptide 4 A_51_P104747 0.766 ref|NM_010364|ens|ENSMUST00000001565|gb|AK144680|gb|AK146112

Itpr3 inositol 1,4,5-triphosphate receptor 3 A_51_P104897 0.668 ref|NM_080553|ens|ENSMUST00000049308|gb|AK028491|gb|AB182289

Lypd6b LY6/PLAUR domain containing 6B A_51_P105068 0.672 ref|NM_027990|ens|ENSMUST00000028103|gb|AK009282|riken|2310010M24

Ppp1r11 protein phosphatase 1, regulatory (inhibitor) subunit 11 A_51_P105320 0.699 ref|NM_029632|ens|ENSMUST00000040402|gb|AK005379|gb|AK077455

Nomo1 nodal modulator 1 A_51_P105520 0.768 ref|NM_153057|ens|ENSMUST00000033121|gb|AK082495|gb|AK142338

Rasl12 RAS-like, family 12 A_51_P105927 0.549 ref|NM_001033158|ens|ENSMUST00000085453|gb|AK171623|gb|AK087136

4930555G01Rik RIKEN cDNA 4930555G01 gene A_51_P107039 0.604 ref|NM_175393|ref|XM_001475922|ref|XM_001477839|ref|XM_891048

Cetn4 centrin 4 A_51_P108990 0.623 ref|NM_145825|ens|ENSMUST00000102955|ens|ENSMUST00000071400|ens|ENSMUST00000075537

Tnks tankyrase, TRF1-interacting ankyrin-related ADP-ribose polymerase A_51_P109364 0.521 gb|AK083986|gb|BC046509|gb|BC094602|riken|D130072O21

Uqcrc1 ubiquinol-cytochrome c reductase core protein 1 A_51_P109828 0.520 ref|NM_025407|gb|AK013128|gb|AK184983|riken|2810421N18

C3 complement component 3 A_51_P110301 0.613 ref|NM_009778|ens|ENSMUST00000024988|gb|K02782|gb|BC043338

4921524J17Rik RIKEN cDNA 4921524J17 gene A_51_P111003 0.511 ref|NM_025722|ref|NR_033144|ens|ENSMUST00000047749|ens|ENSMUST00000109692

Cdk2ap2 CDK2-associated protein 2 A_51_P111259 0.630 ref|NM_026373|ens|ENSMUST00000025779|gb|AK012121|gb|AK003686

Dstyk dual serine/threonine and tyrosine protein kinase A_51_P111595 0.540 ref|NM_172516|ens|ENSMUST00000045110|gb|AK172954|gb|AK050542

Nudt19 nudix (nucleoside diphosphate linked moiety X)-type motif 19 A_51_P111952 0.912 ref|NM_033080|ens|ENSMUST00000040962|gb|X04097|gb|K03414

Igtp interferon gamma induced GTPase A_51_P112355 0.604 ref|NM_018738|ens|ENSMUST00000035266|gb|AK152337|gb|AK151779

Slc7a8 solute carrier family 7 (cationic amino acid transporter, y+ system), member 8 A_51_P112734 0.705 ref|NM_016972|ens|ENSMUST00000022787|gb|AK136752|gb|Y19022

Clstn3 calsyntenin 3 A_51_P114094 0.514 ref|NM_153508|ens|ENSMUST00000008297|ens|ENSMUST00000112523|gb|AK032336

Idua iduronidase, alpha-L- A_51_P114214 0.543 ref|NM_008325|ens|ENSMUST00000045900|ens|ENSMUST00000112563|ens|ENSMUST00000071650

Ccl17 chemokine (C-C motif) ligand 17 A_51_P114462 0.698 ref|NM_011332|ens|ENSMUST00000034232|gb|AJ242587|gb|AF125570

1110005A03Rik RIKEN cDNA 1110005A03 gene A_51_P114591 0.761 ref|NM_028865|ens|ENSMUST00000021171|ens|ENSMUST00000106370|gb|AK160133

Nckap1 NCK-associated protein 1 A_51_P114606 0.636 ref|NM_016965|gb|X61453|gb|BC127067|gb|BC148377

Nup153 nucleoporin 153 A_51_P115085 0.541 ref|NM_175749|ens|ENSMUST00000021803|gb|AK172166|gb|AK044947

Scamp2 secretory carrier membrane protein 2 A_51_P115547 0.503 ref|NM_022813|ens|ENSMUST00000045791|gb|BC003452|gb|AF295402

2310057M21Rik RIKEN cDNA 2310057M21 gene A_51_P115886 0.560 ref|NM_026655|gb|AK019097|gb|AK148008|riken|2310057M21

Sh3bp5l SH3 binding domain protein 5 like A_51_P115988 0.623 ref|NM_024480|ref|NM_001161338|ens|ENSMUST00000116376|ens|ENSMUST00000073128

A330021E22Rik RIKEN cDNA A330021E22 gene A_51_P116601 0.835 ref|NM_172447|gb|BC062906|gb|BC050971|gb|AK076835

Cbx3 chromobox homolog 3 (Drosophila HP1 gamma) A_51_P117162 0.638 ref|NM_007624|ref|XM_912423|ref|XM_356668|ref|XM_906460

Rab5a RAB5A, member RAS oncogene family A_51_P117600 0.572 ref|NM_025887|ens|ENSMUST00000017975|gb|AK076093|gb|BC034370

Rab5a RAB5A, member RAS oncogene family A_51_P117604 0.551 ref|NM_025887|ens|ENSMUST00000017975|gb|AK076093|gb|BC034370

1810032O08Rik RIKEN cDNA 1810032O08 gene A_51_P117666 0.650 ref|NR_027821|ref|NR_027819|ref|NR_027820|ens|ENSMUST00000021167

Elmod1 ELMO domain containing 1 A_51_P118061 0.568 ref|NM_177769|ens|ENSMUST00000048409|gb|BC144961|gb|BC144963

2700049A03Rik RIKEN cDNA 2700049A03 gene A_51_P118535 0.570 ref|NM_001163378|ref|NM_029818|ens|ENSMUST00000045907|gb|AK012399

2700049A03Rik RIKEN cDNA 2700049A03 gene A_51_P118539 0.592 ref|NM_001163378|ref|NM_029818|ens|ENSMUST00000045907|gb|AK012399

Wdr82 WD repeat domain containing 82 A_51_P118603 0.538 ref|NM_029896|ens|ENSMUST00000020490|gb|AK037620|gb|AK159240

Naa30 Nalpha acetyltransferase 30 A_51_P119031 0.786 ref|NM_001081430|ens|ENSMUST00000037362|gb|AK044235|gb|AK017805

Sqstm1 sequestosome 1 A_51_P119077 0.648 ref|NM_011018|ens|ENSMUST00000102774|ens|ENSMUST00000015981|gb|U40930

Aga aspartylglucosaminidase A_51_P119544 0.536 ref|NM_001005847|ens|ENSMUST00000033920|gb|BC145297|gb|BC132229

Dnahc6 dynein, axonemal, heavy chain 6 A_51_P121134 0.545 ref|NM_001164669|ens|ENSMUST00000114040|ens|ENSMUST00000064948|gb|AK220414

Anapc11 anaphase promoting complex subunit 11 A_51_P121390 0.547 ref|NM_001038230|ref|NM_025389|ens|ENSMUST00000093140|ens|ENSMUST00000026128

Golt1a golgi transport 1 homolog A (S. cerevisiae) A_51_P121527 0.527 ref|NM_026680|ens|ENSMUST00000007433|ens|ENSMUST00000094557|gb|AK002581

Bmi1 Bmi1 polycomb ring finger oncogene A_51_P121547 0.509 ref|NM_007552|ens|ENSMUST00000051929|ens|ENSMUST00000028071|ens|ENSMUST00000112739

Creld2 cysteine-rich with EGF-like domains 2 A_51_P122246 0.556 ref|NM_029720|ens|ENSMUST00000024042|gb|AK017880|gb|AK165884

Smc1a structural maintenance of chromosomes 1A A_51_P123047 0.549 ref|NM_019710|ens|ENSMUST00000045312|gb|AF047600|gb|AK007334

Nubp1 nucleotide binding protein 1 A_51_P123077 0.506 ref|NM_011955|ens|ENSMUST00000023146|gb|AK157212|gb|AK020141

Ppwd1 peptidylprolyl isomerase domain and WD repeat containing 1 A_51_P123604 0.565 ref|NM_172807|ens|ENSMUST00000022226|gb|AK028532|gb|BC119282

Nkd1 naked cuticle 1 homolog (Drosophila) A_51_P124285 0.568 ref|NM_027280|ref|NM_001163660|ref|XM_909079|ens|ENSMUST00000034086

Pop4 processing of precursor 4, ribonuclease P/MRP family, (S. cerevisiae) A_51_P125117 0.789 ref|NM_025390|ens|ENSMUST00000032585|gb|AK003908|gb|AK150459

Hars histidyl-tRNA synthetase A_51_P125368 0.870 ref|NM_008214|ens|ENSMUST00000001416|gb|U39473|gb|AK088824

Ppp2cb protein phosphatase 2 (formerly 2A), catalytic subunit, beta isoform A_51_P125538 0.522 ref|NM_017374|ref|XM_001472114|ens|ENSMUST00000009774|gb|Z67746

Stag2 stromal antigen 2 A_51_P126540 0.538 ref|NM_001077712|ref|NM_021465|ens|ENSMUST00000115072|ens|ENSMUST00000069619

Rnasen ribonuclease III, nuclear A_51_P127186 0.554 ref|NM_026799|ref|NM_001130149|ens|ENSMUST00000090292|ens|ENSMUST00000022802

Slbp stem-loop binding protein A_51_P127615 0.570 ref|NM_009193|ens|ENSMUST00000057551|ens|ENSMUST00000101354|gb|AK162121

Chmp1a chromatin modifying protein 1A A_51_P128147 0.514 ref|NM_145606|ens|ENSMUST00000000759|gb|BC036138|gb|AK046416

2010107E04Rik RIKEN cDNA 2010107E04 gene A_51_P128287 0.549 ref|NM_027360|ens|ENSMUST00000021719|gb|AK008333|gb|BC059719

Serinc5 serine incorporator 5 A_51_P128336 0.509 ref|NM_172588|ens|ENSMUST00000049488|gb|AK087948|gb|AK136799

Zfp84 zinc finger protein 84 A_51_P128775 0.505 ref|NM_023750|ens|ENSMUST00000032802|gb|AK008890|riken|2210410P13

B2m beta-2 microglobulin A_51_P129006 0.644 ref|NM_009735|ens|ENSMUST00000102476|gb|X01838|gb|AK028378

B2m beta-2 microglobulin A_51_P129012 0.558 ref|NM_009735|ens|ENSMUST00000102476|gb|X01838|gb|AK028378

Parp10 poly (ADP-ribose) polymerase family, member 10 A_51_P129199 0.500 ref|NM_001163576|ref|NM_001163575|ens|ENSMUST00000075689|gb|BC024074

Slc35a5 solute carrier family 35, member A5 A_51_P129557 0.615 ref|NM_028756|ens|ENSMUST00000023344|gb|AK150825|gb|AK151484

Idh3b isocitrate dehydrogenase 3 (NAD+) beta A_51_P130110 0.567 ref|NM_130884|ens|ENSMUST00000028892|gb|AK216020|gb|AK215024

Psmd3 proteasome (prosome, macropain) 26S subunit, non-ATPase, 3 A_51_P130427 0.540 ref|NM_009439|ens|ENSMUST00000017365|gb|AK145488|gb|AK164593

Hsd17b11 hydroxysteroid (17-beta) dehydrogenase 11 A_51_P132625 0.502 ref|NM_053262|ens|ENSMUST00000031251|gb|AY053570|gb|AF304306

1700052K11Rik RIKEN cDNA 1700052K11 gene A_51_P134262 0.514 ref|NR_027956|gb|AK156756|gb|AK006771|gb|BC099431

Pfdn5 prefoldin 5 A_51_P134301 0.554 ref|NM_027044|ens|ENSMUST00000001335|gb|AK005682|gb|AB011473

Asb13 ankyrin repeat and SOCS box-containing 13 A_51_P134627 0.596 ref|NM_080857|ref|NM_178283|ens|ENSMUST00000042288|gb|AK133892

Cyp4f15 cytochrome P450, family 4, subfamily f, polypeptide 15 A_51_P136303 0.633 ref|NM_134127|ens|ENSMUST00000008801|gb|BC021377|gb|AF233645

Bat4 HLA-B associated transcript 4 A_51_P136650 0.577 ref|NM_032460|ref|NM_001128597|ens|ENSMUST00000052167|gb|BC120637

A_51_P137707 0.565 gb|AV065344

Tmem110 transmembrane protein 110 A_51_P138598 0.538 ref|NM_028839|gb|AK149088|gb|BC024583|gb|AK155257

Cep97 centrosomal protein 97 A_51_P138952 0.520 ref|NM_028815|ens|ENSMUST00000117468|ens|ENSMUST00000118500|ens|ENSMUST00000023270

Rpl39 ribosomal protein L39 A_51_P139244 0.534 ref|NM_026055|ref|XM_001476828|ref|XM_001479229|ens|ENSMUST00000115231

Secisbp2l SECIS binding protein 2-like A_51_P139578 0.507 ref|NM_177608|ens|ENSMUST00000053699|gb|BC013723|gb|BC060171

Snx24 sorting nexing 24 A_51_P140460 0.606 ref|NM_029394|gb|AK218929|gb|BC051168|gb|AK017610

Cops5 COP9 (constitutive photomorphogenic) homolog, subunit 5 (Arabidopsis thaliana) A_51_P140731 0.547 ref|NM_013715|ens|ENSMUST00000027050|gb|U70736|gb|AK012499

Nudt21 nudix (nucleoside diphosphate linked moiety X)-type motif 21 A_51_P141502 0.512 gb|AK017799|gb|BC090834|gb|BB823219|riken|5730530J16

Ranbp1 RAN binding protein 1 A_51_P142465 0.503 gb|X56045

Ubr2 ubiquitin protein ligase E3 component n-recognin 2 A_51_P144575 0.764 ref|NM_146078|ens|ENSMUST00000113335|ens|ENSMUST00000113337|ens|ENSMUST00000075833

Tpp1 tripeptidyl peptidase I A_51_P144825 0.506 ref|NM_009906|ens|ENSMUST00000033184|gb|AK002418|gb|AF111172

Serf2 small EDRK-rich factor 2 A_51_P145357 0.506 ref|NM_011354|ens|ENSMUST00000102482|ens|ENSMUST00000056074|ens|ENSMUST00000110615

Otud7b OTU domain containing 7B A_51_P145376 0.533 ref|NM_001025613|ref|NM_001025614|ens|ENSMUST00000090785|ens|ENSMUST00000098849

Rnf14 ring finger protein 14 A_51_P145533 0.724 ref|NM_020012|ref|NM_001164621|ref|NM_001164622|ens|ENSMUST00000072376

Cdkn1b cyclin-dependent kinase inhibitor 1B A_51_P146126 0.884 ref|NM_009875|ens|ENSMUST00000003115|gb|AK169586|gb|AK154276

Arl6 ADP-ribosylation factor-like 6 A_51_P146576 0.525 ref|NM_019665|ens|ENSMUST00000118438|ens|ENSMUST00000023405|ens|ENSMUST00000099646

Nsdhl NAD(P) dependent steroid dehydrogenase-like A_51_P146701 0.685 gb|AK156993|gb|BC025545|riken|F830111P16|nap|NAP110657-1

Rhobtb1 Rho-related BTB domain containing 1 A_51_P146802 0.663 ref|NM_001081347|ens|ENSMUST00000020101|ens|ENSMUST00000067908|gb|BC099973

Ica1l islet cell autoantigen 1-like A_51_P147034 0.515 ref|NM_027407|ens|ENSMUST00000027172|gb|AK158859|gb|AK029991

Prdx2 peroxiredoxin 2 A_51_P147207 0.503 ref|NM_011563|ens|ENSMUST00000005292|ens|ENSMUST00000109734|ens|ENSMUST00000109733

Prpf18 PRP18 pre-mRNA processing factor 18 homolog (yeast) A_51_P148597 0.521 ref|NM_026045|ens|ENSMUST00000035721|gb|AK013280|gb|AK012298

Mxd4 Max dimerization protein 4 A_51_P148865 0.674 ref|NM_010753|ens|ENSMUST00000042701|ens|ENSMUST00000119171|gb|U32395

Sfrs11 splicing factor, arginine/serine-rich 11 A_51_P149818 0.509 ref|NM_026989|ref|NM_001093752|ref|NM_001093753|ens|ENSMUST00000040591

Mgat2 mannoside acetylglucosaminyltransferase 2 A_51_P150521 0.521 ref|NM_146035|ens|ENSMUST00000060579|gb|AK083370|gb|BC010583

Usp47 ubiquitin specific peptidase 47 A_51_P151086 0.503 ref|NM_133758|ens|ENSMUST00000084708|ens|ENSMUST00000106653|gb|AK030963

Mex3b mex3 homolog B (C. elegans) A_51_P152532 0.522 ref|NM_175366|gb|AK077009|gb|AK088538|gb|BC108401

Usp24 ubiquitin specific peptidase 24 A_51_P152578 0.561 ref|NM_183225|ref|XM_001473472|gb|BC029165|gb|XM_001481281

Nol7 nucleolar protein 7 A_51_P152612 0.513 ref|NM_023554|ens|ENSMUST00000071926|gb|BC090637|gb|AK032963

Nrip1 nuclear receptor interacting protein 1 A_51_P152747 0.500 ref|NM_173440|ens|ENSMUST00000054178|gb|AK036273|gb|AF053062

Golt1b golgi transport 1 homolog B (S. cerevisiae) A_51_P152826 0.551 ref|NM_025872|ens|ENSMUST00000032372|gb|AK032678|gb|BC085246

Hspa12a heat shock protein 12A A_51_P153557 0.643 ref|NM_175199|ens|ENSMUST00000066285|gb|AB093239|gb|AK141925

Glod4 glyoxalase domain containing 4 A_51_P154196 0.534 ref|NM_026029|ens|ENSMUST00000021205|ens|ENSMUST00000017430|gb|AK006979

Ccndbp1 cyclin D-type binding-protein 1 A_51_P154469 0.631 ref|NM_010761|ens|ENSMUST00000060455|ens|ENSMUST00000099489|gb|AK160205

Zfp672 zinc finger protein 672 A_51_P155174 0.727 ref|NR_028331|ens|ENSMUST00000064786|gb|AK019676|gb|AK008471

Bnip3 BCL2/adenovirus E1B interacting protein 3 A_51_P155234 0.574 ref|NM_009760|ref|XM_904771|ref|XM_889408|ens|ENSMUST00000106112
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1110032A13Rik RIKEN cDNA 1110032A13 gene A_51_P155303 0.528 ref|NM_199197|ens|ENSMUST00000025462|gb|AK145807|gb|AK004019

Gsto1 glutathione S-transferase omega 1 A_51_P155313 0.576 ref|NM_010362|ens|ENSMUST00000026050|gb|U80819|gb|AK218498

Traf3ip1 TRAF3 interacting protein 1 A_51_P155714 0.512 gb|AK014457|gb|AK044576|gb|BC051115|riken|3930402D05

Bcl7a B-cell CLL/lymphoma 7A A_51_P155997 0.548 ref|NM_029850|ens|ENSMUST00000031391|ens|ENSMUST00000120593|gb|AK086803

Matr3 matrin 3 A_51_P156348 0.565 ref|NM_010771|ens|ENSMUST00000041514|gb|AK164188|gb|CT010322

Usp14 ubiquitin specific peptidase 14 A_51_P156833 0.503 ref|NM_021522|ref|NM_001038589|ens|ENSMUST00000116669|ens|ENSMUST00000092096

Cbx3 chromobox homolog 3 (Drosophila HP1 gamma) A_51_P160328 0.531 ref|NM_007624|ref|XM_921371|ens|ENSMUST00000081455|ens|ENSMUST00000031862

Ifit2 interferon-induced protein with tetratricopeptide repeats 2 A_51_P161021 0.637 ref|NM_008332|ens|ENSMUST00000102826|gb|AK038027|gb|U43085

Cep170 centrosomal protein 170 A_51_P161037 0.598 ref|NM_001099637|ref|XM_989868|ens|ENSMUST00000057037|gb|AK172953

Gnl2 guanine nucleotide binding protein-like 2 (nucleolar) A_51_P161362 0.682 ref|NM_145552|ens|ENSMUST00000030684|gb|BC003262|gb|AK077532

Fcgrt Fc receptor, IgG, alpha chain transporter A_51_P161890 0.586 ref|NM_010189|ens|ENSMUST00000003512|gb|L17022|gb|AK152879

6720456H20Rik RIKEN cDNA 6720456H20 gene A_51_P162188 0.509 ref|NM_172600|ens|ENSMUST00000111735|ens|ENSMUST00000037990|gb|AK054494

Gm5933 predicted gene 5933 A_51_P162326 0.620 ref|XM_001478408|ref|XM_906741|ref|XM_619437|ref|XM_913388

Gm6985 predicted gene 6985 A_51_P163261 0.577 ref|XM_894481|ref|XM_904477|nap|NAP025970-1

Rufy1 RUN and FYVE domain containing 1 A_51_P163694 0.520 ref|NM_172557|ens|ENSMUST00000020643|gb|AK046633|riken|B430213G05

Snx16 sorting nexin 16 A_51_P165237 0.512 ref|NM_029068|ref|NM_001127191|gb|AK032055|gb|BC070431

Mrpl33 mitochondrial ribosomal protein L33 A_51_P165330 0.810 ref|NM_025796|ens|ENSMUST00000031024|gb|AB049651|gb|AK002421

Cox4i1 cytochrome c oxidase subunit IV isoform 1 A_51_P165435 0.567 ref|NM_009941|ens|ENSMUST00000034276|gb|BC132269|gb|BC132275

Nxn nucleoredoxin A_51_P165870 0.526 ref|NM_008750|ref|XM_001476728|ens|ENSMUST00000021204|gb|AK216398

Ttc5 tetratricopeptide repeat domain 5 A_51_P166325 0.814 ref|NM_001080949|ref|XM_001003884|ref|XM_982491|ens|ENSMUST00000006451

Rpp14 ribonuclease P 14 subunit (human) A_51_P167273 0.834 gb|AK016631|riken|4933403E10|nap|NAP006887-001

Erdr1 erythroid differentiation regulator 1 A_51_P167562 0.605 ref|NM_133362|gb|AJ007909|gb|BC080795|gb|BC018296

Jkamp JNK1/MAPK8-associated membrane protein A_51_P168092 0.523 ref|NM_024205|ens|ENSMUST00000057257|ens|ENSMUST00000116421|ens|ENSMUST00000117449

Lars leucyl-tRNA synthetase A_51_P168123 0.663 ref|NM_134137|ens|ENSMUST00000097590|gb|BC006060|gb|AK049472

Pdia3 protein disulfide isomerase associated 3 A_51_P168412 0.503 gb|M73329

Rpl27 ribosomal protein L27 A_51_P168738 0.520 ref|NM_011289|ref|XM_889804|ref|XM_917756|ref|XM_979394

Shc2 SHC (Src homology 2 domain containing) transforming protein 2 A_51_P169714 0.547 ref|NM_001024539|ens|ENSMUST00000020564|gb|BC059866|gb|AK032878

A_51_P169783 0.526 ens|ENSMUST00000109390|gb|AK086378|gb|AK154884|riken|F630110I15

Gon4l gon-4-like (C.elegans) A_51_P170346 0.549 ref|NM_027389|ref|NR_028359|ref|XM_001478845|ens|ENSMUST00000107498

Dcaf12l1 DDB1 and CUL4 associated factor 12-like 1 A_51_P170795 0.524 ref|NM_178739|ens|ENSMUST00000115056|ens|ENSMUST00000060481|gb|AK038557

Map3k6 mitogen-activated protein kinase kinase kinase 6 A_51_P170807 0.645 gb|AB021861|nap|NAP121553-001

Cxcl12 chemokine (C-X-C motif) ligand 12 A_51_P172502 0.576 ref|NM_001012477|ref|NM_013655|ens|ENSMUST00000112871|ens|ENSMUST00000073043

Osbpl2 oxysterol binding protein-like 2 A_51_P173212 0.525 ref|NM_144500|ens|ENSMUST00000040668|gb|AK170306|gb|AK212577

Actb actin, beta A_51_P173760 0.640 ref|NM_007393|gb|BC138614|gb|BC138611|gb|J04181

Mto1 mitochondrial translation optimization 1 homolog (S. cerevisiae) A_51_P173906 0.566 ref|NM_026658|ens|ENSMUST00000034896|gb|AK019088|gb|AF369902

Zdhhc14 zinc finger, DHHC domain containing 14 A_51_P174081 0.558 ref|NM_146073|ens|ENSMUST00000089185|gb|AK046719|gb|AF542387

Aifm1 apoptosis-inducing factor, mitochondrion-associated 1 A_51_P174396 0.536 ref|NM_012019|ens|ENSMUST00000037349|ens|ENSMUST00000114945|gb|AF100927

Rnf41 ring finger protein 41 A_51_P174864 0.532 ref|NM_001164237|ens|ENSMUST00000096386|gb|AF305730|gb|AK031657

Fbxl4 F-box and leucine-rich repeat protein 4 A_51_P175232 0.517 ref|NM_172988|ens|ENSMUST00000039234|gb|AK028786|gb|AK051429

Rps19bp1 ribosomal protein S19 binding protein 1 A_51_P176505 0.596 ref|NM_175109|ens|ENSMUST00000052499|gb|AK075974|gb|BC050115

Utp18 UTP18, small subunit (SSU) processome component, homolog (yeast) A_51_P177118 0.558 ref|NM_001013375|ens|ENSMUST00000066888|gb|AK078033|gb|AK032265

Tacc2 transforming, acidic coiled-coil containing protein 2 A_51_P177392 0.553 gb|AB041546|nap|NAP020641-001

Rpp21 ribonuclease P 21 subunit (human) A_51_P178646 0.510 ref|NM_026308|ens|ENSMUST00000025319|ens|ENSMUST00000077535|gb|AK002780

Fau Finkel-Biskis-Reilly murine sarcoma virus (FBR-MuSV) ubiquitously expressed (fox derived) A_51_P178761 0.544 ref|NM_007990|ref|NM_001160239|ref|XM_001472468|ref|XM_001480467

Igdcc3 immunoglobulin superfamily, DCC subclass, member 3 A_51_P179921 0.580 ref|NM_008988|ens|ENSMUST00000034961|gb|AK051027|gb|AK011484

Ctla2a cytotoxic T lymphocyte-associated protein 2 alpha A_51_P180747 0.549 ref|NM_007796|ref|NM_007797|ref|NM_001145799|ens|ENSMUST00000021880

Pot1a protection of telomeres 1A A_51_P181152 0.765 ref|NM_133931|ens|ENSMUST00000115330|ens|ENSMUST00000031687|gb|BC016121

Slc25a17 solute carrier family 25 (mitochondrial carrier, peroxisomal membrane protein), member 17 A_51_P181170 0.515 ref|NM_011399|ens|ENSMUST00000023040|gb|AF055463|gb|BC011292

Bcat2 branched chain aminotransferase 2, mitochondrial A_51_P181448 0.713 ref|NM_009737|ens|ENSMUST00000033098|ens|ENSMUST00000120296|ens|ENSMUST00000117366

Pcgf3 polycomb group ring finger 3 A_51_P182456 0.576 gb|AK009638|gb|BC049266|riken|2310035N15|nap|NAP024170-001

Mgat1 mannoside acetylglucosaminyltransferase 1 A_51_P182592 0.528 ref|NM_010794|ref|NM_001110148|ref|NM_001110150|ref|NM_001110149

Tsen15 tRNA splicing endonuclease 15 homolog (S. cerevisiae) A_51_P184024 0.524 ref|NM_025677|ens|ENSMUST00000015124|gb|AK011608|gb|AK004261

Aimp1 aminoacyl tRNA synthetase complex-interacting multifunctional protein 1 A_51_P184321 0.503 ref|NM_007926|ens|ENSMUST00000029663|gb|AK087932|gb|AK133859

Ube2o ubiquitin-conjugating enzyme E2O A_51_P184573 0.525 ref|NM_173755|ens|ENSMUST00000082152|gb|U20780|gb|BC059193

Dhx35 DEAH (Asp-Glu-Ala-His) box polypeptide 35 A_51_P185563 0.745 ref|NM_145742|ens|ENSMUST00000109478|ens|ENSMUST00000029186|ens|ENSMUST00000109476

Gm2881 predicted gene 2881 A_51_P186798 0.729 ref|XM_001475285|gb|AK076764|riken|4930439M07|nap|NAP119166-1

Nol11 nucleolar protein 11 A_51_P187210 0.513 ref|NM_133702|ref|NM_001161329|ens|ENSMUST00000106757|ens|ENSMUST00000018577

Dnajb11 DnaJ (Hsp40) homolog, subfamily B, member 11 A_51_P188073 0.502 ens|ENSMUST00000004574|gb|AK144516|gb|AK010861|gb|AY054981

Eps8 epidermal growth factor receptor pathway substrate 8 A_51_P188114 0.627 ref|NM_007945|ens|ENSMUST00000111878|ens|ENSMUST00000100841|ens|ENSMUST00000058210

Nup62 nucleoporin 62 A_51_P190277 0.756 ref|NM_053074|ens|ENSMUST00000057195|ens|ENSMUST00000107891|gb|AK149637

Mrps36 mitochondrial ribosomal protein S36 A_51_P190690 0.514 ref|NM_025369|ref|XM_001479655|ref|XM_001481116|ens|ENSMUST00000109333

Cep250 centrosomal protein 250 A_51_P191087 0.815 ref|NM_001129999|ref|NM_001130000|ref|NM_008383|ref|NM_177217

Aurkaip1 aurora kinase A interacting protein 1 A_51_P192550 0.738 ref|NM_025338|ens|ENSMUST00000105591|ens|ENSMUST00000105592|ens|ENSMUST00000084097

Fbxo21 F-box protein 21 A_51_P193490 0.524 ref|NM_145564|ens|ENSMUST00000035579|gb|BC026383|gb|AK048131

Gtf2f1 general transcription factor IIF, polypeptide 1 A_51_P193669 0.511 ref|NM_133801|ens|ENSMUST00000002733|ens|ENSMUST00000066446|gb|AK168236

Glyctk glycerate kinase A_51_P194004 0.650 ref|NM_174846|ref|NM_001039586|ens|ENSMUST00000036382|ens|ENSMUST00000112543

Sgcg sarcoglycan, gamma (dystrophin-associated glycoprotein) A_51_P194273 0.581 ref|NM_011892|ens|ENSMUST00000121148|ens|ENSMUST00000077954|gb|AK197778

Rint1 RAD50 interactor 1 A_51_P194744 0.550 ref|NM_177323|ens|ENSMUST00000115113|ens|ENSMUST00000030852|gb|AK028707

Csf1 colony stimulating factor 1 (macrophage) A_51_P195506 0.509 ref|NM_007778|ref|NM_001113529|ens|ENSMUST00000014743|ens|ENSMUST00000118593

Zfp330 zinc finger protein 330 A_51_P195625 0.877 ref|NM_145600|ens|ENSMUST00000034147|gb|AK050534|gb|AK037748

Pkn2 protein kinase N2 A_51_P195947 0.583 ref|NM_178654|ens|ENSMUST00000043812|ens|ENSMUST00000090108|gb|AK049713

Ly6c2 lymphocyte antigen 6 complex, locus C2 A_51_P197528 0.623 ref|NM_001099217|ref|XM_001475001|gb|D86232|gb|M18466

1600014C10Rik RIKEN cDNA 1600014C10 gene A_51_P199552 0.706 ref|NM_028166|ref|NM_001085385|gb|BC019834|gb|BC010476

Fto fat mass and obesity associated A_51_P199899 0.638 ref|NM_011936|ens|ENSMUST00000069718|gb|AK088881|gb|AJ237917

Pak1ip1 PAK1 interacting protein 1 A_51_P200144 0.524 ref|NM_026550|ens|ENSMUST00000046951|gb|AF386076|gb|AK002852

Lrp12 low density lipoprotein-related protein 12 A_51_P200484 0.526 ref|NM_172814|ens|ENSMUST00000022916|ens|ENSMUST00000110305|gb|AK050512

Cd47 CD47 antigen (Rh-related antigen, integrin-associated signal transducer) A_51_P200535 0.552 gb|AK164165|gb|AK050387|gb|AK018679|gb|BC099691

4930506M07Rik RIKEN cDNA 4930506M07 gene A_51_P200561 0.510 ref|NM_175172|ref|NM_001114312|ens|ENSMUST00000047511|gb|AK220405

39508 membrane-associated ring finger (C3HC4) 8 A_51_P200586 0.788 ref|NM_027920|ens|ENSMUST00000101031|ens|ENSMUST00000101032|ens|ENSMUST00000079012

Zbtb12 zinc finger and BTB domain containing 12 A_51_P200610 0.729 ref|NM_198886|ens|ENSMUST00000052778|gb|BC062159|gb|BC020447

Mdm2 transformed mouse 3T3 cell double minute 2 A_51_P201346 0.523 ref|NM_010786|ens|ENSMUST00000020408|ens|ENSMUST00000105263|gb|U47934

Stat3 signal transducer and activator of transcription 3 A_51_P201480 0.637 ref|NM_213659|ref|NM_213660|ref|NM_011486|ens|ENSMUST00000092671

Xrcc5 X-ray repair complementing defective repair in Chinese hamster cells 5 A_51_P201661 0.686 ref|NM_009533|ens|ENSMUST00000027379|gb|X66323|gb|AK081633

Setd8 SET domain containing (lysine methyltransferase) 8 A_51_P201971 0.536 ref|NM_030241|ens|ENSMUST00000059580|gb|BC085306|gb|AK008845

Ncapd2 non-SMC condensin I complex, subunit D2 A_51_P202074 0.744 ref|NM_146171|ens|ENSMUST00000112291|ens|ENSMUST00000043848|gb|AK156143

Gabrg2 gamma-aminobutyric acid (GABA) A receptor, subunit gamma 2 A_51_P202084 0.693 ref|NM_008073|ens|ENSMUST00000070735|ens|ENSMUST00000070725|ens|ENSMUST00000109292

Cecr6 cat eye syndrome chromosome region, candidate 6 homolog (human) A_51_P202971 0.535 ref|NM_033567|gb|AK140695|gb|AF277399|riken|B930093B06

Taf8 TAF8 RNA polymerase II, TATA box binding protein (TBP)-associated factorq A_51_P203710 0.645 ref|NM_022015|ens|ENSMUST00000067103|gb|AK161658|gb|BC057895

Gbp2 guanylate binding protein 2 A_51_P203955 0.521 ref|NM_010260|ens|ENSMUST00000029937|gb|AF109168|gb|AF077007

Thg1l tRNA-histidine guanylyltransferase 1-like (S. cerevisiae) A_51_P204646 0.818 ref|NM_001080969|gb|AK010876|gb|BC115560|gb|BC115561

Cinp cyclin-dependent kinase 2 interacting protein A_51_P204793 0.512 ref|NM_026048|ref|XM_918222|ens|ENSMUST00000043716|gb|AK004355

Lst1 leukocyte specific transcript 1 A_51_P205000 0.509 gb|AF000427|gb|AF000428|gb|M18187|tc|NP1221589

Hbxip hepatitis B virus x interacting protein A_51_P205865 0.502 ref|NM_026774|ref|XM_001476798|gb|BC028547|gb|AK146289

Zfp773 zinc finger protein 773 A_51_P206445 0.504 ref|NM_029584|ens|ENSMUST00000032622|gb|AK031040|gb|AK013056

Gm14288 predicted gene 14288 A_51_P206849 0.777 ref|NM_001033123|ref|XM_001004283|ref|XM_001480623|ref|XM_001004267

A_51_P206856 0.555 ens|ENSMUST00000122231|gb|AK083205|riken|C630028B01|tc|TC1579815

Txn2 thioredoxin 2 A_51_P207310 0.583 gb|U85089

Zfp781 zinc finger protein 781 A_51_P207454 0.533 ref|NM_199062|ref|XM_001475544|ref|XM_984750|ref|XM_985679

Decr1 2,4-dienoyl CoA reductase 1, mitochondrial A_51_P208555 0.597 ref|NM_026172|gb|AK146003|gb|AK004725|gb|BC046972

Tctex1d2 Tctex1 domain containing 2 A_51_P209334 0.743 ref|NM_025329|ens|ENSMUST00000014220|ens|ENSMUST00000080316|gb|AK007178

Pcnp PEST proteolytic signal containing nuclear protein A_51_P210877 0.679 ref|NM_001024622|ens|ENSMUST00000114444|gb|AK159201|gb|AK172325

B3galt6 UDP-Gal:betaGal beta 1,3-galactosyltransferase, polypeptide 6 A_51_P211334 0.774 ref|NM_080445|ens|ENSMUST00000052185|gb|AY050569|gb|AK090344

Gltpd1 glycolipid transfer protein domain containing 1 A_51_P211488 0.716 ref|NM_024472|ens|ENSMUST00000105586|ens|ENSMUST00000030950|gb|AK089229

Rlbp1 retinaldehyde binding protein 1 A_51_P211793 0.501 ref|NM_020599|ens|ENSMUST00000053718|gb|AK014227|gb|BC016268

Neurl4 neuralized homolog 4 (Drosophila) A_51_P211822 0.551 ref|NM_001013414|ens|ENSMUST00000061837|gb|AK002679|gb|AK173264

Haus4 HAUS augmin-like complex, subunit 4 A_51_P214306 0.602 ref|NM_145462|ens|ENSMUST00000022784|gb|AK087969|gb|AK079852

Plac9 placenta specific 9 A_51_P215627 0.780 ref|NM_207229|ref|XM_001472394|ref|XM_001472576|ens|ENSMUST00000052286

4933403F05Rik RIKEN cDNA 4933403F05 gene A_51_P216313 0.553 ref|NM_153794|ens|ENSMUST00000042852|gb|AK034980|gb|AK044238

A130022J15Rik RIKEN cDNA A130022J15 gene A_51_P216702 0.778 ref|NM_175313|ens|ENSMUST00000054344|gb|BC048939|gb|AK037507

Lemd3 LEM domain containing 3 A_51_P217282 0.618 ref|NM_001081193|ref|XM_001472487|ens|ENSMUST00000053671|ens|ENSMUST00000105260

Tbc1d13 TBC1 domain family, member 13 A_51_P218165 0.687 ref|NM_146252|gb|BC025586|nap|NAP011289-001

Oxa1l oxidase assembly 1-like A_51_P219061 0.684 ref|NM_026936|gb|AK028379|gb|AK212105|gb|AK216426

Mmp15 matrix metallopeptidase 15 A_51_P220062 0.519 ref|NM_008609|ens|ENSMUST00000034243|gb|D86332|gb|AK004523
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Pfn1 profilin 1 A_51_P220993 0.566 ref|NM_011072|ens|ENSMUST00000018437|gb|AK028117|gb|AK150780

Cd47 CD47 antigen (Rh-related antigen, integrin-associated signal transducer) A_51_P221014 0.717 ref|NM_010581|ens|ENSMUST00000084838|ens|ENSMUST00000114496|gb|AB012693

L2hgdh L-2-hydroxyglutarate dehydrogenase A_51_P221132 0.556 ref|NM_145443|gb|AK168429|gb|AK139539|gb|BC016226

Scg5 secretogranin V A_51_P221223 0.514 ref|NM_009162|gb|AK031856|gb|AK161556|gb|AK017481

AI314180 expressed sequence AI314180 A_51_P221886 0.535 ref|NM_172381|ens|ENSMUST00000102889|ens|ENSMUST00000098054|ens|ENSMUST00000107560

Tmeff1 transmembrane protein with EGF-like and two follistatin-like domains 1 A_51_P222381 0.547 ref|NM_021436|ref|XM_001473880|ens|ENSMUST00000107702|ens|ENSMUST00000107703

Atic 5-aminoimidazole-4-carboxamide ribonucleotide formyltransferase/IMP cyclohydrolase A_51_P222436 0.576 ref|NM_026195|ref|XM_001476884|ens|ENSMUST00000027384|gb|AK010611

D14Ertd449e DNA segment, Chr 14, ERATO Doi 449, expressed A_51_P222453 1.000 ref|NM_025311|ref|XM_001472492|ref|XM_001472657|ref|XM_001472510

Abcg1 ATP-binding cassette, sub-family G (WHITE), member 1 A_51_P222467 0.543 ref|NM_009593|ens|ENSMUST00000024829|gb|AF323659|gb|U34920

Zfp687 zinc finger protein 687 A_51_P222558 0.503 ref|NM_030074|ens|ENSMUST00000019482|ens|ENSMUST00000107244|gb|AK019851

Fbxo30 F-box protein 30 A_51_P223036 0.533 ref|NM_027968|ref|NM_001168297|gb|AK083479|gb|AK047174

Tbc1d23 TBC1 domain family, member 23 A_51_P223575 0.531 ref|NM_026254|ens|ENSMUST00000023431|gb|BC019762|gb|AK013442

Ptpmt1 protein tyrosine phosphatase, mitochondrial 1 A_51_P226332 0.595 ref|NM_025576|gb|AK012674|gb|BC026750|gb|AV260253

Plekhh3 pleckstrin homology domain containing, family H (with MyTH4 domain) member 3 A_51_P228792 0.630 ref|NM_146030|ens|ENSMUST00000043397|ens|ENSMUST00000107291|gb|AK154510

Mfap1a microfibrillar-associated protein 1A A_51_P229198 0.529 ref|NM_026220|ref|NM_001081975|ens|ENSMUST00000056732|ens|ENSMUST00000089926

Etnk1 ethanolamine kinase 1 A_51_P229599 0.710 ref|NM_029250|ens|ENSMUST00000032413|gb|AK044502|gb|AK033268

Rprd1b regulation of nuclear pre-mRNA domain containing 1B A_51_P229633 0.716 ref|NM_027434|gb|DQ372939|gb|BC028819|gb|AK152125

Sorcs2 sortilin-related VPS10 domain containing receptor 2 A_51_P230287 0.566 ref|NM_030889|ens|ENSMUST00000037370|gb|AY004316|gb|BC022668

Speg SPEG complex locus A_51_P230892 0.629 ref|NM_007463|ref|NM_001085370|ens|ENSMUST00000087122|ens|ENSMUST00000038230

Cdh24 cadherin-like 24 A_51_P231618 0.556 gb|AK006648|riken|1700040A22|nap|NAP018729-001|tc|TC1658453

Cdv3 carnitine deficiency-associated gene expressed in ventricle 3 A_51_P232800 0.583 gb|AK010956|riken|2510010F10|nap|NAP120520-1

Ktn1 kinectin 1 A_51_P233059 0.512 ref|NM_008477|ens|ENSMUST00000022391|ens|ENSMUST00000111745|ens|ENSMUST00000111744

Nod1 nucleotide-binding oligomerization domain containing 1 A_51_P234113 0.524 ref|NM_172729|ens|ENSMUST00000060655|gb|AK137585|gb|AK089662

Zc3h11a zinc finger CCCH type containing 11A A_51_P235117 0.675 ref|NM_144530|ens|ENSMUST00000027736|gb|BC005786|gb|AK134057

Alox5ap arachidonate 5-lipoxygenase activating protein A_51_P235687 0.541 ref|NM_009663|ens|ENSMUST00000071130|gb|BC026209|gb|AK004002

Gtf2e1 general transcription factor II E, polypeptide 1 (alpha subunit) A_51_P236324 0.524 ref|NM_028812|ens|ENSMUST00000023525|gb|AK080478|gb|AK011543

Mmadhc methylmalonic aciduria (cobalamin deficiency) cblD type, with homocystinuria A_51_P236721 0.680 ref|NM_133839|ens|ENSMUST00000102769|ens|ENSMUST00000028104|gb|BC002253

Lin52 lin-52 homolog (C. elegans) A_51_P236945 0.501 ref|NM_173756|ref|XM_894949|ref|XM_906942|gb|AK030923

Eif1ay eukaryotic translation initiation factor 1A, Y-linked A_51_P237514 0.554 ref|NM_025437|ens|ENSMUST00000087143|gb|AK012714|gb|AK166852

Aplp2 amyloid beta (A4) precursor-like protein 2 A_51_P237599 0.586 ref|NM_009691|ref|NM_001102455|ref|NM_001102456|ens|ENSMUST00000071125

H2-T23 histocompatibility 2, T region locus 23 A_51_P237754 0.588 ref|NM_010398|ens|ENSMUST00000102678|gb|AF082510|gb|AB359230

A_51_P237890 0.535

Cyp4f18 cytochrome P450, family 4, subfamily f, polypeptide 18 A_51_P238094 0.545 ref|NM_024444|ref|XM_001472253|ens|ENSMUST00000003574|gb|AK007863

Eed embryonic ectoderm development A_51_P238643 0.533 ref|NM_021876|ens|ENSMUST00000032850|ens|ENSMUST00000107234|gb|AK133890

Nudc nuclear distribution gene C homolog (Aspergillus) A_51_P238933 0.689 gb|AK146323|gb|BC011253|gb|X81443|riken|I730052K04

Polr2c polymerase (RNA) II (DNA directed) polypeptide C A_51_P239926 0.501 ref|NM_009090|ens|ENSMUST00000109521|gb|AK160053|gb|AK146763

Sppl3 signal peptide peptidase 3 A_51_P240864 0.504 ref|NM_029012|ens|ENSMUST00000031530|gb|BC023131|nap|NAP121496-001

Spats1 spermatogenesis associated, serine-rich 1 A_51_P241577 0.599 ref|NM_027649|ens|ENSMUST00000024730|ens|ENSMUST00000087056|ens|ENSMUST00000024731

Dusp16 dual specificity phosphatase 16 A_51_P242634 0.863 gb|AF345951|gb|AF345952|gb|AF345953|gb|AF345954

Aes amino-terminal enhancer of split A_51_P243342 0.511 ref|NM_010347|ens|ENSMUST00000002518|gb|AK207707|gb|L12140

Brms1l breast cancer metastasis-suppressor 1-like A_51_P243623 0.595 ref|NM_001037756|ens|ENSMUST00000059250|ens|ENSMUST00000012220|gb|AK154678

Myl6 myosin, light polypeptide 6, alkali, smooth muscle and non-muscle A_51_P243726 0.615 ref|NM_010860|ref|XM_484859|ref|XM_905351|ref|XM_485359

Myl6 myosin, light polypeptide 6, alkali, smooth muscle and non-muscle A_51_P243727 0.576 ref|NM_010860|ref|XM_484859|ref|XM_905351|ref|XM_485359

Ntsr2 neurotensin receptor 2 A_51_P244540 0.545 ref|NM_008747|ens|ENSMUST00000020910|ens|ENSMUST00000111064|gb|U51908

Rpgrip1 retinitis pigmentosa GTPase regulator interacting protein 1 A_51_P244973 0.716 ref|NM_023879|ref|NM_001168515|ens|ENSMUST00000111603|ens|ENSMUST00000111600

2310037I24Rik RIKEN cDNA 2310037I24 gene A_51_P246146 0.500 ens|ENSMUST00000023727|ens|ENSMUST00000116400|gb|AK046983|gb|AK047269

Pbx2 pre B-cell leukemia transcription factor 2 A_51_P246471 0.590 ref|NM_017463|ens|ENSMUST00000038149|gb|BC010287|gb|BC062147

Gabra1 gamma-aminobutyric acid (GABA) A receptor, subunit alpha 1 A_51_P247014 0.529 ref|NM_010250|gb|M86566|gb|BC137733|gb|BC132331

Alox5 arachidonate 5-lipoxygenase A_51_P247249 0.523 ref|NM_009662|ens|ENSMUST00000026795|gb|AK137481|gb|AK170016

Ncrna00086 non-protein coding RNA 86 A_51_P247614 0.518 ref|NR_028086|ens|ENSMUST00000068106|gb|AK050814|gb|AK139449

Bbc3 BCL2 binding component 3 A_51_P248122 0.592 ref|NM_133234|ens|ENSMUST00000002152|gb|BC044782|gb|BC060370

Yars tyrosyl-tRNA synthetase A_51_P248674 0.533 ref|NM_134151|ens|ENSMUST00000106054|ens|ENSMUST00000001365|gb|AK043837

Ccdc80 coiled-coil domain containing 80 A_51_P248786 0.564 ref|NM_026439|ens|ENSMUST00000099498|ens|ENSMUST00000061050|gb|AB075019

Mettl5 methyltransferase like 5 A_51_P250459 0.558 ref|NM_029280|ref|XM_001475732|ens|ENSMUST00000060447|gb|AK013063

Mettl5 methyltransferase like 5 A_51_P250465 0.542 gb|BC027547

Kcnj14 potassium inwardly-rectifying channel, subfamily J, member 14 A_51_P250559 0.556 ref|NM_145963|ens|ENSMUST00000071937|gb|AK080732|gb|AK044725

1500035H01Rik RIKEN cDNA 1500035H01 gene A_51_P251433 0.702 ref|NM_023831|ens|ENSMUST00000002099|ens|ENSMUST00000118186|gb|AK005360

Tmem206 transmembrane protein 206 A_51_P251552 0.504 ref|NM_025864|gb|AK009526|gb|AK049641|gb|AK044482

Zfp317 zinc finger protein 317 A_51_P251849 0.516 ref|NM_172918|ens|ENSMUST00000079042|gb|AK051946|gb|AK045365

Mapk8ip1 mitogen-activated protein kinase 8 interacting protein 1 A_51_P252947 0.505 ref|NM_011162|ens|ENSMUST00000050312|ens|ENSMUST00000111279|gb|AF109770

Faf2 Fas associated factor family member 2 A_51_P255193 0.514 ref|NM_178397|gb|AK008825|gb|AK148529|gb|AK122394

Snrpf small nuclear ribonucleoprotein polypeptide F A_51_P255613 0.655 ref|NM_027246|ens|ENSMUST00000020203|gb|BC100499|gb|AK008240

Tiam2 T-cell lymphoma invasion and metastasis 2 A_51_P256066 0.544 ref|NM_011878|ref|NM_001122998|ens|ENSMUST00000072156|gb|AK158489

Anxa4 annexin A4 A_51_P256344 0.503 ref|NM_013471|ens|ENSMUST00000001187|ens|ENSMUST00000113675|gb|U95371

Pus7 pseudouridylate synthase 7 homolog (S. cerevisiae) A_51_P256439 0.592 ref|NM_178403|ens|ENSMUST00000072492|ens|ENSMUST00000119946|gb|AK142271

0610007C21Rik RIKEN cDNA 0610007C21 gene A_51_P256759 0.557 ref|NM_027855|ens|ENSMUST00000114659|ens|ENSMUST00000114660|ens|ENSMUST00000013766

Ube2j1 ubiquitin-conjugating enzyme E2, J1 A_51_P257107 0.549 ref|NM_019586|ens|ENSMUST00000029944|ens|ENSMUST00000108163|gb|AK160428

Laptm4b lysosomal-associated protein transmembrane 4B A_51_P258113 0.501 ref|NM_033521|ens|ENSMUST00000022867|gb|AF317418|gb|AK077269

Per3 period homolog 3 (Drosophila) A_51_P258493 0.657 ref|NM_011067|ens|ENSMUST00000103204|gb|BC145178|gb|BC141032

Nup35 nucleoporin 35 A_51_P259230 0.607 ref|NM_027091|ref|XM_001479515|gb|AK009187|gb|AK136109

Csrp2bp cysteine and glycine-rich protein 2 binding protein A_51_P259358 0.513 ref|NM_181417|ref|NM_001166640|ref|XM_001480791|ens|ENSMUST00000116399

Sar1b SAR1 gene homolog B (S. cerevisiae) A_51_P260035 0.557 ref|NM_025535|ens|ENSMUST00000020653|gb|AK150906|gb|AK010187

Gcdh glutaryl-Coenzyme A dehydrogenase A_51_P260098 0.603 gb|U18992

Ikbkg inhibitor of kappaB kinase gamma A_51_P260300 0.546 ref|NM_010547|ref|NM_001136067|ref|NM_001161421|ref|NM_178590

Sdhd succinate dehydrogenase complex, subunit D, integral membrane protein A_51_P260871 0.569 ref|NM_025848|ens|ENSMUST00000000175|gb|AK013962|gb|AK013503

Rbm3 RNA binding motif protein 3 A_51_P262340 0.583 ref|NM_001166409|ref|NM_001166411|ref|NM_001166410|ref|XM_001480197

Dusp8 dual specificity phosphatase 8 A_51_P263246 0.538 ref|NM_008748|ens|ENSMUST00000039926|gb|X95518|gb|BC052705

Higd1a HIG1 domain family, member 1A A_51_P263310 0.577 ref|NM_019814|gb|AK008756|gb|AB253941|gb|BC132371

Zfp30 zinc finger protein 30 A_51_P263419 0.520 ref|NM_013705|ens|ENSMUST00000032803|ens|ENSMUST00000122387|gb|BC051972

Clec4n C-type lectin domain family 4, member n A_51_P263471 0.541 ref|NM_020001|ens|ENSMUST00000024118|ens|ENSMUST00000117130|ens|ENSMUST00000112554

Pgam2 phosphoglycerate mutase 2 A_51_P264495 0.633 ref|NM_018870|ens|ENSMUST00000020768|gb|AF029843|gb|AK146703

Whrn whirlin A_51_P264685 0.646 gb|AK039124|riken|A230098N07|nap|NAP025425-001|tc|TC1635500

Aasdhppt aminoadipate-semialdehyde dehydrogenase-phosphopantetheinyl transferase A_51_P265093 0.503 ref|NM_026276|gb|AK144671|gb|AK031766|gb|AK081818

Ggt7 gamma-glutamyltransferase 7 A_51_P265312 0.520 ref|NM_144786|ens|ENSMUST00000029131|gb|AK203830|gb|AK032051

Ly6a lymphocyte antigen 6 complex, locus A A_51_P265495 0.544 ref|NM_010738|ens|ENSMUST00000023248|gb|J03636|gb|X04653

Slc15a2 solute carrier family 15 (H+/peptide transporter), member 2 A_51_P267278 0.701 ref|NM_021301|ens|ENSMUST00000023616|gb|AF111811|gb|AK128939

Slc25a11 solute carrier family 25 (mitochondrial carrier oxoglutarate carrier), member 11 A_51_P267454 0.706 ref|NM_024211|ens|ENSMUST00000014750|gb|AK009487|gb|BC019631

2010012O05Rik RIKEN cDNA 2010012O05 gene A_51_P267508 0.862 ref|NM_025563|ens|ENSMUST00000074912|gb|AK008215|gb|BC027506

Map4k4 mitogen-activated protein kinase kinase kinase kinase 4 A_51_P268053 0.518 ref|NM_008696|ens|ENSMUST00000088000|ens|ENSMUST00000027244|gb|U88984

Alg9 asparagine-linked glycosylation 9 homolog (yeast, alpha 1,2 mannosyltransferase) A_51_P269173 0.513 ref|NM_133981|ens|ENSMUST00000034561|gb|AK086674|gb|AK050335

Bnip3l BCL2/adenovirus E1B interacting protein 3-like A_51_P269456 0.573 ref|NM_009761|ref|XM_001472142|ref|XM_001480439|ens|ENSMUST00000022634

Trem2 triggering receptor expressed on myeloid cells 2 A_51_P269546 0.504 ref|NM_031254|ens|ENSMUST00000113237|ens|ENSMUST00000024791|gb|AK155163

Hmgb1 high mobility group box 1 A_51_P269554 0.564 ref|NM_010439|ens|ENSMUST00000085546|gb|Z11997|gb|AK084841

Zfp14 zinc finger protein 14 A_51_P269634 0.623 ref|NM_011748|ref|NM_178733|ens|ENSMUST00000077787|gb|AK028663

Smc6 structural maintenance of chromosomes 6 A_51_P270274 0.547 gb|BC048790|gb|AK011982|riken|2610304I02|riken|2810489L22

Gfpt1 glutamine fructose-6-phosphate transaminase 1 A_51_P270635 0.616 ref|NM_013528|ens|ENSMUST00000113658|gb|AK013141|gb|DV070843

Lhfpl4 lipoma HMGIC fusion partner-like protein 4 A_51_P271425 0.524 ref|NM_177763|gb|AK220449|gb|AK004487|riken|1190004M23

Cirbp cold inducible RNA binding protein A_51_P272106 0.553 ref|NM_007705|ens|ENSMUST00000105365|gb|AK014655|gb|AK132584

Gbe1 glucan (1,4-alpha-), branching enzyme 1 A_51_P273684 0.517 ref|NM_028803|ens|ENSMUST00000023393|gb|AK050365|gb|AK009815

Mansc1 MANSC domain containing 1 A_51_P274124 0.595 ref|NM_026345|ens|ENSMUST00000047443|gb|AK002644|gb|AK033526

Mipol1 mirror-image polydactyly gene 1 homolog (human) A_51_P274477 0.580 ref|NM_001164370|ens|ENSMUST00000056019|gb|AK138175|gb|AK077915

Dus1l dihydrouridine synthase 1-like (S. cerevisiae) A_51_P274685 0.530 ref|NM_026824|ens|ENSMUST00000106133|ens|ENSMUST00000026151|ens|ENSMUST00000106135

Slc12a2 solute carrier family 12, member 2 A_51_P275527 0.611 ref|NM_009194|ref|XM_001477704|ens|ENSMUST00000115366|gb|U13174

Phyh phytanoyl-CoA hydroxylase A_51_P276063 0.513 ref|NM_010726|ens|ENSMUST00000027975|gb|AF023463|gb|AK165412

AU040320 expressed sequence AU040320 A_51_P276599 0.508 ref|NM_133886|ens|ENSMUST00000047431|gb|AK170261|gb|AK147569

Zc4h2 zinc finger, C4H2 domain containing A_51_P276973 0.522 ref|NM_001003916|ens|ENSMUST00000044382|ens|ENSMUST00000119640|ens|ENSMUST00000120620

Rbmx RNA binding motif protein, X chromosome A_51_P277263 0.552 ref|NM_001166623|ref|NM_011252|ens|ENSMUST00000033470|ens|ENSMUST00000098470

Ramp2 receptor (calcitonin) activity modifying protein 2 A_51_P277536 0.556 ref|NM_019444|ens|ENSMUST00000001271|ens|ENSMUST00000107282|ens|ENSMUST00000122006

2810474O19Rik RIKEN cDNA 2810474O19 gene A_51_P277795 0.536 ref|NM_026054|ens|ENSMUST00000046689|gb|AK020121|gb|AK220403

Vps36 vacuolar protein sorting 36 (yeast) A_51_P278018 0.561 ref|NM_027338|ens|ENSMUST00000033866|gb|AK150754|gb|AK151035

Gemin5 gem (nuclear organelle) associated protein 5 A_51_P278184 0.768 ref|NM_172558|ref|NM_001166669|ref|NM_001166670|ref|NM_001166671

Dner delta/notch-like EGF-related receptor A_51_P278368 0.502 ref|NM_152915|ens|ENSMUST00000049126|gb|AK044597|gb|AK152755
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Farsa phenylalanyl-tRNA synthetase, alpha subunit A_51_P279465 0.508 ref|NM_025648|ens|ENSMUST00000003906|gb|BC006862|gb|AK031697

Rell1 RELT-like 1 A_51_P279712 0.524 ref|NM_145923|ens|ENSMUST00000087327|gb|AK133845|gb|BC023848

1810027O10Rik RIKEN cDNA 1810027O10 gene A_51_P280192 0.542 gb|AK014035|riken|3110009M16|nap|NAP091602-1|tc|TC1631963

Sdf2l1 stromal cell-derived factor 2-like 1 A_51_P280446 0.552 ref|NM_022324|ens|ENSMUST00000023453|gb|AB043006|gb|BC023290

Cmklr1 chemokine-like receptor 1 A_51_P280723 0.525 ref|NM_008153|ens|ENSMUST00000047936|gb|U79525|gb|BC100612

Pon2 paraoxonase 2 A_51_P280928 0.515 ref|NM_183308|ens|ENSMUST00000057792|gb|L48514|gb|AK146311

Cep57 centrosomal protein 57 A_51_P281246 0.501 ref|NM_026665|ens|ENSMUST00000034398|gb|BC050785|gb|AK028408

Naa11 Nalpha acteyltransferase 11 A_51_P282297 0.608 ref|NM_001033191|ens|ENSMUST00000060265|gb|BC139104|gb|BC145776

Eapp E2F-associated phosphoprotein A_51_P282424 0.552 ref|NM_025456|ens|ENSMUST00000067272|gb|AY882557|gb|AK007442

Gm14410 predicted gene 14410 A_51_P283292 0.716 ref|NM_001113806|ref|XM_902322|ref|XM_001472314|ref|XM_001472066

Rpl36a ribosomal protein L36A A_51_P283920 0.549 ref|NM_019865|ref|XM_001472147|ref|XM_001480964|ens|ENSMUST00000113211

Tsc22d4 TSC22 domain family, member 4 A_51_P284466 0.513 ref|NM_023910|gb|AK150043|gb|AK154153|gb|BC023761

Scnm1 sodium channel modifier 1 A_51_P284597 0.581 ref|NM_027013|ref|NM_001163573|ens|ENSMUST00000005770|ens|ENSMUST00000107226

Dolk dolichol kinase A_51_P284966 0.538 ref|NM_177648|ens|ENSMUST00000100219|gb|AB073968|gb|AK077581

Ncor2 nuclear receptor co-repressor 2 A_51_P286814 0.601 ref|NM_011424|ens|ENSMUST00000086083|ens|ENSMUST00000111402|ens|ENSMUST00000111401

1110004F10Rik RIKEN cDNA 1110004F10 gene A_51_P287030 0.562 ref|NM_019772|ens|ENSMUST00000106608|ens|ENSMUST00000032899|ens|ENSMUST00000106607

Psmd6 proteasome (prosome, macropain) 26S subunit, non-ATPase, 6 A_51_P288103 0.568 ref|NM_025550|ens|ENSMUST00000022256|gb|AK211149|gb|AK178742

Nup133 nucleoporin 133 A_51_P288447 0.507 ref|NM_172288|ens|ENSMUST00000044795|gb|AK029317|gb|BC033476

Tmtc2 transmembrane and tetratricopeptide repeat containing 2 A_51_P288916 0.594 ref|NM_177368|ens|ENSMUST00000061506|gb|AK018506|gb|BC092226

Spg11 spastic paraplegia 11 A_51_P289414 0.544 ref|NM_145531|ens|ENSMUST00000036450|gb|BC019404|gb|AK147500

A_51_P289423 0.574 nap|NAP057047-1

Dhcr7 7-dehydrocholesterol reductase A_51_P290986 0.509 ref|NM_007856|ens|ENSMUST00000073878|ens|ENSMUST00000105905|gb|AK146811

Pecr peroxisomal trans-2-enoyl-CoA reductase A_51_P291749 0.603 ref|NM_023523|ens|ENSMUST00000027381|gb|AK162100|gb|AK010260

Haghl hydroxyacylglutathione hydrolase-like A_51_P292073 0.539 ref|NM_026897|ens|ENSMUST00000077938|gb|AK005274|gb|AK032999

Tmco6 transmembrane and coiled-coil domains 6 A_51_P292368 0.668 ref|NM_028036|ens|ENSMUST00000007046|gb|AK010487|gb|BC005637

Impad1 inositol monophosphatase domain containing 1 A_51_P293017 0.541 gb|AK147096|gb|AK045075|gb|BB533850|riken|B130024P04

Prkar1a protein kinase, cAMP dependent regulatory, type I, alpha A_51_P294095 0.596 ref|NM_021880|ens|ENSMUST00000106677|gb|BC003461|gb|AK019147

38777 membrane-associated ring finger (C3HC4) 6 A_51_P294970 0.515 ref|NM_172606|ens|ENSMUST00000090227|ens|ENSMUST00000043840|gb|AK042980

Mt1 metallothionein 1 A_51_P294979 0.521 ref|NM_013602|ens|ENSMUST00000062980|ens|ENSMUST00000034215|gb|S62785

Enoph1 enolase-phosphatase 1 A_51_P295558 0.546 ref|NM_026421|ref|NR_027990|gb|BC021429|gb|AK159356

Rab12 RAB12, member RAS oncogene family A_51_P296027 0.512 ref|NM_024448|ref|XM_001478686|ens|ENSMUST00000070538|gb|BC029199

Orc6l origin recognition complex, subunit 6-like (S. cerevisiae) A_51_P296416 0.513 ref|NM_019716|ref|NM_001163791|ref|NR_028268|ens|ENSMUST00000034132

Ppat phosphoribosyl pyrophosphate amidotransferase A_51_P296905 0.547 ref|NM_172146|gb|AK017664|gb|AK148034|gb|AK147750

Sf3a3 splicing factor 3a, subunit 3 A_51_P297165 0.545 ref|NM_029157|ens|ENSMUST00000030734|gb|BC092058|gb|AK150733

Csnk1g2 casein kinase 1, gamma 2 A_51_P297311 0.510 ref|NM_134002|ref|NM_001159591|ens|ENSMUST00000079773|ens|ENSMUST00000085435

Scamp1 secretory carrier membrane protein 1 A_51_P297346 0.510 ref|NM_029153|ens|ENSMUST00000022197|gb|AK015706|gb|AK170343

Pcgf6 polycomb group ring finger 6 A_51_P297771 0.602 ref|NM_027654|ens|ENSMUST00000026032|gb|AK016709|gb|AB047007

Pdia6 protein disulfide isomerase associated 6 A_51_P297968 0.538 ref|NM_027959|gb|AK151008|gb|AK076558|gb|AK148928

2310021P13Rik RIKEN cDNA 2310021P13 gene A_51_P297984 0.519 ref|NM_027996|ens|ENSMUST00000022358|ens|ENSMUST00000112490|gb|AK147398

Lonp1 lon peptidase 1, mitochondrial A_51_P298097 0.592 ref|NM_028782|ens|ENSMUST00000047226|ens|ENSMUST00000097301|gb|AY190302

Eif4a2 eukaryotic translation initiation factor 4A2 A_51_P298570 0.502 ref|NM_013506|ref|NM_001123038|ref|NM_001123037|ref|XM_001475383

Arl16 ADP-ribosylation factor-like 16 A_51_P298716 0.586 gb|BC009089|tc|TC1627961|tc|TC1584665

Zmym1 zinc finger, MYM domain containing 1 A_51_P299432 0.503 ref|NM_026670|ens|ENSMUST00000055013|gb|AK020008|gb|AK167508

Uqcr ubiquinol-cytochrome c reductase (6.4kD) subunit A_51_P300143 0.515 ref|NM_025650|ref|XM_001475048|ref|XM_001480370|ens|ENSMUST00000020372

Slit3 slit homolog 3 (Drosophila) A_51_P301809 0.598 ref|NM_011412|ens|ENSMUST00000069837|gb|AF144629|gb|BC150780

Ing4 inhibitor of growth family, member 4 A_51_P301848 0.599 ref|NM_133345|ens|ENSMUST00000032480|ens|ENSMUST00000112417|gb|AK050522

Unc93b1 unc-93 homolog B1 (C. elegans) A_51_P301975 0.533 gb|U89424

Tubd1 tubulin, delta 1 A_51_P302056 0.541 ref|NM_019756|ens|ENSMUST00000108030|ens|ENSMUST00000069503|ens|ENSMUST00000020821

Ltb lymphotoxin B A_51_P302358 0.535 ref|NM_008518|ens|ENSMUST00000025262|gb|BC114919|gb|U16985

Rps26 ribosomal protein S26 A_51_P302675 0.510 ref|NM_013765|ref|XM_893655|ref|XM_908326|ref|XM_001472393

Trim46 tripartite motif-containing 46 A_51_P302852 0.610 ref|NM_183037|ref|NM_001039466|ens|ENSMUST00000041022|ens|ENSMUST00000107463

Scgb3a2 secretoglobin, family 3A, member 2 A_51_P303097 0.562 ref|NM_054038|ens|ENSMUST00000043803|ens|ENSMUST00000115525|gb|AK136396

Pepd peptidase D A_51_P303397 0.728 ref|NM_008820|ens|ENSMUST00000075068|ens|ENSMUST00000108064|gb|AK197573

Eif2s3x eukaryotic translation initiation factor 2, subunit 3, structural gene X-linked A_51_P305532 0.545 ref|NM_012010|ref|XM_001481129|ref|XM_001472848|ens|ENSMUST00000050328

1810029B16Rik RIKEN cDNA 1810029B16 gene A_51_P306839 0.550 gb|AK007637|riken|1810029B16

Gtf3a general transcription factor III A A_51_P307644 0.629 ref|NM_025652|ens|ENSMUST00000016647|gb|AK008247|gb|AK012797

A_51_P308111 0.660 gb|AK136371|riken|8430408E23|tc|TC1659511

Snx20 sorting nexin 20 A_51_P309158 0.619 ref|NM_027840|ens|ENSMUST00000034087|gb|AK157032|gb|AK018632

Rasgef1a RasGEF domain family, member 1A A_51_P310066 0.599 ref|NM_027526|ens|ENSMUST00000032230|gb|AK158756|gb|BC145232

Klhl12 kelch-like 12 (Drosophila) A_51_P311091 0.547 ref|NM_153128|ens|ENSMUST00000116528|ens|ENSMUST00000112232|ens|ENSMUST00000027725

Snap91 synaptosomal-associated protein 91 A_51_P311199 0.536 ref|NM_013669|gb|M83985|gb|AK147087|gb|AK161905

Depdc5 DEP domain containing 5 A_51_P313035 0.639 ref|NM_001025426|ref|NM_001170567|ens|ENSMUST00000120902|ens|ENSMUST00000119705

2700089E24Rik RIKEN cDNA 2700089E24 gene A_51_P313337 0.610 ref|NM_001163445|ens|ENSMUST00000100864|gb|AK077261|riken|5031431L04

Psip1 PC4 and SFRS1 interacting protein 1 A_51_P314111 0.510 ref|NM_133948|ens|ENSMUST00000030207|gb|AJ308965|gb|BC043079

Tmem86a transmembrane protein 86A A_51_P314285 0.566 ref|NM_026436|ens|ENSMUST00000010451|gb|AK075589|gb|AK007864

Nedd1 neural precursor cell expressed, developmentally down-regulated gene 1 A_51_P315634 0.725 ref|NM_008682|ens|ENSMUST00000020163|gb|D10712|gb|AK010591

Nfs1 nitrogen fixation gene 1 (S. cerevisiae) A_51_P315646 0.621 ref|NM_010911|ens|ENSMUST00000029147|gb|AJ222660|gb|BC010586

Lgals8 lectin, galactose binding, soluble 8 A_51_P316981 0.545 ref|NM_018886|ens|ENSMUST00000099820|ens|ENSMUST00000099821|ens|ENSMUST00000064217

B3galnt1 UDP-GalNAc:betaGlcNAc beta 1,3-galactosaminyltransferase, polypeptide 1 A_51_P318637 0.556 ref|NM_020026|ens|ENSMUST00000061826|gb|AK088407|gb|AK003837

Dcaf8 DDB1 and CUL4 associated factor 8 A_51_P318770 0.541 ref|NM_153555|ens|ENSMUST00000074144|ens|ENSMUST00000085918|gb|AK035701

Kif3a kinesin family member 3A A_51_P319551 0.501 ref|NM_008443|ens|ENSMUST00000108958|ens|ENSMUST00000057330|ens|ENSMUST00000118353

Fam192a family with sequence similarity 192, member A A_51_P321651 0.536 ref|NM_028221|ens|ENSMUST00000034226|gb|AK033988|gb|AK050704

4930519F09Rik RIKEN cDNA 4930519F09 gene A_51_P321807 0.502 gb|AK015841|gb|BY715385|riken|4930519F09|nap|NAP059112-1

Cpsf4 cleavage and polyadenylation specific factor 4 A_51_P322574 0.510 ref|NM_178576|ens|ENSMUST00000110643|ens|ENSMUST00000070487|ens|ENSMUST00000110644

Pop1 processing of precursor 1, ribonuclease P/MRP family, (S. cerevisiae) A_51_P322910 0.585 gb|AK016547|riken|4932434G09

Hmgxb4 HMG box domain containing 4 A_51_P323174 0.665 ref|NM_178017|ens|ENSMUST00000109940|ens|ENSMUST00000041759|gb|AK088758

Sdc4 syndecan 4 A_51_P323248 0.796 ref|NM_011521|gb|AK149784|gb|AK145805|gb|D89571

Fam71e1 family with sequence similarity 71, member E1 A_51_P323531 0.853 ref|NM_028169|ens|ENSMUST00000107927|gb|AK006229|gb|BC100470

Gm14288 predicted gene 14288 A_51_P324768 0.820 ref|NM_001033123|ref|XM_001480623|ref|XM_001004283|ref|XM_001004267

Aph1b anterior pharynx defective 1b homolog (C. elegans) A_51_P325124 0.606 ref|NM_177583|gb|AK049828|gb|AK162585|riken|C630002F03

Cd47 CD47 antigen (Rh-related antigen, integrin-associated signal transducer) A_51_P325651 0.598 gb|AK164165|gb|AK021021|riken|B430305P08|riken|C630029O17

Golga2 golgi autoantigen, golgin subfamily a, 2 A_51_P326609 0.657 ref|NM_133852|ref|NM_001080968|ens|ENSMUST00000100194|ens|ENSMUST00000113386

Prune2 prune homolog 2 (Drosophila) A_51_P326932 0.548 ref|NM_181348|gb|AK018172|gb|AK170001|gb|AK172939

Srxn1 sulfiredoxin 1 homolog (S. cerevisiae) A_51_P330125 0.636 ref|NM_029688|ens|ENSMUST00000041500|ens|ENSMUST00000099225|gb|AK007296

Cgrrf1 cell growth regulator with ring finger domain 1 A_51_P331462 0.601 ref|NM_026832|ens|ENSMUST00000068532|gb|AK007402|gb|AK154797

Zmat5 zinc finger, matrin type 5 A_51_P332136 0.592 ref|NM_026015|ens|ENSMUST00000009220|gb|AK003361|gb|AK012098

Cst3 cystatin C A_51_P332201 0.505 ref|NM_009976|ens|ENSMUST00000028938|gb|AK212642|gb|AK014368

Polr3f polymerase (RNA) III (DNA directed) polypeptide F A_51_P332580 0.570 ref|NM_029763|ens|ENSMUST00000028914|gb|AK036166|gb|AK029286

Trim23 tripartite motif-containing 23 A_51_P333292 0.579 ref|NM_030731|gb|AF230400|gb|AK030862|gb|AK029533

Gm3086 predicted gene 3086 A_51_P333630 0.505 ref|XM_001475450|ref|XM_001478910|ens|ENSMUST00000110560|gb|BC027570

Cisd2 CDGSH iron sulfur domain 2 A_51_P333965 0.506 ref|NM_025902|ens|ENSMUST00000029815|gb|AK005184|gb|BC052543

Uba52 ubiquitin A-52 residue ribosomal protein fusion product 1 A_51_P334570 0.534 gb|AF118402|nap|NAP109700-1

Uba52 ubiquitin A-52 residue ribosomal protein fusion product 1 A_51_P334571 0.578 ref|NM_019883|ref|NM_001105157|ref|XM_979710|ref|XM_989375

Gnb1 guanine nucleotide binding protein (G protein), beta 1 A_51_P335081 0.698 ref|NM_008142|ref|NM_001160016|ref|NM_001160017|ens|ENSMUST00000030940

Spag7 sperm associated antigen 7 A_51_P335583 0.583 ref|NM_172561|ref|NM_001167669|ref|XM_001471841|ens|ENSMUST00000018431

Afap1 actin filament associated protein 1 A_51_P335770 0.509 ref|NM_027373|ens|ENSMUST00000064571|gb|AK079364|gb|AK129483

Man2b1 mannosidase 2, alpha B1 A_51_P336161 0.608 ref|NM_010764|ens|ENSMUST00000034121|gb|AK171166|gb|AK147928

Dido1 death inducer-obliterator 1 A_51_P336385 0.588 ref|NM_175551|ens|ENSMUST00000087517|gb|AK032843|gb|BC039702

Gins1 GINS complex subunit 1 (Psf1 homolog) A_51_P337089 0.514 ref|NM_027014|ens|ENSMUST00000028948|gb|AK013116|gb|AK129081

Cd320 CD320 antigen A_51_P337510 0.620 ref|NM_019421|ens|ENSMUST00000002379|ens|ENSMUST00000087559|gb|AK021187

Iqgap1 IQ motif containing GTPase activating protein 1 A_51_P341130 0.532 ref|NM_016721|ens|ENSMUST00000032751|gb|AK154213|gb|AK129044

Uqcc ubiquinol-cytochrome c reductase complex chaperone, CBP3 homolog (yeast) A_51_P341285 0.578 ref|NM_018888|ref|NR_024487|ens|ENSMUST00000088667|ens|ENSMUST00000109636

Klhdc2 kelch domain containing 2 A_51_P341571 0.539 ref|NM_027117|ens|ENSMUST00000021362|gb|AK009481|gb|AY513272

Sf4 splicing factor 4 A_51_P341789 0.518 ref|NM_027481|ens|ENSMUST00000011450|gb|AK156508|gb|AK187764

Uba3 ubiquitin-like modifier activating enzyme 3 A_51_P341978 0.511 ref|NM_011666|ref|NM_001111106|ens|ENSMUST00000089287|ens|ENSMUST00000032142

Setd6 SET domain containing 6 A_51_P342271 0.651 ref|NM_001035123|ens|ENSMUST00000034096|gb|AK075597|gb|AK010304

Gas7 growth arrest specific 7 A_51_P342446 0.587 ref|NM_008088|ref|NM_001109657|ens|ENSMUST00000108682|ens|ENSMUST00000041611

B3galt1 UDP-Gal:betaGlcNAc beta 1,3-galactosyltransferase, polypeptide 1 A_51_P342916 0.606 ref|NM_020283|ens|ENSMUST00000042456|ens|ENSMUST00000112346|gb|BC132246

Ehmt2 euchromatic histone lysine N-methyltransferase 2 A_51_P343016 0.804 ref|NM_145830|ref|NM_147151|ens|ENSMUST00000114028|ens|ENSMUST00000013931

A_51_P343031 0.532 gb|AK035359|riken|9530023M19|nap|NAP014801-001|tc|TC1603980

H2-Ke6 H2-K region expressed gene 6 A_51_P344407 0.542 ref|NM_013543|ens|ENSMUST00000045467|ens|ENSMUST00000114303|gb|BC086927

Psapl1 prosaposin-like 1 A_51_P345073 0.827 ref|NM_175249|ens|ENSMUST00000052224|gb|AK028455|gb|AK009408

Kdelr2 KDEL (Lys-Asp-Glu-Leu) endoplasmic reticulum protein retention receptor 2 A_51_P345080 0.508 ref|NM_025841|ens|ENSMUST00000110731|gb|AK003515|gb|AK150402



I. Arisi et al. / Data Mining of mRNA Biomarkers for AD Model 13

Supplementary Table 1
(Continued)

Pafah2 platelet-activating factor acetylhydrolase 2 A_51_P345896 0.562 ref|NM_133880|ens|ENSMUST00000039233|ens|ENSMUST00000105869|ens|ENSMUST00000105870

Ipo4 importin 4 A_51_P347823 0.513 ref|NM_024267|ens|ENSMUST00000047131|gb|AF123388|gb|AK030490

C130081A10Rik RIKEN cDNA C130081A10 gene A_51_P349922 0.632 gb|AK081838|riken|C130081A10|nap|NAP012164-001|tc|TC1610977

Zfp365 zinc finger protein 365 A_51_P352216 0.568 ref|NM_178679|ens|ENSMUST00000064656|ens|ENSMUST00000048213|gb|AK033892

Sfrp1 secreted frizzled-related protein 1 A_51_P352296 0.673 ref|NM_013834|ens|ENSMUST00000033952|gb|U88566|gb|AK081052

5730416O20Rik RIKEN cDNA 5730416O20 gene A_51_P354961 0.592 ref|XM_001474884|ref|XM_001475149|gb|AK017568|riken|5730416O20

Nsun3 NOL1/NOP2/Sun domain family member 3 A_51_P355040 0.579 ens|ENSMUST00000063089|gb|AK032127|gb|AK169841|gb|AW490592

Jak3 Janus kinase 3 A_51_P355360 0.505 ref|NM_010589|ref|NM_013564|ens|ENSMUST00000034261|ens|ENSMUST00000051995

Nr3c1 nuclear receptor subfamily 3, group C, member 1 A_51_P355693 0.614 ref|NM_008173|ens|ENSMUST00000025300|ens|ENSMUST00000115571|ens|ENSMUST00000115569

Zfp688 zinc finger protein 688 A_51_P355821 0.556 ref|NM_026999|ens|ENSMUST00000051352|ens|ENSMUST00000106300|gb|AK170857

Dctn6 dynactin 6 A_51_P357085 0.602 ref|NM_011722|ens|ENSMUST00000117243|ens|ENSMUST00000033913|gb|AF190796

Tmf1 TATA element modulatory factor 1 A_51_P357195 0.642 ref|NM_001081111|ens|ENSMUST00000095664|ens|ENSMUST00000095665|gb|BC150931

5430437P03Rik RIKEN cDNA 5430437P03 gene A_51_P359359 0.554 ref|NM_026636|ens|ENSMUST00000002473|gb|AK077402|gb|AK147083

Txnl4a thioredoxin-like 4A A_51_P360836 0.847 ref|NM_178604|ref|NM_001038608|ref|NM_001042408|ens|ENSMUST00000025463

Agpat5 1-acylglycerol-3-phosphate O-acyltransferase 5 (lysophosphatidic acid acyltransferase, epsilon) A_51_P361286 1.000 ref|NM_026792|gb|AK082137|gb|AK036706|riken|C230012M10

A_51_P361328 0.619 gb|AK005483|gb|BC037517|riken|1600017J22|nap|NAP090809-1

Lgi2 leucine-rich repeat LGI family, member 2 A_51_P361830 0.542 ref|NM_144945|gb|AY841361|gb|BC148507|gb|AK038519

Atp5e ATP synthase, H+ transporting, mitochondrial F1 complex, epsilon subunit A_51_P362054 0.612 ref|NM_025983|ens|ENSMUST00000016396|gb|AK007809|gb|AK007752

Prss22 protease, serine, 22 A_51_P363258 0.572 ref|NM_133731|ens|ENSMUST00000041649|gb|BC055854|gb|AB010778

Itih5 inter-alpha (globulin) inhibitor H5 A_51_P364250 0.731 ref|NM_172471|ens|ENSMUST00000026886|gb|AK134707|gb|AK140756

Gdi2 guanosine diphosphate (GDP) dissociation inhibitor 2 A_51_P366890 0.664 ref|NM_008112|ens|ENSMUST00000059515|ens|ENSMUST00000110714|gb|L36314

G3bp1 Ras-GTPase-activating protein SH3-domain binding protein 1 A_51_P367343 0.558 ref|NM_013716|gb|AB001927|gb|CN536972|nap|NAP098269-001

Fam126b family with sequence similarity 126, member B A_51_P367416 0.503 ref|NM_172513|ens|ENSMUST00000097724|ens|ENSMUST00000038372|gb|AK052638

Gnai1 guanine nucleotide binding protein (G protein), alpha inhibiting 1 A_51_P367834 0.573 ref|NM_010305|ens|ENSMUST00000074694|gb|U38501|gb|BC032995

Ubtd1 ubiquitin domain containing 1 A_51_P369371 0.512 ref|NM_145500|ens|ENSMUST00000026170|gb|AK078479|gb|BC016129

Zmynd17 zinc finger, MYND domain containing 17 A_51_P369426 0.580 ref|NM_029104|ens|ENSMUST00000022353|gb|AK014794|gb|BC119773

Psmb9 proteasome (prosome, macropain) subunit, beta type 9 (large multifunctional peptidase 2) A_51_P369803 0.523 ref|NM_013585|ens|ENSMUST00000076602|gb|CT010227|gb|U22447

Pttg1 pituitary tumor-transforming gene 1 A_51_P371190 0.902 ref|NM_013917|ref|NM_001131054|ens|ENSMUST00000121638|ens|ENSMUST00000020687

Auh AU RNA binding protein/enoyl-coenzyme A hydratase A_51_P372473 0.539 ref|NM_016709|ens|ENSMUST00000021913|gb|AK003219|gb|AF118386

Zfp433 RIKEN cDNA 1700123A16 gene A_51_P372895 0.676 ref|XM_984400|ref|XM_924400|gb|AK007242|gb|BC064812

Dock1 dedicator of cytokinesis 1 A_51_P373163 0.525 ref|NM_001033420|ens|ENSMUST00000084488|gb|AK078899|gb|BC058998

Csnk2b casein kinase 2, beta polypeptide A_51_P373379 0.510 ref|NM_009975|ens|ENSMUST00000025246|gb|AK146186|gb|AK010730

Gstp1 glutathione S-transferase, pi 1 A_51_P374457 0.593 ref|NM_013541|ref|NM_181796|ref|XM_001476952|ref|XM_001478655

Tfb2m transcription factor B2, mitochondrial A_51_P374499 0.515 ref|NM_008249|ens|ENSMUST00000027769|gb|M74555|gb|AK166717

Ndufs6 NADH dehydrogenase (ubiquinone) Fe-S protein 6 A_51_P375034 0.524 ref|NM_010888|ref|XM_904718|ref|XM_889816|ens|ENSMUST00000022097

Hnrnpk heterogeneous nuclear ribonucleoprotein K A_51_P376358 0.527 ref|NM_025279|ref|XM_001479178|ref|XM_001476909|ens|ENSMUST00000043269

Athl1 ATH1, acid trehalase-like 1 (yeast) A_51_P376789 0.549 ref|NM_145387|ens|ENSMUST00000079403|gb|AK171694|gb|AK085600

Tank TRAF family member-associated Nf-kappa B activator A_51_P377547 0.518 ref|NM_011529|ref|NM_001164071|ref|NM_001164072|ens|ENSMUST00000078074

Guca2a guanylate cyclase activator 2a (guanylin) A_51_P378210 0.602 ref|NM_008190|ens|ENSMUST00000024015|gb|AK075814|gb|M95175

Cuedc1 CUE domain containing 1 A_51_P379409 0.588 ref|NM_198013|ens|ENSMUST00000018522|gb|BC131989|gb|BC131991

Bclaf1 BCL2-associated transcription factor 1 A_51_P379443 0.560 ref|NM_001025392|ref|NM_153787|ref|NM_001025393|ens|ENSMUST00000043881

Ndufs1 NADH dehydrogenase (ubiquinone) Fe-S protein 1 A_51_P379597 0.613 ref|NM_145518|ref|NM_001160038|ref|NM_001160040|ref|NM_001160039

Arhgef3 Rho guanine nucleotide exchange factor (GEF) 3 A_51_P380337 0.684 ref|NM_027871|ens|ENSMUST00000049206|ens|ENSMUST00000067296|gb|BC007153

Tjap1 tight junction associated protein 1 A_51_P380514 0.679 ref|NM_028751|ens|ENSMUST00000012440|gb|AK188458|gb|AF465982

Jrkl jerky homolog-like (mouse) A_51_P380848 0.523 ref|NM_001033181|gb|BC138472|gb|BC138475|gb|AK079877

Aatk apoptosis-associated tyrosine kinase A_51_P381683 0.591 ref|NM_007377|ens|ENSMUST00000103020|ens|ENSMUST00000103019|ens|ENSMUST00000064307

Arf5 ADP-ribosylation factor 5 A_51_P381801 0.570 ref|NM_007480|ens|ENSMUST00000020717|gb|AY974568|gb|BC132452

Procr protein C receptor, endothelial A_51_P382152 0.726 ref|NM_011171|ens|ENSMUST00000029140|gb|AK167302|gb|X63748

Kdm3b KDM3B lysine (K)-specific demethylase 3B A_51_P383584 0.584 ref|NM_001081256|ens|ENSMUST00000043775|ens|ENSMUST00000091949|gb|BC151084

Psen2 presenilin 2 A_51_P384033 0.506 ref|NM_011183|ref|NM_001128605|ens|ENSMUST00000111108|ens|ENSMUST00000010753

Rad21 RAD21 homolog (S. pombe) A_51_P384091 0.599 ref|NM_009009|ens|ENSMUST00000022927|gb|AK168896|gb|AK168718

Calm3 calmodulin 3 A_51_P384499 0.565 ref|NM_007590|gb|M19380|gb|AK165568|gb|AK083996

Mrpl10 mitochondrial ribosomal protein L10 A_51_P384640 0.525 ref|NM_026154|ens|ENSMUST00000001485|gb|AK007643|gb|BC016219

Ldb1 LIM domain binding 1 A_51_P384754 0.532 ref|NM_010697|ref|NM_001113408|ens|ENSMUST00000056931|ens|ENSMUST00000026252

Heatr6 HEAT repeat containing 6 A_51_P384999 0.562 ref|NM_145432|ens|ENSMUST00000001002|gb|BC065092|gb|BC003942

Mgat3 mannoside acetylglucosaminyltransferase 3 A_51_P385697 0.503 ref|NM_010795|ens|ENSMUST00000044970|gb|AK004161|gb|BC023866

Ppp2r5b protein phosphatase 2, regulatory subunit B (B56), beta isoform A_51_P386058 0.583 ref|NM_198168|ens|ENSMUST00000025695|gb|AK034167|gb|AK171430

Bat1a HLA-B-associated transcript 1A A_51_P388099 0.690 ref|NM_019693|ens|ENSMUST00000093645|ens|ENSMUST00000068056|gb|AY255786

Clgn calmegin A_51_P388325 0.537 ref|NM_009904|ens|ENSMUST00000109831|gb|D86323|gb|U08373

Gprasp1 G protein-coupled receptor associated sorting protein 1 A_51_P388826 0.535 ref|NM_026081|ref|NM_001004359|ref|NM_001005385|ens|ENSMUST00000070053

Fahd1 fumarylacetoacetate hydrolase domain containing 1 A_51_P389421 0.603 ref|NM_023480|gb|AK157292|gb|AK003914|gb|AK141973

Larp6 La ribonucleoprotein domain family, member 6 A_51_P390285 0.522 ref|NM_026235|ens|ENSMUST00000038407|gb|AK017372|gb|AK047452

Ang angiogenin, ribonuclease, RNase A family, 5 A_51_P391159 0.847 ref|NM_007447|ref|NM_001161731|ens|ENSMUST00000069011|gb|AK159966

D8Ertd738e DNA segment, Chr 8, ERATO Doi 738, expressed A_51_P391668 0.670 ref|NM_001007571|ref|XM_001471475|ens|ENSMUST00000019506|gb|AK167785

Car8 carbonic anhydrase 8 A_51_P392005 0.531 ref|NM_007592|ref|XM_001473032|ens|ENSMUST00000066674|ens|ENSMUST00000098290

Lrrn3 leucine rich repeat protein 3, neuronal A_51_P392303 0.533 ref|NM_010733|ens|ENSMUST00000043884|gb|D49802|gb|BC069041

Ttc4 tetratricopeptide repeat domain 4 A_51_P392486 0.510 ref|NM_028209|ens|ENSMUST00000106771|ens|ENSMUST00000026480|ens|ENSMUST00000106772

Rnps1 ribonucleic acid binding protein S1 A_51_P393524 0.598 ref|NM_009070|ref|NM_001080127|ref|NM_001080128|ref|XM_001473068

Osbp oxysterol binding protein A_51_P393768 0.512 ref|NM_001033174|gb|AK220301|gb|AK003774|gb|AK077377

Ddx5 DEAD (Asp-Glu-Ala-Asp) box polypeptide 5 A_51_P394065 0.538 ref|NM_007840|ens|ENSMUST00000021062|gb|X65627|gb|AK129022

5730469M10Rik RIKEN cDNA 5730469M10 gene A_51_P394354 0.616 ref|NM_027464|ens|ENSMUST00000118466|ens|ENSMUST00000022317|gb|AK017688

Tspan2 tetraspanin 2 A_51_P394394 0.568 ref|NM_027533|ens|ENSMUST00000029451|gb|AK076302|gb|AK049888

Tkt transketolase A_51_P394515 0.506 ref|NM_009388|ens|ENSMUST00000022529|gb|AK144146|gb|AK002627

Snx22 sorting nexin 22 A_51_P394585 0.615 ref|NM_001025612|ens|ENSMUST00000044711|gb|AK032028|riken|6330551A05

Leprot leptin receptor overlapping transcript A_51_P394690 0.553 ref|NM_175036|ens|ENSMUST00000030254|ens|ENSMUST00000106927|gb|AK009569

Hspa5 heat shock protein 5 A_51_P395098 0.554 ref|NM_022310|ref|NM_001163434|ens|ENSMUST00000028222|ens|ENSMUST00000100171

Syn2 synapsin II A_51_P396325 0.504 ref|NM_013681|gb|AF096867|gb|AK029181|riken|4831410C22

Gsto2 glutathione S-transferase omega 2 A_51_P396852 0.709 ref|NM_026619|ens|ENSMUST00000056159|ens|ENSMUST00000120645|gb|AK075753

Csnk2a1 casein kinase 2, alpha 1 polypeptide A_51_P397768 0.519 ref|NM_007788|ref|XM_001479232|ref|XM_001472047|ens|ENSMUST00000109850

Smap2 stromal membrane-associated GTPase-activating protein 2 A_51_P397925 0.619 ref|NM_133716|ens|ENSMUST00000043200|gb|AB029329|gb|AK007666

Arid2 AT rich interactive domain 2 (ARID, RFX-like) A_51_P399545 0.547 ref|NM_175251|ens|ENSMUST00000096250|ens|ENSMUST00000058749|ens|ENSMUST00000109233

Ap4b1 adaptor-related protein complex AP-4, beta 1 A_51_P399889 0.532 ref|NM_026193|ref|NM_001163553|ref|NM_001163552|ens|ENSMUST00000047285

Aif1 allograft inflammatory factor 1 A_51_P400543 0.509 ref|NM_019467|ens|ENSMUST00000025257|gb|AB013745|gb|AF074959

Sspn sarcospan A_51_P401659 0.873 ref|NM_010656|ens|ENSMUST00000111701|ens|ENSMUST00000111702|ens|ENSMUST00000032383

Fgd6 FYVE, RhoGEF and PH domain containing 6 A_51_P401673 0.527 ref|NM_053072|ens|ENSMUST00000020208|gb|AK016940|gb|AK173157

1810059H22Rik RIKEN cDNA 1810059H22 gene A_51_P403578 0.577 gb|AK007907|riken|1810059H22|nap|NAP090833-1|tc|TC1635170

Msh6 mutS homolog 6 (E. coli) A_51_P405565 0.595 ref|NM_010830|ens|ENSMUST00000005503|gb|AK010643|gb|U42190

Hist1h2aa histone cluster 1, H2aa A_51_P405773 0.603 ref|NM_175658|ens|ENSMUST00000072391|gb|BC107355|gb|BC107354

4930414L22Rik RIKEN cDNA 4930414L22 gene A_51_P406126 0.586 gb|AK019577|gb|AK145188|riken|G930015H03|riken|4930414L22

Slc22a21 solute carrier family 22 (organic cation transporter), member 21 A_51_P407774 0.511 ref|NM_019723|ens|ENSMUST00000076493|gb|BC132147|gb|BC137908

Trappc4 trafficking protein particle complex 4 A_51_P407904 0.506 ref|NM_021789|ens|ENSMUST00000034623|gb|AK005276|gb|AF233340

Pcgf5 polycomb group ring finger 5 A_51_P407989 0.562 ref|NM_029508|ens|ENSMUST00000062389|ens|ENSMUST00000071267|gb|BC145590

Taf11 TAF11 RNA polymerase II, TATA box binding protein (TBP)-associated factor A_51_P410127 0.534 ref|NM_026836|ens|ENSMUST00000025057|ens|ENSMUST00000114848|gb|BC005603

Sirt5 sirtuin 5 (silent mating type information regulation 2 homolog) 5 (S. cerevisiae) A_51_P411909 0.655 ref|NM_178848|ens|ENSMUST00000066804|gb|AK002609|gb|BC031770

Atrx alpha thalassemia/mental retardation syndrome X-linked homolog (human) A_51_P413366 0.565 ref|NM_009530|ens|ENSMUST00000113574|ens|ENSMUST00000033580|ens|ENSMUST00000113573

Tmem50a transmembrane protein 50A A_51_P414160 0.540 ref|NM_027935|ens|ENSMUST00000030626|gb|AK152630|gb|AK164989

Mmrn2 multimerin 2 A_51_P414396 0.540 ref|NM_153127|ens|ENSMUST00000111908|gb|AK134285|gb|AK078470

Gdf5 growth differentiation factor 5 A_51_P415675 0.540 gb|U08337|gb|BC034546|tc|TC1594980

Trim41 tripartite motif-containing 41 A_51_P416046 0.531 ref|NM_145377|ref|XM_001475465|ens|ENSMUST00000047145|ens|ENSMUST00000047139

Exosc9 exosome component 9 A_51_P416243 0.667 ref|NM_019393|ref|XM_983011|ens|ENSMUST00000029269|gb|AK076096

Irgm2 immunity-related GTPase family M member 2 A_51_P416295 0.667 ref|NM_019440|ens|ENSMUST00000094169|ens|ENSMUST00000058704|ens|ENSMUST00000108836

Calr calreticulin A_51_P416419 0.615 ref|NM_007591|ens|ENSMUST00000003912|gb|AK160197|gb|M92988

Rps16 ribosomal protein S16 A_51_P416995 0.510 ref|NM_013647|ref|XM_001479899|ref|XM_001478284|ens|ENSMUST00000082134

Taf9 TAF9 RNA polymerase II, TATA box binding protein (TBP)-associated factor A_51_P417313 0.516 ref|NM_001015889|ref|NM_027139|ref|XM_001001824|ref|XM_620010

Zfp236 zinc finger protein 236 A_51_P417321 0.561 ref|NM_177832|ens|ENSMUST00000097504|gb|AK156842|gb|AK041130

Rnaseh2c ribonuclease H2, subunit C A_51_P417469 0.579 ref|NM_026616|ens|ENSMUST00000025864|gb|AK018776|gb|AK011556

Aktip thymoma viral proto-oncogene 1 interacting protein A_51_P417477 0.665 ref|NM_010241|ens|ENSMUST00000120349|ens|ENSMUST00000120213|gb|X71978

Larp1 La ribonucleoprotein domain family, member 1 A_51_P418908 0.696 ref|NM_028451|ens|ENSMUST00000071487|gb|AK129202|gb|AK148019

Gadd45gip1 growth arrest and DNA-damage-inducible, gamma interacting protein 1 A_51_P419086 0.856 ref|NM_183358|gb|AK003314|gb|AK009723|gb|AK028227

Polr2d polymerase (RNA) II (DNA directed) polypeptide D A_51_P419571 0.522 ref|NM_027101|ref|NM_027002|ens|ENSMUST00000025106|gb|AK009093

E130112L23Rik RIKEN cDNA E130112L23 gene A_51_P419925 0.667 ref|NM_001145922|ref|NM_001145921|ens|ENSMUST00000100639|ens|ENSMUST00000089769

Clic5 chloride intracellular channel 5 A_51_P420547 0.512 ref|NM_172621|ens|ENSMUST00000024755|gb|AK133511|gb|BQ033492
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Thy1 thymus cell antigen 1, theta A_51_P420731 0.719 ref|NM_009382|ens|ENSMUST00000114840|ens|ENSMUST00000034509|gb|BC054436

Uck1 uridine-cytidine kinase 1 A_51_P420806 0.509 ref|NM_011675|ref|XM_001480323|ref|XM_001480104|ens|ENSMUST00000002625

Nhedc2 Na+/H+ exchanger domain containing 2 A_51_P421538 0.517 ref|NM_178877|ens|ENSMUST00000051849|gb|AK029417|gb|BC090977

Sgms1 sphingomyelin synthase 1 A_51_P421958 0.503 ref|NM_144792|ref|NM_001168525|ref|NM_001168526|ens|ENSMUST00000099514

Dpagt1 dolichyl-phosphate (UDP-N-acetylglucosamine) acetylglucosaminephosphotransferase 1 (GlcNAc-1-P 
transferase) A_51_P422208 0.517 ref|NM_007875|ens|ENSMUST00000054708|gb|X65603|gb|AK211438

Tbpl1 TATA box binding protein-like 1 A_51_P422636 0.507 ref|NM_011603|ens|ENSMUST00000092668|ens|ENSMUST00000095794|gb|AK005604

Klhl7 kelch-like 7 (Drosophila) A_51_P423008 0.548 ref|NM_026448|ref|NM_001161800|ens|ENSMUST00000030841|gb|AK089072

Flot1 flotillin 1 A_51_P423091 0.622 ref|NM_008027|ens|ENSMUST00000001569|gb|AY167925|gb|U90435

Mrpl21 mitochondrial ribosomal protein L21 A_51_P423625 0.571 ref|NM_172252|ens|ENSMUST00000025745|ens|ENSMUST00000025743|gb|AK012784

Crem cAMP responsive element modulator A_51_P423976 0.516 ref|NM_013498|ref|NM_001110859|ref|NM_001110857|ref|NM_001110858

A_51_P424128 0.581 ens|ENSMUST00000065049|ens|ENSMUST00000109738|ens|ENSMUST00000109736|gb|BC029252

Snx3 sorting nexin 3 A_51_P427444 0.541 ref|NM_017472|ens|ENSMUST00000019939|ens|ENSMUST00000105499|gb|AF062482

Thsd1 thrombospondin, type I, domain 1 A_51_P427516 0.642 ref|NM_019576|gb|AB039946|gb|AK014758|gb|AK052555

Gopc golgi associated PDZ and coiled-coil motif containing A_51_P427736 0.568 ref|NM_053187|ens|ENSMUST00000105475|ens|ENSMUST00000020008|gb|AF287893

C4b complement component 4B (Childo blood group) A_51_P428708 0.632 ref|NM_009780|ref|NM_011413|ref|XM_972987|ref|XM_973068

Fam129b family with sequence similarity 129, member B A_51_P429040 0.591 ref|NM_146119|ens|ENSMUST00000028135|ens|ENSMUST00000113210|ens|ENSMUST00000113209

Cdc5l cell division cycle 5-like (S. pombe) A_51_P429046 0.541 ref|NM_152810|ref|XM_001480718|ref|XM_001480720|ens|ENSMUST00000024727

Arl8b ADP-ribosylation factor-like 8B A_51_P429517 0.636 ref|NM_026011|ens|ENSMUST00000032196|gb|AK012024|gb|AK005999

Ncapd3 non-SMC condensin II complex, subunit D3 A_51_P431669 0.520 ref|NM_178113|ens|ENSMUST00000073127|ens|ENSMUST00000086198|gb|AK045277

Cth cystathionase (cystathionine gamma-lyase) A_51_P431737 0.502 ref|NM_145953|ens|ENSMUST00000118539|gb|AK002480|gb|BC019483

Tfg Trk-fused gene A_51_P431919 0.612 ref|NM_019678|ens|ENSMUST00000065515|ens|ENSMUST00000023440|gb|AK158539

Azi1 5-azacytidine induced gene 1 A_51_P432420 0.509 ref|NM_009734|ref|NM_001109658|ens|ENSMUST00000046483|ens|ENSMUST00000106229

H2-T22 histocompatibility 2, T region locus 22 A_51_P432538 0.796 ref|NM_010397|ref|NM_010395|ref|NM_010399|ref|XM_001471650

H2-T22 histocompatibility 2, T region locus 22 A_51_P432544 0.527 ref|NM_010397|ref|NM_010399|ref|XM_001471650|ref|XM_001471649

Pex7 peroxisomal biogenesis factor 7 A_51_P432659 0.511 ref|NM_008822|ref|NM_001161825|ens|ENSMUST00000020182|gb|BC132213

LOC100044854 similar to chromatin modifying protein 4C A_51_P433000 0.533 ref|XM_001473048|gb|AK008733|riken|2210015K02|nap|NAP010618-001

Gm6607 40S ribosomal protein S20 pseudogene A_51_P434685 0.531 gb|BC011413|tc|TC1591358

Lipe lipase, hormone sensitive A_51_P435366 0.548 ref|NM_010719|ref|NM_001039507|ens|ENSMUST00000003207|ens|ENSMUST00000108406

1110018F16Rik RIKEN cDNA 1110018F16 gene A_51_P436254 0.514 gb|AK003775|riken|1110018F16|nap|NAP025349-001|tc|TC1663982

Zfp871 zinc finger protein 871 A_51_P436447 0.835 ref|NM_172458|ens|ENSMUST00000057501|gb|AK029041|gb|BC043671

Dynll2 dynein light chain LC8-type 2 A_51_P437144 0.549 ref|NM_026556|ref|NM_001168472|ref|NM_001168471|ens|ENSMUST00000020775

6330577E15Rik RIKEN cDNA 6330577E15 gene A_51_P437188 0.611 ref|NM_026377|ref|XM_001480784|ens|ENSMUST00000099353|ens|ENSMUST00000099354

Smarcal1 SWI/SNF related matrix associated, actin dependent regulator of chromatin, subfamily a-like 1 A_51_P438293 0.662 ref|NM_018817|gb|AK133701|gb|BC038250|gb|BY759648

Haus7 HAUS augmin-like complex, subunit 7 A_51_P438514 0.515 ref|NM_207104|ref|NM_028633|ref|XM_001472319|ens|ENSMUST00000033737

Setd3 SET domain containing 3 A_51_P439348 0.541 ref|NM_028262|ens|ENSMUST00000071095|ens|ENSMUST00000099383|ens|ENSMUST00000085012

Bcap31 B-cell receptor-associated protein 31 A_51_P440399 0.574 ref|NM_012060|ens|ENSMUST00000002091|gb|AK011500|gb|AK151641

Stk19 serine/threonine kinase 19 A_51_P440568 0.532 ref|NM_019442|ens|ENSMUST00000077477|gb|AK146739|gb|AK168865

Abhd2 abhydrolase domain containing 2 A_51_P440584 0.510 ref|NM_018811|ens|ENSMUST00000037315|gb|AF201730|gb|AK016296

Mtrf1 mitochondrial translational release factor 1 A_51_P440852 0.645 ref|NM_145960|ens|ENSMUST00000022600|gb|BC028898|gb|AK077749

Hisppd1 histidine acid phosphatase domain containing 1 A_51_P441080 0.510 gb|AK087712|riken|E330010C06|nap|NAP001699-003

Ttc5 tetratricopeptide repeat domain 5 A_51_P441286 0.528 ref|NM_177625|gb|AK081214|riken|C030007H24|nap|NAP119439-1

Pf4 platelet factor 4 A_51_P441426 0.523 ref|NM_019932|ens|ENSMUST00000031320|gb|AK159278|gb|AK160040

Tial1 Tia1 cytotoxic granule-associated RNA binding protein-like 1 A_51_P441942 0.508 ref|NM_009383|ens|ENSMUST00000106226|gb|AK079363|gb|AK020218

Arhgef19 Rho guanine nucleotide exchange factor (GEF) 19 A_51_P442759 0.525 ref|NM_172520|ens|ENSMUST00000006618|ens|ENSMUST00000105792|gb|AK160307

Wtap Wilms' tumour 1-associating protein A_51_P443387 0.513 ref|NM_001113533|ens|ENSMUST00000007007|gb|AK156334|gb|AJ276707

Slu7 SLU7 splicing factor homolog (S. cerevisiae) A_51_P443872 0.777 ref|NM_148673|ref|NM_198936|ens|ENSMUST00000020681|gb|AK029117

Slco4c1 solute carrier organic anion transporter family, member 4C1 A_51_P445865 0.567 gb|AK035459|gb|AV024403|riken|9530051F04|nap|NAP095415-001

Rab2b RAB2B, member RAS oncogene family A_51_P446132 0.675 ref|NM_172601|ens|ENSMUST00000022765|ens|ENSMUST00000100631|gb|AK038393

1810074P20Rik RIKEN cDNA 1810074P20 gene A_51_P446417 0.634 ref|NM_026194|ens|ENSMUST00000102994|ens|ENSMUST00000038705|gb|BC132195

Cldnd1 claudin domain containing 1 A_51_P446477 0.646 ref|NM_171826|ens|ENSMUST00000023426|gb|AK216958|gb|AK152121

5730409E04Rik RIKEN cDNA 5730409E04Rik gene A_51_P446886 0.508 ref|NM_001145950|ref|NM_001013755|gb|AK033039|gb|BC051225

Coq2 coenzyme Q2 homolog, prenyltransferase (yeast) A_51_P447752 0.681 ref|NM_027978|ref|XM_891654|ens|ENSMUST00000031262|gb|AK213346

Pla2g7 phospholipase A2, group VII (platelet-activating factor acetylhydrolase, plasma) A_51_P447835 0.570 ref|NM_013737|ens|ENSMUST00000024706|gb|U34277|gb|AK051454

Cnbp cellular nucleic acid binding protein A_51_P448203 0.520 ref|NM_013493|ref|NM_001109745|ref|NM_001109746|ens|ENSMUST00000032138

Pusl1 pseudouridylate synthase-like 1 A_51_P448416 0.556 ref|NM_001033490|ens|ENSMUST00000097737|gb|AK151452|gb|AK160236

Nupl2 nucleoporin like 2 A_51_P448447 0.743 ref|NM_153092|gb|AK194837|gb|AK078478|gb|BC033270

1110008F13Rik RIKEN cDNA 1110008F13 gene A_51_P450100 0.579 ref|NM_026124|ens|ENSMUST00000029165|gb|AK003568|gb|AK002452

1110036O03Rik RIKEN cDNA 1110036O03 gene A_51_P450952 0.798 ens|ENSMUST00000066489|ens|ENSMUST00000107402|gb|AK029271|riken|4832408F05

1110036O03Rik RIKEN cDNA 1110036O03 gene A_51_P450955 0.690 ref|NM_176830|ens|ENSMUST00000066489|ens|ENSMUST00000107402|gb|BC031856

Anxa3 annexin A3 A_51_P451032 0.597 ref|NM_013470|ref|XM_001473636|ens|ENSMUST00000031447|gb|AK090055

Bhlhe41 basic helix-loop-helix family, member e41 A_51_P451176 0.770 ref|NM_024469|ens|ENSMUST00000032386|gb|AB044090|nap|NAP023909-001

Serbp1 serpine1 mRNA binding protein 1 A_51_P451847 0.512 ref|NM_025814|ref|NM_001113564|ref|NM_001113565|ref|NM_001113566

Cyp4f14 cytochrome P450, family 4, subfamily f, polypeptide 14 A_51_P452768 0.756 ref|NM_022434|ens|ENSMUST00000054174|gb|AK005007|gb|BC094016

Carkd carbohydrate kinase domain containing A_51_P453167 0.506 ref|NM_026995|ens|ENSMUST00000033901|gb|AK012456|gb|AK009254

2310044G17Rik RIKEN cDNA 2310044G17 gene A_51_P453398 0.575 ens|ENSMUST00000038369|gb|AK122546|gb|AK076398|gb|AK009800

Zfp788 zinc finger protein 788 A_51_P453935 0.528 ref|NM_023363|ens|ENSMUST00000100275|ens|ENSMUST00000045720|ens|ENSMUST00000098508

Manba mannosidase, beta A, lysosomal A_51_P454103 0.759 ref|NM_027288|ens|ENSMUST00000029814|gb|AF306557|gb|AK166340

Zfp772 zinc finger protein 772 A_51_P454309 0.521 ref|NM_145577|ens|ENSMUST00000074455|gb|AK028951|gb|AK045648

Tmcc2 transmembrane and coiled-coil domains 2 A_51_P454993 0.583 ref|NM_178874|ens|ENSMUST00000045473|gb|AK157378|gb|AK165309

Ring1 ring finger protein 1 A_51_P455266 0.918 ref|NM_009066|ens|ENSMUST00000025183|gb|Y12881|gb|AK155509

Stx16 syntaxin 16 A_51_P455632 0.652 ref|NM_172675|ref|NM_001102423|ref|NM_001102424|ref|NM_001102425

Rac3 RAS-related C3 botulinum substrate 3 A_51_P455946 0.537 ref|NM_133223|ens|ENSMUST00000018156|gb|AK150203|gb|AK089930

Ift122 intraflagellar transport 122 homolog (Chlamydomonas) A_51_P456857 0.532 ref|NM_031177|ref|NM_001167763|ens|ENSMUST00000038234|ens|ENSMUST00000112925

Dpp8 dipeptidylpeptidase 8 A_51_P457397 0.531 gb|AK009140|riken|2310004I03|nap|NAP090691-1|tc|TC1601371

Tmem223 transmembrane protein 223 A_51_P457492 0.503 ref|NM_025791|ens|ENSMUST00000010248|gb|AK013392|gb|AK143640

Ndufa12 NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 12 A_51_P458538 0.645 ref|NM_025551|ens|ENSMUST00000020209|gb|AK032774|gb|AK153240

Ndufa12 NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 12 A_51_P458540 0.719 ref|NM_025551|ens|ENSMUST00000020209|gb|AK032774|gb|AK153240

Gm5617 predicted gene 5617 A_51_P458983 0.523 ref|NM_001004191|ref|XM_001479948|ref|XM_917134|ens|ENSMUST00000048824

Gstk1 glutathione S-transferase kappa 1 A_51_P459240 0.534 gb|AK002661|riken|0610025I19

Rsf1 remodeling and spacing factor 1 A_51_P460420 0.512 ref|NM_001081267|ens|ENSMUST00000042399|ens|ENSMUST00000107153|gb|BC085127

Ccdc123 coiled-coil domain containing 123 A_51_P460958 0.640 ref|NM_028120|ens|ENSMUST00000079414|gb|AK029107|gb|AK012067

Hcfc2 host cell factor C2 A_51_P462286 0.792 gb|AK018461|riken|8430436H03

Rap1b RAS related protein 1b A_51_P462751 0.525 gb|M79314

Wdr78 WD repeat domain 78 A_51_P463552 0.698 ref|NM_146254|ens|ENSMUST00000036557|ens|ENSMUST00000036451|ens|ENSMUST00000081526

Hspb8 heat shock protein 8 A_51_P464387 0.627 ref|NM_030704|ens|ENSMUST00000036991|gb|AK005052|gb|BC011219

Mtap7d2 MAP7 domain containing 2 A_51_P465571 0.512 ref|NM_001081124|ens|ENSMUST00000043151|ens|ENSMUST00000112471|ens|ENSMUST00000058145

Hdhd3 haloacid dehalogenase-like hydrolase domain containing 3 A_51_P465582 0.873 ref|NM_024257|ens|ENSMUST00000037820|gb|BC003491|gb|AK013245

Gm16499 predicted gene 16499 A_51_P465758 0.601 gb|BC006619

C1qbp complement component 1, q subcomponent binding protein A_51_P466162 0.618 ref|NM_007573|ens|ENSMUST00000078528|gb|AK011868|gb|AK010601

Pitpna phosphatidylinositol transfer protein, alpha A_51_P466371 0.551 ref|NM_008850|gb|AK165659|gb|BC012970|gb|U96725

Asxl1 additional sex combs like 1 (Drosophila) A_51_P466858 0.503 ref|NM_001039939|ens|ENSMUST00000109790|ens|ENSMUST00000036193|gb|AK079284

Snx19 sorting nexin 19 A_51_P467770 0.625 ref|NM_028874|ens|ENSMUST00000034475|gb|AK032107|gb|AK122231

Bcas2 breast carcinoma amplified sequence 2 A_51_P467990 0.521 ref|NM_026602|ens|ENSMUST00000005830|gb|AK018786|gb|AK005825

Gtf2h1 general transcription factor II H, polypeptide 1 A_51_P468134 0.556 ref|NM_008186|ens|ENSMUST00000107644|ens|ENSMUST00000006774|gb|AJ002366

6330409N04Rik RIKEN cDNA 6330409N04 gene A_51_P468742 0.572 ref|NM_025697|ens|ENSMUST00000022497|ens|ENSMUST00000100496|gb|AK169059

Kif21a kinesin family member 21A A_51_P470154 0.538 ref|NM_016705|ref|NM_001109040|ref|NM_001109041|ref|NM_001109042

Eif2s2 eukaryotic translation initiation factor 2, subunit 2 (beta) A_51_P470724 0.633 ref|NM_026030|gb|BC003848|nap|NAP092920-001|tc|TC1573963

Stk25 serine/threonine kinase 25 (yeast) A_51_P471520 0.567 ref|NM_021537|ens|ENSMUST00000027498|gb|AK152917|gb|AK211456

Rnase1 ribonuclease, RNase A family, 1 (pancreatic) A_51_P472153 0.513 ref|NM_011271|ens|ENSMUST00000080126|gb|M27814|gb|BC030036

Dync2li1 dynein cytoplasmic 2 light intermediate chain 1 A_51_P472481 0.545 ref|NM_172256|ens|ENSMUST00000112328|ens|ENSMUST00000025101|gb|AK160259

Ahcy S-adenosylhomocysteine hydrolase A_51_P473533 0.604 gb|AK154302|gb|BC015304|gb|L32836|gb|BC108367

Apex1 apurinic/apyrimidinic endonuclease 1 A_51_P473576 0.544 ref|NM_009687|ens|ENSMUST00000049411|gb|AK013296|gb|D90374

Kif3a kinesin family member 3A A_51_P473907 0.560 ref|NM_008443|ens|ENSMUST00000120613|ens|ENSMUST00000108958|ens|ENSMUST00000057330

Sepw1 selenoprotein W, muscle 1 A_51_P474078 0.589 ref|NM_009156|gb|AF015284|nap|NAP008251-001

Rnaseh2b ribonuclease H2, subunit B A_51_P474454 0.582 ref|NM_026001|ens|ENSMUST00000022499|gb|AK003828|gb|BC047997

Lypla1 lysophospholipase 1 A_51_P475741 0.550 ref|NM_008866|ens|ENSMUST00000027036|gb|CT010201|gb|U89352

Nnmt nicotinamide N-methyltransferase A_51_P476767 0.529 ref|NM_010924|ens|ENSMUST00000034808|ens|ENSMUST00000119426|gb|U86107

Slc1a2 solute carrier family 1 (glial high affinity glutamate transporter), member 2 A_51_P477875 0.596 ref|NM_011393|ens|ENSMUST00000111213|ens|ENSMUST00000005220|gb|BC138255

Trim33 tripartite motif-containing 33 A_51_P478279 0.555 ref|NM_053170|ref|NM_001079830|ens|ENSMUST00000029444|ens|ENSMUST00000106860

Akt1s1 AKT1 substrate 1 (proline-rich) A_51_P478326 0.520 ref|NM_026270|ens|ENSMUST00000107885|ens|ENSMUST00000054343|ens|ENSMUST00000107880

Tars threonyl-tRNA synthetase A_51_P479052 0.526 ref|NM_033074|ens|ENSMUST00000022849|gb|AK204016|gb|AK201550

Nosip nitric oxide synthase interacting protein A_51_P479177 0.865 ref|NM_025533|ref|NM_001163684|ens|ENSMUST00000003513|ens|ENSMUST00000107830
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Klhdc9 kelch domain containing 9 A_51_P479352 0.552 ref|NM_001033039|ens|ENSMUST00000061878|gb|AK076812|gb|BC141196

Mars methionine-tRNA synthetase A_51_P479902 0.645 ref|NM_001003913|ens|ENSMUST00000037290|gb|AK186485|gb|AK181163

Nmral1 NmrA-like family domain containing 1 A_51_P480233 0.511 ref|NM_026393|ens|ENSMUST00000115851|gb|AK012340|gb|BC030039

Eltd1 EGF, latrophilin seven transmembrane domain containing 1 A_51_P480328 0.643 ref|NM_133222|ens|ENSMUST00000046977|gb|AF385682|riken|1110033N21

Blmh bleomycin hydrolase A_51_P480904 0.564 ref|NM_178645|ens|ENSMUST00000021197|gb|BC027403|gb|AK206222

Cdh15 cadherin 15 A_51_P481930 0.584 ref|NM_007662|ens|ENSMUST00000034443|gb|BC157978|gb|M74541

Vegfa vascular endothelial growth factor A A_51_P482552 0.722 ref|NM_001025250|ref|NM_009505|ref|NM_001025257|ref|NM_001110266

Snx7 sorting nexin 7 A_51_P483180 0.507 ref|NM_029655|ens|ENSMUST00000029639|ens|ENSMUST00000098655|gb|AK170966

Aass aminoadipate-semialdehyde synthase A_51_P483544 0.508 ref|NM_013930|ens|ENSMUST00000031707|gb|AJ224761|gb|AK136216

Megf11 multiple EGF-like-domains 11 A_51_P487178 0.670 ref|NM_172522|ens|ENSMUST00000093829|gb|BC151157|gb|BC172024

Yipf3 Yip1 domain family, member 3 A_51_P487278 0.513 ref|NM_145353|ens|ENSMUST00000095263|gb|AK011822|gb|AK149957

Agap2 ArfGAP with GTPase domain, ankyrin repeat and PH domain 2 A_51_P488121 0.585 ref|NM_001033263|ens|ENSMUST00000039259|ens|ENSMUST00000105254|gb|AK147446

Acss2 acyl-CoA synthetase short-chain family member 2 A_51_P488399 0.504 ref|NM_019811|ens|ENSMUST00000103142|ens|ENSMUST00000029135|ens|ENSMUST00000109657

Ythdf1 YTH domain family 1 A_51_P488799 0.530 ref|NM_173761|ens|ENSMUST00000108876|ens|ENSMUST00000037299|gb|AK046768

Pde4dip phosphodiesterase 4D interacting protein (myomegalin) A_51_P489488 0.519 ref|NM_001039376|ref|NM_001110163|ens|ENSMUST00000090750|gb|AK040750

Ctla2b cytotoxic T lymphocyte-associated protein 2 beta A_51_P489522 0.577 ref|NM_007797|ref|NM_001145801|ens|ENSMUST00000021884|gb|AK150917

Wdfy3 WD repeat and FYVE domain containing 3 A_51_P489821 0.529 ref|NM_172882|gb|BC058274|gb|AK012075|gb|AB093277

Rps21 ribosomal protein S21 A_51_P489959 0.527 ref|NM_025587|ens|ENSMUST00000059080|gb|AK010637|gb|AK007846

Nudt8 nudix (nucleoside diphosphate linked moiety X)-type motif 8 A_51_P490388 0.561 ref|NM_025529|ens|ENSMUST00000025802|gb|AK045197|gb|AK170076

Suv420h1 suppressor of variegation 4-20 homolog 1 (Drosophila) A_51_P491355 0.522 ref|NM_144871|ref|NM_001167885|ref|NM_001167887|ref|NM_001167886

Taf1b TATA box binding protein (Tbp)-associated factor, RNA polymerase I, B A_51_P491800 0.553 ref|NM_020614|ref|NR_028341|ens|ENSMUST00000075954|gb|AK015111

Eef1d eukaryotic translation elongation factor 1 delta (guanine nucleotide exchange protein) A_51_P493079 0.509 ref|NM_029663|ref|NM_023240|ens|ENSMUST00000109975|ens|ENSMUST00000023235

Ftl2 ferritin light chain 2 A_51_P493543 0.581 gb|S89400|gb|J04716|nap|NAP057351-1|tc|NP381186
Tmem201 transmembrane protein 201 A_51_P494446 0.521 ref|NM_001025106|ens|ENSMUST00000054459|gb|BC034210|gb|AK078532

Diablo diablo homolog (Drosophila) A_51_P494929 0.617 ref|NM_023232|ens|ENSMUST00000111587|gb|AK077198|gb|AF203914
Dtx4 deltex 4 homolog (Drosophila) A_51_P495212 0.502 ref|NM_172442|ens|ENSMUST00000045521|gb|AK086624|gb|BC069975

Vps18 vacuolar protein sorting 18 (yeast) A_51_P497563 0.556 ref|NM_172269|gb|AK042471|gb|AK036947|gb|AK148077
C2 complement component 2 (within H-2S) A_51_P497985 0.617 ref|NM_013484|ens|ENSMUST00000025230|gb|AK146812|gb|M57891

Prr3 proline-rich polypeptide 3 A_51_P498340 0.585 ref|NM_145487|ref|NR_028507|ref|NR_028516|ens|ENSMUST00000055454
Cnpy3 canopy 3 homolog (zebrafish) A_51_P498403 0.714 ref|NM_028065|ens|ENSMUST00000059844|gb|AF361644|gb|AK082749
Dfna5 deafness, autosomal dominant 5 (human) A_51_P498631 0.568 ref|NM_018769|ens|ENSMUST00000031845|gb|AK016561|gb|AK171278
Cul5 cullin 5 A_51_P501107 0.512 ref|NM_027807|ref|NM_001161618|ens|ENSMUST00000034529|ens|ENSMUST00000120122
Rrm1 ribonucleotide reductase M1 A_51_P502082 0.565 ref|NM_009103|ens|ENSMUST00000033283|gb|K02927|gb|BC066217

Mmp23 matrix metallopeptidase 23 A_51_P502132 0.538 ref|NM_011985|ens|ENSMUST00000030937|gb|BC107357|gb|BC107358
Slc9a3r1 solute carrier family 9 (sodium/hydrogen exchanger), member 3 regulator 1 A_51_P502150 0.544 ref|NM_012030|ens|ENSMUST00000021077|gb|AK168894|gb|AK153558
Trim16 tripartite motif-containing 16 A_51_P502580 0.632 ref|NM_053169|ens|ENSMUST00000108703|ens|ENSMUST00000055006|gb|AF220134
Nucks1 nuclear casein kinase and cyclin-dependent kinase substrate 1 A_51_P502674 0.545 ref|NM_175294|ref|NM_001145804|gb|AK037833|gb|AK085101
Fam55d family with sequence similarity 55, member D A_51_P502798 0.561 ref|NM_172921|ens|ENSMUST00000093853|gb|BC094249|gb|AK048132
Ppap2b phosphatidic acid phosphatase type 2B A_51_P503433 0.659 ref|NM_080555|ens|ENSMUST00000064139|gb|AK011276|gb|BC005558
Zfp414 zinc finger protein 414 A_51_P503542 0.630 ref|NM_026712|ens|ENSMUST00000073570|gb|AK002706|gb|AK169869
Derl1 Der1-like domain family, member 1 A_51_P504522 0.600 ref|NM_024207|ens|ENSMUST00000022993|gb|AK007435|gb|BC003454

Ywhaq tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activation protein, theta polypeptide A_51_P504992 0.687 ref|NM_011739|ref|XM_001473500|ens|ENSMUST00000110976|ens|ENSMUST00000103002
Endod1 endonuclease domain containing 1 A_51_P505823 0.519 ref|NM_028013|ens|ENSMUST00000041780|gb|AK173036|gb|AK078056
Mrpl55 mitochondrial ribosomal protein L55 A_51_P506250 0.756 ref|NM_026035|ens|ENSMUST00000108784|ens|ENSMUST00000116374|ens|ENSMUST00000108787

Aldh3b1 aldehyde dehydrogenase 3 family, member B1 A_51_P506356 0.625 ref|NM_026316|ens|ENSMUST00000051803|ens|ENSMUST00000100035|gb|AK004004
5330426P16Rik RIKEN cDNA 5330426P16 gene A_51_P507234 0.793 ref|NR_028300|gb|AK052569|gb|AK045752|gb|AK137010

Pcyox1 prenylcysteine oxidase 1 A_51_P508029 0.642 ref|NM_025823|gb|AK004799|gb|BC028308|gb|AK145366
Trank1 tetratricopeptide repeat and ankyrin repeat containing 1 A_51_P508115 0.528 ref|NM_001164659|ens|ENSMUST00000078626|gb|BC086653|gb|AK129119
Reep1 receptor accessory protein 1 A_51_P508341 0.513 ref|NM_178608|ens|ENSMUST00000064280|ens|ENSMUST00000121469|gb|AK045056
Asah1 N-acylsphingosine amidohydrolase 1 A_51_P509098 0.509 ref|NM_019734|ens|ENSMUST00000034000|gb|AF157500|gb|AF352179
Polr2b polymerase (RNA) II (DNA directed) polypeptide B A_51_P509881 0.545 ref|NM_153798|ens|ENSMUST00000031167|gb|AK039766|gb|BC038472
Mier3 mesoderm induction early response 1, family member 3 A_51_P510096 0.561 ref|NM_172593|ref|XM_001473689|ens|ENSMUST00000047412|ens|ENSMUST00000109271
Sfi1 Sfi1 homolog, spindle assembly associated (yeast) A_51_P510485 0.519 ref|NM_030207|ens|ENSMUST00000101655|ens|ENSMUST00000081318|ens|ENSMUST00000101649

Supt3h suppressor of Ty 3 homolog (S. cerevisiae) A_51_P510663 0.608 ref|NM_178652|ens|ENSMUST00000050630|gb|BC096051|gb|AK087935
A_51_P510914 0.843 ens|ENSMUST00000109055|ens|ENSMUST00000109011|gb|AK013921|gb|U62393
A_51_P510916 0.812 ens|ENSMUST00000109011|ens|ENSMUST00000108980|ens|ENSMUST00000119149|ens|ENSMUST00000120959

Triap1 TP53 regulated inhibitor of apoptosis 1 A_51_P511176 0.648 ref|NM_026933|ens|ENSMUST00000031508|gb|U61156|gb|AK007514
Mtag2 metastasis associated gene 2 A_51_P511608 0.635 ref|NR_027802|ens|ENSMUST00000058665|gb|AK042966|gb|U88401
Alad aminolevulinate, delta-, dehydratase A_51_P512072 0.882 ref|NM_008525|ens|ENSMUST00000107444|ens|ENSMUST00000030090|gb|AK168132
Dera 2-deoxyribose-5-phosphate aldolase homolog (C. elegans) A_51_P512820 0.694 ref|NM_172733|ens|ENSMUST00000087675|gb|BC016218|gb|AK083298
Ppil1 peptidylprolyl isomerase (cyclophilin)-like 1 A_51_P512981 0.521 ref|NM_026845|ref|XM_001479058|ens|ENSMUST00000024802|gb|AK004331
Gins4 GINS complex subunit 4 (Sld5 homolog) A_51_P513085 0.786 ref|NM_024240|ens|ENSMUST00000033950|gb|AK164815|gb|BC002156
Rac1 RAS-related C3 botulinum substrate 1 A_51_P513254 0.793 ref|NM_009007|gb|AK193118|gb|AK076023|gb|AK081613
Ensa endosulfine alpha A_51_P513600 0.503 ref|NM_001026212|ens|ENSMUST00000037983|gb|AK011334|gb|AK149726
Ctcf CCCTC-binding factor A_51_P513785 0.613 ref|NM_181322|ens|ENSMUST00000005841|gb|U51037|gb|AK133842

Prdm16 PR domain containing 16 A_51_P514139 0.577 ref|NM_027504|ens|ENSMUST00000105638|ens|ENSMUST00000030902|ens|ENSMUST00000105637
Add2 adducin 2 (beta) A_51_P514270 0.547 gb|AK147544|gb|AK013768|gb|CJ263489|riken|2900072M03
Zik1 zinc finger protein interacting with K protein 1 A_51_P514379 0.540 ref|NM_009577|ens|ENSMUST00000032551|gb|U69133|gb|AK146692

Slc2a5 solute carrier family 2 (facilitated glucose transporter), member 5 A_51_P514405 0.719 ref|NM_019741|ens|ENSMUST00000030826|gb|BC023500|gb|AF161071
Zcchc10 zinc finger, CCHC domain containing 10 A_51_P514675 0.563 ref|NM_026479|ens|ENSMUST00000018383|gb|AK169856|gb|BC025078
Copz1 coatomer protein complex, subunit zeta 1 A_51_P515482 0.637 ref|NM_019817|ens|ENSMUST00000100162|ens|ENSMUST00000072242|gb|AK156758
Ap4e1 adaptor-related protein complex AP-4, epsilon 1 A_51_P515741 0.510 ref|NM_175550|ens|ENSMUST00000002063|gb|AK009585|riken|2310033A20
Vps11 vacuolar protein sorting 11 (yeast) A_51_P516362 0.540 ref|NM_027889|ens|ENSMUST00000034644|gb|AK090030|gb|AK004695
Stk11ip serine/threonine kinase 11 interacting protein A_51_P516994 0.513 ref|NM_027886|ref|XM_001478275|ens|ENSMUST00000113553|ens|ENSMUST00000027414

Tmem43 transmembrane protein 43 A_51_P517157 0.564 ref|NM_028766|gb|AK037165|gb|AK050173|gb|AK168559
Nme2 non-metastatic cells 2, protein (NM23B) expressed in A_51_P517988 0.507 ref|NM_001077529|ref|NM_008705|ref|XM_485703|ref|XM_975873
Adam9 a disintegrin and metallopeptidase domain 9 (meltrin gamma) A_51_P518378 0.530 ref|NM_007404|ens|ENSMUST00000084032|ens|ENSMUST00000084035|gb|AK155672

Ccin calicin A_51_P518893 0.515 ref|NM_001002787|ens|ENSMUST00000095107|gb|BC150949|gb|BC150952
A_51_P518959 0.524 riken|1110025P21

Cherp calcium homeostasis endoplasmic reticulum protein A_51_P519837 0.530 ref|NM_138585|ens|ENSMUST00000079510|gb|AK144328|gb|AK049765
Rsbn1l round spermatid basic protein 1-like A_51_P519950 0.572 ref|NM_001080977|ens|ENSMUST00000036489|gb|AK033374|gb|AV365770
Bet1l blocked early in transport 1 homolog (S. cerevisiae)-like A_51_P521040 0.508 ref|NM_018742|ens|ENSMUST00000116256|ens|ENSMUST00000026557|gb|AF003999

Ncoa6 nuclear receptor coactivator 6 A_51_P521128 0.501 ref|NM_019825|ens|ENSMUST00000043126|ens|ENSMUST00000109670|gb|AK142566
Cebpg CCAAT/enhancer binding protein (C/EBP), gamma A_51_P521216 0.673 ref|NM_009884|gb|BC011319|nap|NAP096020-001

A_52_P1002614 0.522 gb|AK011948|gb|BE986728|riken|2610301A12|nap|NAP091310-1
Eif2c2 eukaryotic translation initiation factor 2C, 2 A_52_P101218 0.514 ref|NM_153178|ens|ENSMUST00000044113|gb|BC128379|gb|BC129922

A_52_P1021640 0.587
Ncoa3 nuclear receptor coactivator 3 A_52_P103066 0.516 ref|NM_008679|ens|ENSMUST00000088095|ens|ENSMUST00000109252|gb|AK142306

A_52_P1035662 0.619 gb|AK032159|riken|6430404D24
H3f3a H3 histone, family 3A A_52_P1041253 0.516 ref|NM_008210|ref|XM_907873|ref|XM_001474670|ref|XM_887814
Zfp658 zinc finger protein 658 A_52_P104169 0.513 ref|NM_001008549|ens|ENSMUST00000005597|ens|ENSMUST00000107972|gb|AK155078
Grin2b glutamate receptor, ionotropic, NMDA2B (epsilon 2) A_52_P1044964 0.537 ref|NM_008171|ens|ENSMUST00000053880|ens|ENSMUST00000111905|tc|TC1652581
Skp1a S-phase kinase-associated protein 1A A_52_P10458 0.650 ref|NM_011543|ens|ENSMUST00000037324|ens|ENSMUST00000109072|gb|AK012498

Fam114a2 family with sequence similarity 114, member A2 A_52_P104700 0.755 ref|NM_026342|ref|NM_001168668|ref|NM_001168667|ens|ENSMUST00000108850
A_52_P1053544 0.601

LOC553090 hypothetical LOC553090 A_52_P105736 0.505 gb|AK081940|riken|C130088L03|nap|NAP024695-001|tc|TC1618599
A_52_P1067988 0.505 gb|AK046257|riken|B230362A05|nap|NAP083221-1

Gdi2 guanosine diphosphate (GDP) dissociation inhibitor 2 A_52_P1073 0.649 ref|NM_008112|ens|ENSMUST00000059515|ens|ENSMUST00000110714|gb|AK143681
Eif2s2 eukaryotic translation initiation factor 2, subunit 2 (beta) A_52_P107354 0.526 ref|NM_026030|ref|XM_001474251|ens|ENSMUST00000099173|ens|ENSMUST00000064897

C030014L02 hypothetical protein C030014L02 A_52_P1091554 0.573 gb|AK047704|gb|BC050976|gb|BC059924|riken|C030014L02
Bub3 budding uninhibited by benzimidazoles 3 homolog (S. cerevisiae) A_52_P110040 0.620 ref|NM_009774|gb|AK012744|gb|AK088534|gb|BC086790

A_52_P1116300 0.566 gb|AK079803|riken|A430073A01
3110002H16Rik RIKEN cDNA 3110002H16 gene A_52_P112931 0.539 ref|NM_029623|ens|ENSMUST00000025276|gb|AK010309|gb|AK013979

A_52_P1132648 0.577 gb|AK080985|riken|B830015B02|tc|TC1609389
A_52_P1133481 0.615 gb|BF149456|tc|TC1779913

Armcx5 armadillo repeat containing, X-linked 5 A_52_P114282 0.516 ref|NM_001009575|ens|ENSMUST00000096321|gb|AK166624|gb|AK133950
A_52_P1163884 0.669 gb|AK039077|riken|A230093F05|tc|TC1619396

Rbl2 retinoblastoma-like 2 A_52_P117325 0.672 ref|NM_011250|ens|ENSMUST00000034091|gb|AK160027|gb|Z68184
Slc6a16 solute carrier family 6, member 16 A_52_P1181112 0.669 ref|XM_355900|ref|XM_914689|tc|TC1650678
Nucks1 nuclear casein kinase and cyclin-dependent kinase substrate 1 A_52_P1184000 0.546 ref|NM_175294|ref|NM_001145804|ens|ENSMUST00000062264|ens|ENSMUST00000112381

A_52_P121703 0.557 ref|XM_001474496|ref|XM_001477387|gb|AK172237|gb|AK076489
Hyou1 hypoxia up-regulated 1 A_52_P122830 0.521 ref|NM_021395|gb|AK128937|gb|AK145857|gb|BC050107
Kcnd2 potassium voltage-gated channel, Shal-related family, member 2 A_52_P124472 0.613 ref|NM_019697|ens|ENSMUST00000081542|gb|AB093280|gb|AK140148
Pon2 paraoxonase 2 A_52_P126055 0.556 ref|NM_183308|ens|ENSMUST00000057792|gb|AK214187|gb|AK171926

Cramp1l Crm, cramped-like (Drosophila) A_52_P126825 0.567 ref|NM_020608|ens|ENSMUST00000073337|gb|AK147411|gb|AK147449
Caprin1 cell cycle associated protein 1 A_52_P127459 0.546 ref|NM_001111291|ref|NM_001111292|gb|AK133891|gb|AK166461
B4galnt1 beta-1,4-N-acetyl-galactosaminyl transferase 1 A_52_P130972 0.725 gb|BC022180|gb|AK086849|riken|E030004J15|nap|NAP087559-1

Aldh2 aldehyde dehydrogenase 2, mitochondrial A_52_P13109 0.584 gb|AK163452|riken|B230105J09|nap|NAP050144-1|tc|TC1651156
Ell elongation factor RNA polymerase II A_52_P133994 0.518 ref|NM_007924|ens|ENSMUST00000093454|gb|U80227|gb|AK159027

Prkaa2 protein kinase, AMP-activated, alpha 2 catalytic subunit A_52_P137378 0.604 ref|NM_178143|ens|ENSMUST00000030243|gb|AK044030|gb|AK020297
A_52_P137442 0.565 ref|XM_001477177|gb|BC080297|gb|AK047289|gb|AK036941

Gm10653 ribsomal protein S2 pseudogene A_52_P138036 0.730 ref|NR_003965|ref|XM_001477193|ref|XM_620258|ref|XM_916251
Zfp715 zinc finger protein 715 A_52_P138380 0.507 ref|NM_027264|ens|ENSMUST00000086011|ens|ENSMUST00000048015|ens|ENSMUST00000107986
Golga3 golgi autoantigen, golgin subfamily a, 3 A_52_P140497 0.530 ens|ENSMUST00000112512|gb|AK077389|riken|5430416E01|riken|9930029N01
Gabrg2 gamma-aminobutyric acid (GABA) A receptor, subunit gamma 2 A_52_P143174 0.610 ref|NM_008073|ens|ENSMUST00000070735|ens|ENSMUST00000070725|ens|ENSMUST00000109292
Srrm4 serine/arginine repetitive matrix 4 A_52_P14456 0.519 ref|NM_026886|ens|ENSMUST00000076124|gb|AK129457|gb|AK081496

4930506M07Rik RIKEN cDNA 4930506M07 gene A_52_P144946 0.614 ref|NM_175172|ref|NM_001114312|ens|ENSMUST00000047511|gb|AK015721
Zyg11b zyg-ll homolog B (C. elegans) A_52_P14526 0.817 ref|NM_001033634|gb|AK034007|riken|9330140A08|nap|NAP011487-001
Usp47 ubiquitin specific peptidase 47 A_52_P146549 0.511 ref|NM_133758|ens|ENSMUST00000084708|ens|ENSMUST00000106653|gb|AK030909

Slc30a7 solute carrier family 30 (zinc transporter), member 7 A_52_P147666 0.562 ref|NM_023214|ens|ENSMUST00000067485|gb|AF233322|gb|AK010008
Rnf214 ring finger protein 214 A_52_P147903 0.547 ref|NM_178709|ens|ENSMUST00000058720|ens|ENSMUST00000057333|gb|AK030208
Bcl2l1 BCL2-like 1 A_52_P148861 0.520 ref|NM_009743|ens|ENSMUST00000109820|ens|ENSMUST00000007803|gb|AK150028
Cul1 cullin 1 A_52_P149250 0.538 ref|NM_012042|ens|ENSMUST00000031697|gb|AK040053|gb|AK164274

A_52_P14938 0.652 gb|BB000796|nap|NAP056235-1|tc|TC1707722
Rnf2 ring finger protein 2 A_52_P149743 0.509 ref|NM_011277|ens|ENSMUST00000076110|gb|CT010297|gb|Y12880

Hmgn2 high mobility group nucleosomal binding domain 2 A_52_P149864 0.704 ref|NM_016957|ref|XM_001473104|ref|XM_001477164|ref|XM_001476615
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H2-Q8 histocompatibility 2, Q region locus 8 A_52_P152133 0.725 ref|NM_023124|ref|XM_001471706|gb|AK013097|riken|2810417A05
Gpatch1 G patch domain containing 1 A_52_P152822 0.502 ref|NM_026181|ens|ENSMUST00000108054|ens|ENSMUST00000079693|gb|AK014367

1810074P20Rik RIKEN cDNA 1810074P20 gene A_52_P153333 0.627 ref|NM_026194|ens|ENSMUST00000102994|ens|ENSMUST00000038705|gb|BC132195
Phldb2 pleckstrin homology-like domain, family B, member 2 A_52_P153700 0.598 ref|NM_153412|ens|ENSMUST00000076333|ens|ENSMUST00000036355|ens|ENSMUST00000077934
Sesn2 sestrin 2 A_52_P154710 0.618 gb|AK170547|riken|F630107J04|nap|NAP123409-1

Ppp2r5e protein phosphatase 2, regulatory subunit B (B56), epsilon isoform A_52_P154826 0.610 ref|NM_012024|ens|ENSMUST00000021447|ens|ENSMUST00000101303|gb|AK133824
Creg1 cellular repressor of E1A-stimulated genes 1 A_52_P155708 0.521 ref|NM_011804|gb|AK010947|gb|AK150006|gb|AK085844

A_52_P159050 0.518 ens|ENSMUST00000110158|gb|BC059776|gb|AK050589|riken|C920007D24
Pnpla8 patatin-like phospholipase domain containing 8 A_52_P161339 0.528 ref|NM_026164|ens|ENSMUST00000043082|gb|AK029616|gb|BC127056

5430405H02Rik RIKEN cDNA 5430405H02 gene A_52_P16346 0.657 gb|AK012005|riken|2610307N17|nap|NAP092133-1|tc|TC1600253
2810006K23Rik RIKEN cDNA 2810006K23 gene A_52_P163820 0.503 ref|NM_028310|ens|ENSMUST00000111477|gb|AK012682|gb|AK140664

Scamp4 secretory carrier membrane protein 4 A_52_P164017 0.550 ref|NM_019575|ens|ENSMUST00000038411|ens|ENSMUST00000079883|gb|AK019112
Hist1h2af histone cluster 1, H2af A_52_P165633 0.631 ref|NM_175661|ref|NM_178185|ref|XM_978341|ens|ENSMUST00000073261

Srr serine racemase A_52_P16571 0.694 ref|NM_013761|ref|NM_001163311|ens|ENSMUST00000108447|ens|ENSMUST00000121738
Cd47 CD47 antigen (Rh-related antigen, integrin-associated signal transducer) A_52_P166435 0.572 gb|AK164165|gb|AK050387|gb|AK018679|gb|BC099691

BC060267 cDNA sequence BC060267 A_52_P167535 0.637 ref|NM_001110506|gb|BC060267|nap|NAP027087-1|tc|TC1584269
Slc1a2 solute carrier family 1 (glial high affinity glutamate transporter), member 2 A_52_P168496 0.572 ref|NM_001077514|ref|NM_011393|ref|NM_001077515|ens|ENSMUST00000111204

Gm5595 predicted gene 5595 A_52_P168921 0.584 ref|NM_001008427|ref|XM_194527|ref|XM_917953|ref|XM_891634
D930017J03Rik RIKEN cDNA D930017J03 gene A_52_P16973 0.679 gb|AK081934|riken|C130088B05

A_52_P17306 0.589 nap|NAP028543-1
A_52_P173453 0.566 ens|ENSMUST00000112728|gb|CA574606|gb|CD352833|nap|NAP106696-1

Usp3 ubiquitin specific peptidase 3 A_52_P173485 0.535 ref|NM_144937|ens|ENSMUST00000098613|ens|ENSMUST00000034940|gb|BC017156
Aktip thymoma viral proto-oncogene 1 interacting protein A_52_P174313 0.620 ref|NM_010241|ens|ENSMUST00000109609|ens|ENSMUST00000120426|ens|ENSMUST00000120349
Irs1 insulin receptor substrate 1 A_52_P175242 0.510 ref|NM_010570|gb|AK141842|gb|AK136875|gb|AK052241

Snx24 sorting nexing 24 A_52_P177293 0.523 ref|NM_029394|ens|ENSMUST00000025417|gb|AK012711|gb|BC051168
Alg9 asparagine-linked glycosylation 9 homolog (yeast, alpha 1,2 mannosyltransferase) A_52_P177812 0.538 ref|NM_133981|ens|ENSMUST00000034561|gb|AK189486|gb|AK054293

1200009O22Rik RIKEN cDNA 1200009O22 gene A_52_P177847 0.625 ref|NM_025817|gb|AK039757|gb|AK033401|gb|AK122338
Zmym5 zinc finger, MYM-type 5" A_52_P179211 0.785 gb|BC058644|tc|TC1588427
Adnp2 ADNP homeobox 2 A_52_P179583 0.575 ref|NM_175028|ens|ENSMUST00000066743|gb|BC024969|gb|AB093268

6130401L20Rik RIKEN cDNA 6130401L20 gene A_52_P180092 0.522 ref|NM_029412|ref|NM_001167748|ens|ENSMUST00000099169|ens|ENSMUST00000118531
Eif5a2 eukaryotic translation initiation factor 5A2 A_52_P181759 0.515 ref|NM_177586|ens|ENSMUST00000060500|gb|AY205265|nap|NAP033724-1

Cs citrate synthase A_52_P182659 0.615 ref|NM_026444|ens|ENSMUST00000005826|gb|AK163273|gb|AK012104
Hist3h2a histone cluster 3, H2a A_52_P184352 0.539 ref|NM_178218|ens|ENSMUST00000108817|gb|AK077568|gb|AK087537
Kcnip3 Kv channel interacting protein 3, calsenilin A_52_P185255 0.547 ref|NM_019789|ref|NM_001111331|ens|ENSMUST00000103215|ens|ENSMUST00000099402

Gne glucosamine A_52_P188099 0.506 ref|NM_015828|ens|ENSMUST00000102936|gb|AK033507|gb|AK033691
Gm447 predicted gene 447 A_52_P188589 0.606 gb|AK049058|gb|BC025881|riken|C230095O06|nap|NAP084988-1

A_52_P188593 0.577 ens|ENSMUST00000059428|gb|AK049058|gb|BC025881|riken|C230095O06
A_52_P189338 0.634 nap|NAP093999-001

Clvs1 clavesin 1 A_52_P18960 0.594 ref|NM_028940|ens|ENSMUST00000038841|ens|ENSMUST00000108348|gb|AK084350
Dbnl drebrin-like A_52_P189957 0.529 ref|NM_013810|ref|NM_001146308|ref|NM_001146309|ens|ENSMUST00000020769

Fam92a family with sequence similarity 92, member A A_52_P190807 0.629 gb|AK032690|riken|6530443I23|nap|NAP075171-1|tc|TC1603919
Vezt vezatin, adherens junctions transmembrane protein A_52_P19109 0.583 ref|NM_172538|ens|ENSMUST00000047711|gb|AK031848|gb|BC056428

Ccdc88a coiled coil domain containing 88A A_52_P191364 0.546 ref|NM_176841|ens|ENSMUST00000040182|ens|ENSMUST00000072471|ens|ENSMUST00000101427
Ubfd1 ubiquitin family domain containing 1 A_52_P191468 0.509 ref|NM_138589|ens|ENSMUST00000033158|gb|AK011862|gb|AK077395
Dctn4 dynactin 4 A_52_P193104 0.668 gb|AK162552|gb|AK003238|gb|AK089264|riken|1110001K06

Trnau1ap tRNA selenocysteine 1 associated protein 1 A_52_P193233 0.658 ref|NM_027925|ens|ENSMUST00000030730|ens|ENSMUST00000105959|gb|BC005795
4930555G01Rik RIKEN cDNA 4930555G01 gene A_52_P195235 0.655 ref|NM_175393|ref|XM_001475922|ref|XM_001477839|ref|XM_891048

Rbmx RNA binding motif protein, X chromosome A_52_P195772 0.503 ref|NR_029425|gb|AJ237846|gb|AK008618|gb|AK165006
Gm5978 predicted gene 5978 A_52_P196972 0.725 ref|XM_902301|ref|XM_923508|ref|XM_001472285|ref|XM_001474850
Rpl36a ribosomal protein L36A A_52_P197926 0.515 ref|NM_019865|ref|XM_001472147|ref|XM_001480964|ens|ENSMUST00000113211
Erdr1 erythroid differentiation regulator 1 A_52_P197965 0.634 gb|AJ539223|tc|NP598082
Clvs1 clavesin 1 A_52_P199147 0.565 gb|AK083985|gb|AK047462|riken|D130072G21|riken|B930067F16

A_52_P200925 0.557 nap|NAP061138-1|nap|NAP111052-1
Dctn4 dynactin 4 A_52_P201627 0.531 ref|NM_026302|ens|ENSMUST00000115326|ens|ENSMUST00000025505|gb|AK160813
Rragc Ras-related GTP binding C A_52_P202725 0.520 ref|NM_017475|ens|ENSMUST00000106201|ens|ENSMUST00000030399|gb|AK166658
Papd5 PAP associated domain containing 5 A_52_P204595 0.526 ref|NM_001164497|ref|NM_001164498|ref|NM_001164499|ens|ENSMUST00000066748
Cd320 CD320 antigen A_52_P204744 0.660 ref|NM_019421|ens|ENSMUST00000002379|ens|ENSMUST00000087559|gb|AK021187
Gnb1 guanine nucleotide binding protein (G protein), beta 1 A_52_P205991 0.659 ref|NM_008142|ref|NM_001160016|ref|NM_001160017|ens|ENSMUST00000030940
Pop4 processing of precursor 4, ribonuclease P/MRP family, (S. cerevisiae) A_52_P206492 0.871 ref|NM_025390|ens|ENSMUST00000032585|gb|AK003908|gb|AK150459

Zfp422 zinc finger protein 422 A_52_P206762 0.775 ref|NM_026057|ens|ENSMUST00000079749|ens|ENSMUST00000112880|ens|ENSMUST00000057540
Prpf18 PRP18 pre-mRNA processing factor 18 homolog (yeast) A_52_P206881 0.516 ref|NM_026045|ens|ENSMUST00000035721|gb|AK012298|gb|AK028921
Arcn1 archain 1 A_52_P207182 0.585 ref|NM_145985|ens|ENSMUST00000034607|gb|AK170005|gb|AK047995

A_52_P207361 0.685 ref|XM_001473184|ref|XM_001477313|gb|AK052985|gb|AK079979
Slc4a1ap solute carrier family 4 (anion exchanger), member 1, adaptor protein A_52_P208544 0.566 ref|NM_009206|ens|ENSMUST00000114533|ens|ENSMUST00000031023|ens|ENSMUST00000117262
Tmem88 transmembrane protein 88 A_52_P209484 0.735 ref|NM_025915|ens|ENSMUST00000050140|gb|AK010789|gb|AK011240

A030001D20Rik RIKEN cDNA A030001D20 gene A_52_P209578 0.786 gb|AK003910|gb|AK037147|riken|1110025D03|riken|A030001D20
6820431F20Rik cadherin 11 pseudogene A_52_P212336 0.691 ref|NR_028428|ref|NR_030708|ens|ENSMUST00000096485|gb|AK035187

Cul9 cullin 9 A_52_P213036 0.716 gb|BC041674|nap|NAP019611-001|tc|TC1596517
Inpp5f inositol polyphosphate-5-phosphatase F A_52_P213561 0.521 ref|NM_178641|ens|ENSMUST00000106219|ens|ENSMUST00000043138|ens|ENSMUST00000118605
Fndc5 fibronectin type III domain containing 5 A_52_P213696 0.512 ref|NM_027402|ens|ENSMUST00000102600|gb|AK137327|gb|BC078637
Armc9 armadillo repeat containing 9 A_52_P215418 0.503 ref|NM_027456|gb|AK140598|gb|AK017564|gb|AK161393

Ube2q2 ubiquitin-conjugating enzyme E2Q (putative) 2 A_52_P215622 0.509 ref|NM_180600|ens|ENSMUST00000122441|ens|ENSMUST00000059555|gb|AK076148
Rpl29 ribosomal protein L29 A_52_P217069 0.525 ref|NM_009082|ref|XM_001475730|ref|XM_001478876|ref|XM_001480094
Wdr59 WD repeat domain 59 A_52_P217978 0.644 ref|NM_001170743|ref|NM_176923|ref|NM_001170742|ens|ENSMUST00000038193

A_52_P218590 0.740 nap|NAP034466-1|tc|TC1647096
D830030K20Rik RIKEN cDNA D830030K20 gene A_52_P218930 0.672 ref|NM_177135|ref|XM_001475600|ref|XM_001475847|ref|XM_001477400

Ncoa2 nuclear receptor coactivator 2 A_52_P21971 0.540 ref|NM_008678|ref|NM_001077695|ens|ENSMUST00000006037|ens|ENSMUST00000068304
Gpr34 G protein-coupled receptor 34 A_52_P220275 0.522 ref|NM_011823|ens|ENSMUST00000041708|ens|ENSMUST00000096492|gb|DQ103765

Vstm2a V-set and transmembrane domain containing 2A A_52_P22198 0.573 ref|NM_145967|ens|ENSMUST00000093308|ens|ENSMUST00000109647|ens|ENSMUST00000049894
Pigu phosphatidylinositol glycan anchor biosynthesis, class U A_52_P222709 0.588 ref|NM_001004721|ens|ENSMUST00000077626|gb|AK192820|gb|AK171988

Map3k6 mitogen-activated protein kinase kinase kinase 6 A_52_P222775 0.720 ref|NM_016693|ens|ENSMUST00000030677|gb|BC125577|gb|BC120565
Pcdhb12 protocadherin beta 12 A_52_P224485 0.684 ref|NM_053137|ens|ENSMUST00000055495|gb|AY013773|gb|BC127609
Ywhaz tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activation protein, zeta polypeptide A_52_P225260 0.551 ref|NM_011740|ens|ENSMUST00000110361|ens|ENSMUST00000110362|ens|ENSMUST00000022894

2610201A13Rik RIKEN cDNA 2610201A13 gene A_52_P225370 0.508 gb|AK011855|riken|2610201A13|nap|NAP017560-001|tc|TC1678410
Enoph1 enolase-phosphatase 1 A_52_P226721 0.586 ref|NM_026421|ref|NM_001163035|ref|NR_027990|ens|ENSMUST00000031268
Parp2 poly (ADP-ribose) polymerase family, member 2 A_52_P227445 0.514 ref|NM_009632|ens|ENSMUST00000036126|gb|AJ007780|gb|AF072521

Hmg20a high mobility group 20A A_52_P228389 0.609 gb|AK039222|gb|AK017716|riken|A230109N15|riken|5730490E10
Limch1 LIM and calponin homology domains 1 A_52_P229278 0.737 ref|NM_001001980|ens|ENSMUST00000119854|ens|ENSMUST00000118242|ens|ENSMUST00000117601
Lrch2 leucine-rich repeats and calponin homology (CH) domain containing 2 A_52_P229572 0.601 ref|NM_001081173|ens|ENSMUST00000112819|ens|ENSMUST00000035921|ens|ENSMUST00000033647
Rpl6 ribosomal protein L6 A_52_P23041 0.535 ref|NM_011290|ref|NR_003557|ref|XM_357078|ref|XM_914480

A_52_P232346 0.874 nap|NAP103909-1|tc|TC1708996
Dpy19l3 dpy-19-like 3 (C. elegans) A_52_P237102 0.519 ref|NM_178704|gb|AK085462|riken|D630029P09|nap|NAP020869-001

Fuz fuzzy homolog (Drosophila) A_52_P24206 0.818 gb|BC045601|gb|AK011195|riken|2600013E07|nap|NAP014553-001
Spon1 spondin 1, (f-spondin) extracellular matrix protein A_52_P242321 0.545 ref|NM_145584|gb|AK084717|riken|D330035F22|nap|NAP122173-001
Whsc2 Wolf-Hirschhorn syndrome candidate 2 (human) A_52_P242329 0.510 ref|NM_011914|gb|AK078760|gb|AK216954|gb|AK088384
Abhd2 abhydrolase domain containing 2 A_52_P24280 0.586 ref|NM_018811|ens|ENSMUST00000037315|gb|AF201730|gb|AK016296
Uchl1 ubiquitin carboxy-terminal hydrolase L1 A_52_P24308 0.529 ref|NM_011670|ens|ENSMUST00000031131|gb|AB025313|gb|AK013729

5430435G22Rik RIKEN cDNA 5430435G22 gene A_52_P244682 0.575 ref|NM_145509|ens|ENSMUST00000064679|ens|ENSMUST00000064664|gb|AK036056
A_52_P244763 0.630 ens|ENSMUST00000122410|gb|AK078393|riken|6620401G20|nap|NAP004831-002

Mknk1 MAP kinase-interacting serine/threonine kinase 1 A_52_P246089 0.545 ref|NM_021461|ens|ENSMUST00000097919|ens|ENSMUST00000106513|ens|ENSMUST00000019677
Dynll1 dynein light chain LC8-type 1 A_52_P250555 0.501 ref|NM_019682|gb|AK147977|gb|AK082923|riken|G270124L07
Ghitm growth hormone inducible transmembrane protein A_52_P250753 0.520 ref|NM_078478|ens|ENSMUST00000042564|gb|AK151488|gb|AK159695

Tcp11l2 t-complex 11 (mouse) like 2 A_52_P25193 0.621 ref|NM_146008|ens|ENSMUST00000020223|gb|AK146035|gb|AK088802
Mon2 MON2 homolog (yeast) A_52_P252791 0.525 ref|NM_153395|ref|NM_001163024|ref|NM_001163025|ens|ENSMUST00000073792
Uevld UEV and lactate/malate dehyrogenase domains A_52_P253120 0.757 ref|NM_001040695|ens|ENSMUST00000094398|gb|AK080186|gb|AK155685

Gm5662 predicted gene 5662 A_52_P2540 0.504 ref|NM_001013824|ref|NM_001122662|ref|NR_003629|ref|XM_994314
Stk19 serine/threonine kinase 19 A_52_P254607 0.798 ref|NM_019442|ens|ENSMUST00000077477|gb|AK146739|gb|AK168865
Grpel2 GrpE-like 2, mitochondrial A_52_P254789 0.550 ref|NM_021296|ens|ENSMUST00000062991|gb|AK003011|gb|AK134455
Cant1 calcium activated nucleotidase 1 A_52_P255833 0.531 ref|NM_029502|ref|NM_001025617|ref|NM_001025618|ens|ENSMUST00000017620

A_52_P256507 0.519 ens|ENSMUST00000107980|ens|ENSMUST00000107981|ens|ENSMUST00000108013|nap|NAP103527-1
Stk19 serine/threonine kinase 19 A_52_P256844 0.529 ref|NM_019442|ens|ENSMUST00000077477|gb|AK146739|gb|AK168865

Hist2h2ac histone cluster 2, H2ac A_52_P257377 0.714 ens|ENSMUST00000090782|nap|NAP113398-1
Zfp655 zinc finger protein 655 A_52_P257665 0.548 ref|NM_028298|ens|ENSMUST00000031604|gb|AK012336|gb|AK220552
Cnnm4 cyclin M4 A_52_P257728 0.529 ref|NM_033570|ens|ENSMUST00000045383|gb|AK173209|gb|AK044901

9830001H06Rik RIKEN cDNA 9830001H06 gene A_52_P257919 0.874 ref|NM_001164663|ens|ENSMUST00000069098|gb|AK031493|gb|AK147227
Pnkp polynucleotide kinase 3'- phosphatase A_52_P257987 0.638 ref|NM_021549|ens|ENSMUST00000003044|ens|ENSMUST00000085410|ens|ENSMUST00000098478

Cacna1c calcium channel, voltage-dependent, L type, alpha 1C subunit A_52_P25903 0.566 ref|NM_001159533|ref|NM_001159534|ref|NM_001159535|ref|NM_009781
Gabra1 gamma-aminobutyric acid (GABA) A receptor, subunit alpha 1 A_52_P259184 0.515 ref|NM_010250|ens|ENSMUST00000020707|gb|X61430|gb|M86566
Phf20 PHD finger protein 20 A_52_P259258 0.591 ref|NM_172674|ens|ENSMUST00000088600|ens|ENSMUST00000037401|gb|BC060121
Tbl1x transducin (beta)-like 1 X-linked A_52_P260592 0.563 ref|NM_020601|gb|AK038674|gb|AK219478|gb|AK031937

A_52_P262676 0.583 ens|ENSMUST00000108967|ens|ENSMUST00000108969|ens|ENSMUST00000108970|nap|NAP061407-1
Zfp593 zinc finger protein 593 A_52_P262914 0.734 ref|NM_024215|ens|ENSMUST00000116281|ens|ENSMUST00000030644|gb|AK005247

Tmem33 transmembrane protein 33 A_52_P263201 0.514 ref|NM_030108|ref|NM_028975|ens|ENSMUST00000117764|ens|ENSMUST00000120237
A_52_P268104 0.609 nap|NAP102738-1|nap|NAP112876-1

Zfp507 zinc finger protein 507 A_52_P268287 0.688 ref|NM_177739|ens|ENSMUST00000061586|gb|AY512959|gb|AK129283
Rbm28 RNA binding motif protein 28 A_52_P26976 0.531 ref|NM_133925|ens|ENSMUST00000007993|gb|BC040811|gb|AK012408
Cml5 camello-like 5 A_52_P2710 0.747 ref|NM_023493|ens|ENSMUST00000032074|gb|AK007530|gb|AF187099

Pip4k2a phosphatidylinositol-5-phosphate 4-kinase, type II, alpha A_52_P271468 0.529 ref|NM_008845|ens|ENSMUST00000006912|ens|ENSMUST00000114645|gb|BC011097
A430108G06Rik RIKEN cDNA A430108G06 gene A_52_P271495 0.675 gb|AK038603|gb|AK040599|riken|A230049K09|riken|A430108G06

Ppme1 protein phosphatase methylesterase 1 A_52_P271925 0.567 ref|NM_028292|ens|ENSMUST00000032963|gb|AK076992|gb|AK218423
Rab42 RAB42, member RAS oncogene family A_52_P272119 0.566 ref|NM_001081651|ens|ENSMUST00000040411|gb|AB232642|gb|BC132060
Taf5 TAF5 RNA polymerase II, TATA box binding protein (TBP)-associated factor A_52_P272915 0.506 ref|NM_177342|gb|AK088953|riken|E430033I22|nap|NAP121197-001

Rwdd1 RWD domain containing 1 A_52_P273769 0.528 ref|NM_025614|ens|ENSMUST00000080041|ens|ENSMUST00000019917|gb|AK012504
Ssr1 signal sequence receptor, alpha A_52_P274028 0.602 ref|NM_025965|gb|AK078039|riken|6330400D04|nap|NAP034355-1

A_52_P274718 0.560 ens|ENSMUST00000102939|gb|AK081230|gb|AK134542|riken|C030015P20
Rbm39 RNA binding motif protein 39 A_52_P275324 0.652 gb|AK050568|riken|C820020J16|nap|NAP103928-1|tc|TC1631661

Tmem198 transmembrane protein 198 A_52_P277128 0.504 ref|NM_177056|ens|ENSMUST00000113575|ens|ENSMUST00000050899|gb|AK038957
Thap2 THAP domain containing, apoptosis associated protein 2 A_52_P277378 0.590 gb|AK081406|riken|C130014K08|nap|NAP093936-001|tc|TC1605447
Daglb diacylglycerol lipase, beta A_52_P277394 0.594 gb|AK081509|riken|C130025A20|nap|NAP121638-001|tc|TC1623592
Rps2 ribosomal protein S2 A_52_P277592 0.653 ref|NM_008503|ref|XM_917948|ref|XM_620258|ref|XM_001479285

Cep170 centrosomal protein 170 A_52_P278238 0.590 ref|NM_001099637|ref|XM_989868|ens|ENSMUST00000057037|gb|AK016937
Mapre3 microtubule-associated protein, RP/EB family, member 3 A_52_P278448 0.507 ref|NM_133350|ens|ENSMUST00000031058|ens|ENSMUST00000114724|gb|AK210919
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Glg1 golgi apparatus protein 1 A_52_P279759 0.547 gb|AK050772|riken|D030018I01
A_52_P280821 0.680 nap|NAP123201-1

Igfbp5 insulin-like growth factor binding protein 5 A_52_P281702 0.538 ref|NM_010518|ens|ENSMUST00000027377|gb|AK011683|gb|BC003951
Gm14326 predicted gene 14326 A_52_P283378 0.549 ref|XM_902322|ens|ENSMUST00000108940|ens|ENSMUST00000108937|ens|ENSMUST00000108939
Zc3h7b zinc finger CCCH type containing 7B A_52_P283501 0.526 ref|NM_001081016|ens|ENSMUST00000109554|gb|AK147484|gb|AK171949
Pcif1 PDX1 C-terminal inhibiting factor 1 A_52_P285124 0.546 gb|AK041830|riken|A630040N15|nap|NAP005590-001
H2afj H2A histone family, member J A_52_P286488 0.830 ref|NM_177688|gb|AK053755|gb|AW490391|riken|E130307C13

Slc23a2 solute carrier family 23 (nucleobase transporters), member 2 A_52_P286520 0.503 ref|NM_018824|ens|ENSMUST00000028815|gb|AK122227|gb|AK163600
Nudt10 nudix (nucleoside diphosphate linked moiety X)-type motif 10 A_52_P286528 0.512 ref|NM_001031664|ens|ENSMUST00000103006|gb|BC055771|nap|NAP112474-1
Lrrfip2 leucine rich repeat (in FLII) interacting protein 2 A_52_P287927 0.572 ref|NM_027742|ref|NM_001164838|ens|ENSMUST00000098339|ens|ENSMUST00000035078

Zcchc24 zinc finger, CCHC domain containing 24 A_52_P289854 0.525 ref|NM_001101433|ens|ENSMUST00000069180|gb|AK009861|gb|BC034735
Rapgef4 Rap guanine nucleotide exchange factor (GEF) 4 A_52_P292498 0.519 ref|NM_019688|ens|ENSMUST00000102698|ens|ENSMUST00000090826|gb|AK017479

Nipbl Nipped-B homolog (Drosophila) A_52_P293385 0.501 gb|BC055787|gb|AK020398|gb|BC049151|gb|AK078435
Srxn1 sulfiredoxin 1 homolog (S. cerevisiae) A_52_P297032 0.698 ref|NM_029688|ens|ENSMUST00000041500|ens|ENSMUST00000099225|gb|AK161066
Bicd2 bicaudal D homolog 2 (Drosophila) A_52_P297398 0.540 ref|NM_001039179|ref|NM_029791|ref|NM_001039180|ens|ENSMUST00000048544
Ube2i ubiquitin-conjugating enzyme E2I A_52_P297731 0.593 ref|NM_011665|ref|XM_620954|ens|ENSMUST00000049911|gb|AK004248

Slc25a3 solute carrier family 25 (mitochondrial carrier, phosphate carrier), member 3 A_52_P299231 0.607 gb|AK028313|gb|AI647318|riken|3526402M16|nap|NAP051597-1
Zdhhc9 zinc finger, DHHC domain containing 9 A_52_P299684 0.516 ref|NM_172465|ens|ENSMUST00000037960|ens|ENSMUST00000088935|gb|AK032233
Tecpr1 tectonin beta-propeller repeat containing 1 A_52_P303650 0.711 gb|AK040462|riken|A430099H23|nap|NAP094283-001

Gm5296 predicted gene 5296 A_52_P303841 0.509 ref|XM_986220|ref|XM_903780|gb|AK046383|riken|B230378H01
Ppp1r3c protein phosphatase 1, regulatory (inhibitor) subunit 3C A_52_P30451 0.519 ref|NM_016854|ens|ENSMUST00000087321|gb|AK078735|gb|AK078506

Yipf5 Yip1 domain family, member 5 A_52_P305890 0.556 ref|NM_023311|ens|ENSMUST00000025364|gb|AK186651|gb|AK007671
A_52_P306079 0.503 ens|ENSMUST00000109104|gb|AK019255|gb|S74567|gb|BB871700

2210408F21Rik RIKEN cDNA 2210408F21 gene A_52_P307142 0.531 gb|AK008857|gb|BC021953|gb|BC099512|riken|2210408F21
Slc35a5 solute carrier family 35, member A5 A_52_P307749 0.597 ref|NM_028756|ens|ENSMUST00000023344|gb|AK033921|gb|BF462529

A_52_P309418 0.524 gb|BC056481|gb|AK086881|gb|BC080305|riken|E030007N05
Pkn2 protein kinase N2 A_52_P309423 0.562 ref|NM_178654|gb|AK082921|gb|AK084887|gb|AK140746

A_52_P309884 0.627 nap|NAP046460-1|tc|TC1707173|tc|TC1662741
Wsb2 WD repeat and SOCS box-containing 2 A_52_P310140 0.531 ref|NM_021539|ens|ENSMUST00000031309|ens|ENSMUST00000111959|gb|AF033188
Mef2a myocyte enhancer factor 2A A_52_P311841 0.538 ref|NM_001033713|ens|ENSMUST00000076325|ens|ENSMUST00000072460|ens|ENSMUST00000032776

5730601F06Rik RIKEN cDNA 5730601F06 gene A_52_P312084 0.555 gb|AK081787|riken|C130077H22|nap|NAP084324-1
A_52_P312234 0.626 nap|NAP006579-001|tc|TC1683126

Pcbp2 poly(rC) binding protein 2 A_52_P312904 0.599 ref|NM_001103165|ref|NM_011042|ref|NM_001103166|gb|AK161527
4930452B06Rik RIKEN cDNA 4930452B06 gene A_52_P313523 0.580 ref|NM_028934|ens|ENSMUST00000102996|gb|AK133893|gb|BC064468

A_52_P313570 0.676 nap|NAP070973-1|nap|NAP068914-1
A_52_P315030 0.722 nap|NAP030387-1

Rhoq ras homolog gene family, member Q A_52_P315789 0.584 ref|NM_145491|ens|ENSMUST00000024956|gb|BC056363|gb|AB060650
1110038B12Rik RIKEN cDNA 1110038B12 gene A_52_P31814 0.728 ref|NR_027943|ref|NR_015536|gb|AK002372|gb|AK004150

Stk38l serine/threonine kinase 38 like A_52_P320945 0.513 ref|NM_172734|ref|XM_001477834|ens|ENSMUST00000111644|ens|ENSMUST00000001675
Hmgb1 high mobility group box 1 A_52_P323044 0.596 ref|NM_010439|ens|ENSMUST00000085546|gb|Z11997|gb|AK084841
Tcp11l2 t-complex 11 (mouse) like 2 A_52_P323331 0.555 ref|NM_146008|ens|ENSMUST00000020223|gb|AK146035|gb|AK088802

A_52_P323975 0.706 ens|ENSMUST00000095222|gb|AK084031|riken|D130077P12|nap|NAP085719-1
1110020A21Rik RIKEN cDNA 1110020A21 gene A_52_P32453 0.521 ref|NR_027930|gb|AK011222|riken|2600015P10|tc|TC1666714
2700046G09Rik RIKEN cDNA 2700046G09 gene A_52_P324656 0.713 ref|NR_033198|ens|ENSMUST00000025824|gb|AK035700|gb|AK012385

Palm paralemmin A_52_P325444 0.523 ref|NM_023128|ref|NM_001161747|ens|ENSMUST00000046945|ens|ENSMUST00000105379
Hcfc2 host cell factor C2 A_52_P32683 0.746 gb|AK040565|riken|A430106M23|nap|NAP002335-001|tc|TC1597970
Ndfip1 Nedd4 family interacting protein 1 A_52_P327095 0.592 ref|NM_022996|ref|XM_001475723|ens|ENSMUST00000025293|gb|BC026372
Plcd4 phospholipase C, delta 4 A_52_P327588 0.518 ref|NM_148937|ref|NM_001081456|ens|ENSMUST00000113748|ens|ENSMUST00000027362
Gbp5 guanylate binding protein 5 A_52_P327664 0.562 ref|NM_153564|ens|ENSMUST00000090127|gb|AF422243|gb|AF487898
Wdfy1 WD repeat and FYVE domain containing 1 A_52_P328825 1.000 ref|NM_001111279|ens|ENSMUST00000097685|ens|ENSMUST00000113512|ens|ENSMUST00000113513

Gm8225 predicted gene 8225 A_52_P330997 0.684 ref|XM_985281|ref|XM_994358|ref|XM_001472285|ref|XM_001474850
A_52_P33147 0.613 ens|ENSMUST00000111749|ens|ENSMUST00000111748|gb|AK086149|gb|AK042703

Atg10 autophagy-related 10 (yeast) A_52_P332666 0.552 ref|NM_025770|ens|ENSMUST00000022119|gb|AB079383|gb|AK009076
Sfn stratifin A_52_P334188 0.550 ref|NM_018754|ens|ENSMUST00000057311|gb|AF152893|gb|BC148645

6820431F20Rik cadherin 11 pseudogene A_52_P335089 0.643 ref|NR_028428|ref|NR_030708|gb|AK009182|gb|AK017816
Bzw1 basic leucine zipper and W2 domains 1 A_52_P335548 0.501 ref|NM_025824|ens|ENSMUST00000050552|gb|AK201364|gb|AK205016

A_52_P336513 0.619 nap|NAP068580-1|nap|NAP029859-1
Pclo piccolo (presynaptic cytomatrix protein) A_52_P336904 0.558 ref|NM_011995|ens|ENSMUST00000116626|gb|AB083477|gb|Y19185

Neurl1a neuralized homolog 1A (Drosophila) A_52_P339011 0.533 ref|NM_021360|ref|NM_001163480|ref|XM_001480772|ref|XM_001480766
Rundc1 RUN domain containing 1 A_52_P340079 0.579 ref|NM_172566|ens|ENSMUST00000040561|gb|AK086362|gb|AK157156
Cyp4a10 cytochrome P450, family 4, subfamily a, polypeptide 10" A_52_P340136 0.565 gb|X71478

Obfc1 oligonucleotide/oligosaccharide-binding fold containing 1 A_52_P340692 0.526 ref|NM_175360|ens|ENSMUST00000049369|ens|ENSMUST00000086929|gb|AK146929
Galnt7 UDP-N-acetyl-alpha-D-galactosamine: polypeptide N-acetylgalactosaminyltransferase 7 A_52_P341120 0.552 ref|NM_144731|ref|NM_001167981|ens|ENSMUST00000034021|ens|ENSMUST00000110316
Slain1 SLAIN motif family, member 1 A_52_P341373 0.551 ref|NM_198014|ens|ENSMUST00000069443|gb|BC025223|gb|AK036190

A_52_P341708 0.560 gb|AK081879|gb|AK007507|gb|BY707561|gb|BI736050
Mier1 mesoderm induction early response 1 homolog (Xenopus laevis A_52_P341991 0.578 ref|NM_027696|ref|NM_001039081|ens|ENSMUST00000097945|ens|ENSMUST00000030247
Eif4a2 eukaryotic translation initiation factor 4A2 A_52_P344376 0.598 ref|NM_013506|ref|NM_001123037|ens|ENSMUST00000115341|ens|ENSMUST00000023599
Tfb1m transcription factor B1, mitochondrial A_52_P345247 0.547 ref|NM_146074|ens|ENSMUST00000041003|gb|BC032930|nap|NAP121265-001
Atpaf1 ATP synthase mitochondrial F1 complex assembly factor 1 A_52_P346438 0.681 gb|AK032020|gb|BE655391|riken|6330547J17|nap|NAP096696-001
Mbd2 methyl-CpG binding domain protein 2 A_52_P347287 0.508 ref|NM_010773|ens|ENSMUST00000114946|ens|ENSMUST00000065466|ens|ENSMUST00000074058

Gm14288 predicted gene 14288 A_52_P347803 0.595 ref|NM_001033123|ens|ENSMUST00000109051|ens|ENSMUST00000109020|ens|ENSMUST00000108926
AU022252 expressed sequence AU022252 A_52_P347847 0.521 gb|BC035522|gb|BC055790|nap|NAP121419-001|tc|TC1601468

Rsrc1 arginine/serine-rich coiled-coil 1 A_52_P34893 0.585 ref|NM_025822|ens|ENSMUST00000065074|ens|ENSMUST00000065115|ens|ENSMUST00000046542
Scand1 SCAN domain-containing 1 A_52_P348972 0.642 ref|NM_020255|ens|ENSMUST00000079125|gb|AF220501|gb|AK220179
Dtwd2 DTW domain containing 2 A_52_P349143 0.554 ref|NM_026854|ens|ENSMUST00000025383|gb|AK144689|gb|AK033232
Gria4 glutamate receptor, ionotropic, AMPA4 (alpha 4) A_52_P349182 0.534 ref|NM_019691|ref|NM_001113181|ref|NM_001113180|ref|XM_001471700

Atp6v1g1 ATPase, H+ transporting, lysosomal V1 subunit G1 A_52_P349738 0.580 ref|NM_024173|ref|XM_001472372|ref|XM_001479550|ens|ENSMUST00000035301
Btg2 B-cell translocation gene 2, anti-proliferative A_52_P35217 0.510 ref|NM_007570|ens|ENSMUST00000020692|gb|AK169436|gb|AK088976

Trim26 tripartite motif-containing 26 A_52_P353038 0.712 ref|NM_001025599|ens|ENSMUST00000053434|ens|ENSMUST00000087160|gb|BC037110
Clec4a2 C-type lectin domain family 4, member a2 A_52_P353698 0.610 ref|NM_011999|ref|NM_001170333|ref|NM_001170332|ref|NM_027218

Nanp N-acetylneuraminic acid phosphatase A_52_P354432 0.509 ref|NM_026086|ens|ENSMUST00000057074|ens|ENSMUST00000066640|gb|AK021344
Klhdc10 kelch domain containing 10 A_52_P354732 0.537 ref|NM_029742|ens|ENSMUST00000068259|ens|ENSMUST00000068240|gb|AK086657
544988 predicted gene, 544988 A_52_P355751 0.505 ref|NM_001024712|ref|NM_001164727|gb|BC055874|gb|BC027416
Acbd5 acyl-Coenzyme A binding domain containing 5 A_52_P355813 0.504 ref|NM_028793|ref|NM_001102437|ref|NM_001102438|ref|NM_001102436

5730494M16Rik RIKEN cDNA 5730494M16 gene A_52_P356841 0.536 ref|NM_001004361|ref|NM_001142698|ref|NM_001142697|ens|ENSMUST00000025118
Larp1 La ribonucleoprotein domain family, member 1 A_52_P361112 0.604 ref|NM_028451|ens|ENSMUST00000071487|gb|AK129202|gb|AK148019

Gm8818 predicted gene 8818 A_52_P361899 0.523 ref|XM_001001284|ref|XM_001003554|nap|NAP059298-1|nap|NAP111125-1
Snx4 sorting nexin 4 A_52_P362135 0.576 ref|NM_080557|ens|ENSMUST00000023502|gb|AK007706|gb|AK135356
Ssr1 signal sequence receptor, alpha A_52_P36344 0.546 ref|NM_025965|ref|XM_911969|gb|AI428996|nap|NAP045617-1
Rpgr retinitis pigmentosa GTPase regulator A_52_P365294 0.511 ref|NM_011285|ens|ENSMUST00000115530|ens|ENSMUST00000115531|ens|ENSMUST00000115539

6430604M11Rik RIKEN cDNA 6430604M11 gene A_52_P365505 0.622 gb|AK032585|gb|AK163746|gb|AK039501|riken|6430604M11
Gna11 guanine nucleotide binding protein, alpha 11 A_52_P366932 0.586 ref|NM_010301|ens|ENSMUST00000043604|gb|AK143685|gb|AK088773

A_52_P367384 0.575 nap|NAP029336-1|nap|NAP113028-1
Mrps2 mitochondrial ribosomal protein S2 A_52_P367565 0.538 ref|NM_080452|ref|NM_001166031|gb|AK172120|gb|AK206241
Mri1 methylthioribose-1-phosphate isomerase homolog (S. cerevisiae) A_52_P367791 0.728 ref|NM_026423|ens|ENSMUST00000005122|gb|AK007709|gb|AK164894

Tmem100 transmembrane protein 100 A_52_P368306 0.683 ref|NM_026433|ens|ENSMUST00000092788|gb|AK007878|gb|AK003574
Rcan2 regulator of calcineurin 2 A_52_P369415 0.556 ref|NM_207649|ref|NM_030598|ens|ENSMUST00000044895|ens|ENSMUST00000044792
Zfp9 zinc finger protein 9 A_52_P372013 0.610 ref|NM_011763|ens|ENSMUST00000112838|gb|AK029052|gb|BC059273

A_52_P37431 0.580 nap|NAP114294-1|nap|NAP114283-1
Hspa13 heat shock protein 70 family, member 13 A_52_P376804 0.726 ref|NM_030201|ref|NR_027492|ens|ENSMUST00000114244|ens|ENSMUST00000046283
Ap1s3 adaptor-related protein complex AP-1, sigma 3 A_52_P377576 0.846 ens|ENSMUST00000067229|gb|BC054111|gb|BE371703|tc|TC1582600

A_52_P379505 0.611 nap|NAP030809-1|nap|NAP030805-1
C330006P03Rik RIKEN cDNA C330006P03 gene A_52_P37991 0.573 gb|AK049142|gb|AK039878|riken|C330006P03|riken|A430024L20

Ralyl RALY RNA binding protein-like A_52_P38011 0.502 ref|NM_178631|ref|NM_001163328|ref|NM_001163329|ref|NM_001163330
Srbd1 S1 RNA binding domain 1 A_52_P380460 0.816 ref|NM_030133|ref|XM_001479682|ref|XM_001480810|ens|ENSMUST00000043323

LOC100046168 similar to Nedd4 WW domain-binding protein 5 A_52_P380997 0.572 ref|XM_001475723|ens|ENSMUST00000025293|gb|AK050560|gb|BC020359
Tia1 cytotoxic granule-associated RNA binding protein 1 A_52_P381009 1.000 gb|AK009502|gb|AK009914|riken|2310026D05|riken|2310050N03

A_52_P381784 0.626 ens|ENSMUST00000114399|gb|AK081480|gb|AK031931|riken|C130020C13
Nat5 N-acetyltransferase 5 (ARD1 homolog, S. cerevisiae) A_52_P38317 0.888 gb|AK046153|riken|B230345H17|tc|TC1767749|tc|TC1629707

Gm2974 predicted gene 2974 A_52_P386075 0.521 ens|ENSMUST00000096159|ens|ENSMUST00000090647|gb|AK084071|gb|AK080783
Lyrm7 LYR motif containing 7 A_52_P387189 0.738 gb|AK079070|gb|BB077939|riken|9330147L21|nap|NAP117265-1

Zyg11b zyg-ll homolog B (C. elegans) A_52_P387749 0.595 ref|NM_001033634|gb|AK122545|nap|NAP050502-1|tc|TC1647669
Sox2ot SOX2 overlapping transcript (non-protein coding) A_52_P389324 1.000 ref|NR_015580|gb|AK045614|gb|AK031826|gb|BC057611
Lrch1 leucine-rich repeats and calponin homology (CH) domain containing 1 A_52_P389957 0.505 gb|AK076431|gb|AK082089|riken|4832412D13|riken|C230004J09

Arhgef12 Rho guanine nucleotide exchange factor (GEF) 12 A_52_P390227 0.584 ref|NM_027144|ens|ENSMUST00000072767|gb|AK122267|gb|AF467766
A_52_P390700 0.501 nap|NAP108462-1

Crem cAMP responsive element modulator A_52_P391095 0.546 ref|NM_013498|ref|NM_001110856|ref|NM_001110850|ref|NM_001110854
4930452B06Rik RIKEN cDNA 4930452B06 gene A_52_P391805 0.501 ref|NM_028934|ens|ENSMUST00000102996|gb|AK019627|gb|AK016701

Zfp641 zinc finger protein 641 A_52_P392644 0.535 ref|NM_173769|ens|ENSMUST00000023722|gb|AK036826|gb|AK087530
Snx13 sorting nexin 13 A_52_P392721 0.583 ref|NM_001014973|ens|ENSMUST00000048519|gb|AK133353|gb|BC056394

Kbtbd11 kelch repeat and BTB (POZ) domain containing 11 A_52_P394448 0.700 ref|NM_029116|ref|XM_001474596|ref|XM_001474229|ens|ENSMUST00000058886
Pcdh15 protocadherin 15 A_52_P395088 0.728 ref|NM_001142746|ref|NM_001142760|ens|ENSMUST00000105430|gb|AK034124

2700094K13Rik RIKEN cDNA 2700094K13 gene A_52_P396774 0.552 ref|NM_001037279|ref|NM_001033166|ens|ENSMUST00000117299|ens|ENSMUST00000102646
Anxa7 annexin A7 A_52_P397385 0.503 gb|AK032013|riken|6330545A10|nap|NAP003676-002|tc|TC1585634
Atp2c1 ATPase, Ca++-sequestering A_52_P397722 0.512 ref|NM_175025|ref|XM_001475215|ens|ENSMUST00000038118|ens|ENSMUST00000085133

A_52_P397750 0.523 gb|AK050588|riken|C920007D13
Golga7 golgi autoantigen, golgin subfamily a, 7 A_52_P398018 0.794 gb|AK089856|gb|BC064083|riken|F830033L24|nap|NAP072825-1

AW209491 expressed sequence AW209491 A_52_P400677 0.589 ref|NM_134067|ref|NM_001104646|ens|ENSMUST00000038690|gb|AK167401
Med20 mediator complex subunit 20 A_52_P402319 0.544 ref|NM_020048|ens|ENSMUST00000024778|gb|AK146345|gb|AK003617
Kcnj11 potassium inwardly rectifying channel, subfamily J, member 11 A_52_P402705 0.580 ref|NM_010602|gb|AK085993|gb|AK032689|gb|BC052731
Cpne1 copine I A_52_P403097 0.566 ref|NM_170588|ref|NM_170590|ens|ENSMUST00000109607|ens|ENSMUST00000109608

LOC100046483 similar to casein kinase II, alpha prime subunit A_52_P405362 0.562 ref|XM_001476285|gb|AK019507|riken|4632434B16|nap|NAP001240-001
Orai1 ORAI calcium release-activated calcium modulator 1 A_52_P405994 0.503 ref|NM_175423|ens|ENSMUST00000051016|ens|ENSMUST00000121652|gb|AB271214

Cdkn2aip CDKN2A interacting protein A_52_P406036 0.540 ref|NM_172407|ens|ENSMUST00000038738|gb|AK048437|gb|AK089057
Txnl4a thioredoxin-like 4A A_52_P407145 1.000 ref|NM_025299|gb|AK004039|gb|AK148287|gb|AK166497
H2afj H2A histone family, member J A_52_P407692 0.687 ref|NM_177688|ens|ENSMUST00000074556|gb|BC024397|gb|BC099606
Dcaf8 DDB1 and CUL4 associated factor 8 A_52_P409055 0.528 ref|NM_153555|gb|BC078641|gb|AK161871|gb|BF144049
Hdac9 histone deacetylase 9 A_52_P411780 0.551 ref|NM_024124|ens|ENSMUST00000110819|ens|ENSMUST00000110818|ens|ENSMUST00000073838

Arl1 ADP-ribosylation factor-like 1 A_52_P413289 0.604 ref|NM_025859|ens|ENSMUST00000095348|gb|AK209287|gb|AK210540
Ikzf2 IKAROS family zinc finger 2 A_52_P413515 0.506 ref|NM_011770|gb|AK030937|riken|5830464M07|nap|NAP008315-001

Eif4g2 eukaryotic translation initiation factor 4, gamma 2 A_52_P41668 0.558 ref|NM_001040131|ref|NM_013507|ens|ENSMUST00000106666|ens|ENSMUST00000005750
Umps uridine monophosphate synthetase A_52_P416913 0.556 ref|NM_009471|ens|ENSMUST00000023510|gb|AK090102|gb|AK159808
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A_52_P41865 0.621 nap|NAP101328-1
Vps36 vacuolar protein sorting 36 (yeast) A_52_P421417 0.745 gb|AK156241|gb|AK013045|riken|2810408E15|riken|F830013F21
Kcnc1 potassium voltage gated channel, Shaw-related subfamily, member 1 A_52_P422050 0.519 ref|NM_008421|gb|AK082119|gb|AK147476|gb|AK147682

Map3k2 mitogen-activated protein kinase kinase kinase 2 A_52_P424197 0.525 ref|NM_011946|gb|AK033788|gb|AK029131|riken|9230108P05
Lrrtm4 leucine rich repeat transmembrane neuronal 4 A_52_P424206 0.730 gb|AK032470|gb|BC037216|riken|6430558H08|nap|NAP116396-1

A_52_P424655 0.573 gb|AK039674|riken|A330083P18
LOC547150 cadherin 11 pseudogene A_52_P425634 0.641 ref|NR_030708|gb|BC086760|gb|AK081322|gb|AK134636

Zfx zinc finger protein X-linked A_52_P425974 0.526 ref|NM_001044386|ref|NM_011768|ens|ENSMUST00000088102|ens|ENSMUST00000113927
Slc15a2 solute carrier family 15 (H+/peptide transporter), member 2 A_52_P426605 1.000 gb|AK018393|gb|BC051199|gb|BC018335|riken|8430408C16

Ldlr low density lipoprotein receptor A_52_P427024 0.576 ref|NM_010700|ens|ENSMUST00000034713|ens|ENSMUST00000070068|gb|AK160006
Tsn translin A_52_P428446 0.587 ref|NM_011650|ens|ENSMUST00000027623|gb|AF234179|gb|AK165598

Nacc1 nucleus accumbens associated 1, BEN and BTB (POZ) domain containing A_52_P430247 0.694 ref|NM_025788|ens|ENSMUST00000001975|gb|AK008006|gb|AK082795
Dcun1d1 DCN1, defective in cullin neddylation 1, domain containing 1 (S. cerevisiae) A_52_P430934 0.694 ref|NM_033623|ref|XM_001476879|ens|ENSMUST00000121632|ens|ENSMUST00000099528
Slc39a12 solute carrier family 39 (zinc transporter), member 12 A_52_P432963 0.600 ref|NM_001012305|ens|ENSMUST00000082290|ens|ENSMUST00000114731|gb|BC113764

A_52_P433450 0.797 nap|NAP097631-001|nap|NAP097743-001|nap|NAP111698-1|nap|NAP111801-1
Acin1 apoptotic chromatin condensation inducer 1 A_52_P434549 0.648 ref|NM_023190|ref|NM_001085473|ens|ENSMUST00000111484|ens|ENSMUST00000022793
Asah2 N-acylsphingosine amidohydrolase 2 A_52_P436643 0.574 ref|NM_018830|ens|ENSMUST00000096119|gb|AB037181|gb|AK135485
Fbxo28 F-box protein 28 A_52_P437734 0.621 ref|NM_175127|ens|ENSMUST00000051431|gb|AK122295|gb|AK028774
Sco1 SCO cytochrome oxidase deficient homolog 1 (yeast) A_52_P43848 0.503 ref|NM_001040026|gb|BC139009|gb|BC139008|gb|AK018523

A_52_P439001 0.619 nap|NAP105953-1|tc|TC1648248
Dydc2 DPY30 domain containing 2 A_52_P440034 0.534 ens|ENSMUST00000022316|gb|AK016963|riken|4933428D01|nap|NAP100721-001

A_52_P440284 0.512 ens|ENSMUST00000047715|gb|AK021409|riken|E130302J09|nap|NAP017984-001
A_52_P440729 0.864 ens|ENSMUST00000066689|gb|AK035245|gb|AK011885|gb|AK050961

Cwc15 CWC15 homolog (S. cerevisiae) A_52_P445307 0.515 ref|NM_023153|ens|ENSMUST00000004200|gb|AK003591|gb|AK003202
Brd1 bromodomain containing 1 A_52_P445608 0.539 ref|NM_001033274|ref|XM_001476501|ref|XM_001476519|ens|ENSMUST00000023022
Etnk1 ethanolamine kinase 1 A_52_P446011 0.671 ref|NM_029250|ens|ENSMUST00000032413|gb|AK044502|gb|AK049827
Mars methionine-tRNA synthetase A_52_P44760 0.690 ref|NM_001003913|ens|ENSMUST00000037290|gb|AK197362|gb|AK204191

Tbc1d23 TBC1 domain family, member 23 A_52_P448220 0.694 ref|NM_026254|ens|ENSMUST00000023431|gb|AK155142|gb|AK015437
A_52_P450470 0.602 nap|NAP060054-1

Xpr1 xenotropic and polytropic retrovirus receptor 1 A_52_P451574 0.570 ref|NM_011273|ens|ENSMUST00000027741|gb|AK050114|gb|AK147403
Tlk2 tousled-like kinase 2 (Arabidopsis) A_52_P451888 0.528 ref|NM_011903|ref|NM_001112705|ens|ENSMUST00000106942|ens|ENSMUST00000092537
Lrp6 low density lipoprotein receptor-related protein 6 A_52_P453684 0.652 gb|AK021086|riken|C030016K15|nap|NAP018583-001|tc|TC1631257

Pfdn1 prefoldin 1 A_52_P456059 0.524 ref|NM_026027|ens|ENSMUST00000025204|gb|AK003330|gb|AK002575
5330426P16Rik RIKEN cDNA 5330426P16 gene A_52_P456410 0.576 gb|AK019912|gb|AK151508|riken|I830031B22|riken|5330426P16

Aph1b anterior pharynx defective 1b homolog (C. elegans) A_52_P456750 0.810 ref|NM_177583|ens|ENSMUST00000034934|gb|AK028521|gb|AK154847
Ubl5 ubiquitin-like 5 A_52_P457411 0.509 ref|NM_025401|gb|AK154036|gb|AK009854|gb|AK007726

Trerf1 transcriptional regulating factor 1 A_52_P457967 0.511 ref|NM_172622|ref|NM_001097623|ens|ENSMUST00000077951|gb|AK190506
Ubr2 ubiquitin protein ligase E3 component n-recognin 2 A_52_P459750 0.668 ref|NM_146078|ens|ENSMUST00000113335|ens|ENSMUST00000113337|ens|ENSMUST00000075833

Hspa12a heat shock protein 12A A_52_P460422 0.584 ref|NM_175199|ens|ENSMUST00000066285|gb|BC030362|gb|AB093239
Crem cAMP responsive element modulator A_52_P460957 0.509 ref|NM_013498|ref|NM_001110859|ref|NM_001110857|ref|NM_001110858

Fam160a2 family with sequence similarity 160, member A2 A_52_P462358 0.502 ref|NM_199009|ens|ENSMUST00000122327|ens|ENSMUST00000048079|ens|ENSMUST00000074686
Samhd1 SAM domain and HD domain, 1 A_52_P466090 0.539 ref|NM_018851|ref|NM_001139520|ens|ENSMUST00000088523|ens|ENSMUST00000109549
Synj2bp synaptojanin 2 binding protein A_52_P466928 0.540 ref|NM_025292|ens|ENSMUST00000019829|gb|AK008054|gb|AK163362

A_52_P467060 0.529 gb|AK033702|gb|AK172111|riken|9130226F15|riken|F830037H09
Tchh trichohyalin A_52_P468068 0.765 ref|NM_001163098|ens|ENSMUST00000064257|gb|AK132147|riken|3221403E08

A_52_P469297 0.571 nap|NAP030342-1
0610010F05Rik RIKEN cDNA 0610010F05 gene A_52_P469730 0.544 ref|NM_027860|ens|ENSMUST00000093267|ens|ENSMUST00000043356|gb|AK029538

Mipol1 mirror-image polydactyly gene 1 homolog (human) A_52_P470869 0.509 ref|NM_001164370|ens|ENSMUST00000056019|gb|AK138175|gb|AK077915
Slpi secretory leukocyte peptidase inhibitor A_52_P472324 0.553 ref|NM_011414|ens|ENSMUST00000109367|gb|AK010170|gb|BC028509

Fam19a2 family with sequence similarity 19, member A2 A_52_P4724 0.509 ref|NM_182807|ens|ENSMUST00000050756|gb|AY325121|gb|AK164201
Ecd ecdysoneless homolog (Drosophila) A_52_P472799 0.537 ref|NM_027475|ens|ENSMUST00000022344|gb|BC013470|gb|AK017681

Zfp236 zinc finger protein 236 A_52_P473140 0.599 ref|NM_177832|ens|ENSMUST00000097504|gb|AK156842|gb|BC145180
Cldnd1 claudin domain containing 1 A_52_P473154 0.600 ref|NM_171826|ens|ENSMUST00000023426|gb|AK009743|gb|AK152121

A_52_P473172 0.526 nap|NAP012030-001|tc|TC1765066
A_52_P473632 0.528 nap|NAP068450-1|tc|TC1666682

Lancl2 LanC (bacterial lantibiotic synthetase component C)-like 2 A_52_P474665 0.566 ref|NM_133737|ens|ENSMUST00000072954|ens|ENSMUST00000050077|gb|BC016072
Dctn5 dynactin 5 A_52_P474739 0.530 ref|NM_021608|ens|ENSMUST00000033156|gb|AK010238|gb|AF190795
Chd1 chromodomain helicase DNA binding protein 1 A_52_P474949 0.514 ref|NM_007690|gb|AK015896|riken|4930525N21|nap|NAP120813-001

Rab8b RAB8B, member RAS oncogene family A_52_P477286 0.502 ref|NM_173413|ens|ENSMUST00000041139|gb|BC157974|gb|AK031251
Mnt max binding protein A_52_P477431 0.501 ref|NM_010813|ens|ENSMUST00000000291|gb|AK014288|gb|AK147933

Eef1d eukaryotic translation elongation factor 1 delta (guanine nucleotide exchange protein) A_52_P477489 0.509 ref|NM_029663|ref|NM_023240|ens|ENSMUST00000109972|gb|AK017796
Fcgr1 Fc receptor, IgG, high affinity I A_52_P47846 0.545 gb|AF143181|gb|AF143182|gb|AF143183|gb|AF143184

Amdhd2 amidohydrolase domain containing 2 A_52_P478460 0.505 gb|AK078259|gb|BX515297|riken|6430547H16|nap|NAP089405-1
Thy1 thymus cell antigen 1, theta" A_52_P479249 0.645 ref|NM_009382|ens|ENSMUST00000114840|ens|ENSMUST00000034509|gb|BC054436

A_52_P479944 0.580 nap|NAP112027-1|nap|NAP112439-1|nap|NAP068558-1|nap|NAP114550-1
Eif5a eukaryotic translation initiation factor 5A A_52_P48155 0.505 ref|NM_181582|ref|NM_001166589|ref|NM_001166590|ref|NM_001166591
Snx2 sorting nexin 2 A_52_P481793 0.507 ref|NM_026386|ens|ENSMUST00000037850|gb|CT010229|gb|AK005470
Tra2a transformer 2 alpha homolog (Drosophila) A_52_P482063 0.750 gb|AK076230|gb|AK170599|gb|CB588885|riken|4222403J09
Pnkd paroxysmal nonkinesiogenic dyskinesia A_52_P482830 0.502 ref|NM_025580|ref|XM_891536|ref|XM_917266|ens|ENSMUST00000113805
Zfp27 zinc finger protein 27 A_52_P484434 0.559 ref|NM_001037707|ref|NM_011754|ens|ENSMUST00000085788|ens|ENSMUST00000053521
Lrrc40 leucine rich repeat containing 40 A_52_P48446 0.538 ref|NM_024194|ens|ENSMUST00000072080|gb|AK017814|gb|AK011726

D3Ertd254e DNA segment, Chr 3, ERATO Doi 254, expressed A_52_P487281 0.566 ref|NM_001101478|gb|AK153849|riken|C920023D22|nap|NAP122572-001
Fam169a family with sequence similarity 169, member A A_52_P488623 0.560 ref|NM_001100458|ref|NM_001146045|ens|ENSMUST00000042517|gb|AK033380

Rexo2 REX2, RNA exonuclease 2 homolog (S. cerevisiae) A_52_P489240 0.565 gb|AK090202|gb|BY645324|riken|G630016I10|nap|NAP019625-001
Npr2 natriuretic peptide receptor 2 A_52_P489373 0.585 ref|NM_173788|ens|ENSMUST00000030191|ens|ENSMUST00000107877|ens|ENSMUST00000107874

A_52_P489700 0.510 nap|NAP053944-1|tc|TC1721634
Slc7a14 solute carrier family 7 (cationic amino acid transporter, y+ system), member 14 A_52_P493030 0.561 ref|NM_172861|ens|ENSMUST00000091259|gb|BC061928|gb|AK173217

A_52_P497503 0.573 nap|NAP030187-1|nap|NAP000014-003|nap|NAP071006-1|nap|NAP060807-1
Hist1h2ak histone cluster 1, H2ak A_52_P498208 0.774 ref|NM_178183|ens|ENSMUST00000074752|gb|BC119335|nap|NAP111167-1

Cdk17 cyclin-dependent kinase 17 A_52_P49945 0.549 ref|NM_146239|ens|ENSMUST00000069965|gb|BC064815|gb|BC031778
Atrn attractin A_52_P500244 0.516 ref|NM_009730|ens|ENSMUST00000028781|gb|AK146500|riken|I920015J12
Lars leucyl-tRNA synthetase A_52_P500488 0.530 ref|NM_134137|ens|ENSMUST00000097590|gb|BC052715|gb|AK049472

Dnajc19 DnaJ (Hsp40) homolog, subfamily C, member 19 A_52_P501890 0.523 ref|NM_026332|ref|NM_001026211|ens|ENSMUST00000108195|ens|ENSMUST00000011029
Aldh7a1 aldehyde dehydrogenase family 7, member A1 A_52_P503071 0.562 ref|NM_138600|ref|NM_001127338|ens|ENSMUST00000116635|ens|ENSMUST00000066208

Tmem110 transmembrane protein 110 A_52_P50329 0.635 ref|NM_028839|gb|AK076341|riken|4732446G22|nap|NAP003748-001
Pmpca peptidase (mitochondrial processing) alpha A_52_P504302 0.593 ref|NM_173180|ens|ENSMUST00000076431|gb|AK158990|gb|AK147110
Ankib1 ankyrin repeat and IBR domain containing 1 A_52_P504330 0.508 ref|NM_001003909|ens|ENSMUST00000043551|gb|BC089031|gb|AK010017
Adprh ADP-ribosylarginine hydrolase A_52_P504478 0.696 ref|NM_007414|ens|ENSMUST00000002923|gb|AK010501|gb|AK171798
Rpl29 ribosomal protein L29 A_52_P505977 0.522 ref|NM_009082|ref|XM_484210|ref|XM_909122|ref|XM_001474242

Rpgrip1 retinitis pigmentosa GTPase regulator interacting protein 1 A_52_P507488 0.692 ref|NM_023879|ref|NM_001168515|ens|ENSMUST00000111603|ens|ENSMUST00000111600
Gm4968 predicted gene 4968 A_52_P508103 0.713 ref|XM_145024|ref|XM_917764|ref|XM_916654|ref|XM_001480887
Cdc26 cell division cycle 26 A_52_P50959 0.554 ref|NM_139291|ref|XM_001001520|ref|XM_985582|ens|ENSMUST00000107459
Ift172 intraflagellar transport 172 homolog (Chlamydomonas) A_52_P509906 0.534 ref|NM_026298|ens|ENSMUST00000041565|gb|AY339616|gb|AK122461

Slc35a5 solute carrier family 35, member A5 A_52_P51198 0.877 ref|NM_028756|ens|ENSMUST00000023344|gb|AK085567|gb|AK030566
Ccnd2 cyclin D2 A_52_P514391 0.524 ref|NM_009829|gb|BC049086|gb|AK147345|gb|BB680674

A_52_P515840 0.697 ens|ENSMUST00000108425|gb|AK052795|gb|BB506376|riken|D730007L14
A_52_P516187 0.503 nap|NAP020394-001
A_52_P516481 0.592 nap|NAP045027-1

Rpf1 ribosome production factor 1 homolog (S. cerevisiae) A_52_P517001 0.603 ref|NM_027371|ens|ENSMUST00000029838|gb|AK171079|gb|AK010079
A_52_P518233 0.556 ens|ENSMUST00000109558|gb|AK036277|riken|9630053D03|nap|NAP079251-1
A_52_P520429 0.802 ens|ENSMUST00000108923|ens|ENSMUST00000108975|ens|ENSMUST00000109011|ens|ENSMUST00000109036

Rps20 ribosomal protein S20 A_52_P5210 0.504 ref|NM_026147|ens|ENSMUST00000103009|gb|AK136398|gb|AK002405
A_52_P521607 0.564 nap|NAP027343-1|nap|NAP097908-001

Zfp846 zinc finger protein 846 A_52_P52272 0.616 ref|NM_172919|ens|ENSMUST00000060063|ens|ENSMUST00000115557|gb|AK008693
Tmem147 transmembrane protein 147 A_52_P523330 0.535 ref|NM_027215|ens|ENSMUST00000006478|gb|BC147300|gb|BC147301
Epb4.1l1 erythrocyte protein band 4.1-like 1 A_52_P524426 0.579 ref|NM_001003815|ref|NM_013510|ref|NM_001006664|ens|ENSMUST00000103137

Sfrs1 splicing factor, arginine/serine-rich 1 (ASF/SF2) A_52_P525674 0.531 ref|NM_173374|ref|NM_001078167|ref|XM_001480897|ens|ENSMUST00000079866
Slc48a1 solute carrier family 48 (heme transporter), member 1 A_52_P528505 0.523 ref|NM_026353|ens|ENSMUST00000023111|ens|ENSMUST00000117892|gb|AK207569
Pcdhb4 protocadherin beta 4 A_52_P529195 0.634 ref|NM_053129|ens|ENSMUST00000056712|gb|AK036169|gb|BC053098
Vps53 vacuolar protein sorting 53 (yeast) A_52_P531184 0.513 gb|AK009586|gb|AK009727|gb|AK009818|gb|AK010840
Ttc9c tetratricopeptide repeat domain 9C A_52_P531662 0.513 ref|NM_027412|ens|ENSMUST00000096751|gb|AK039321|gb|AK169288

Gm14391 predicted gene 14391 A_52_P532899 0.549 ref|NM_001099308|ref|NM_001099349|ref|NM_001099327|ens|ENSMUST00000108946
Dnajc16 DnaJ (Hsp40) homolog, subfamily C, member 16 A_52_P533083 0.521 ref|NM_172338|gb|AK164023|gb|AK051048|gb|BC046424
Atp8a1 ATPase, aminophospholipid transporter (APLT), class I, type 8A, member 1 A_52_P534844 0.536 ref|NM_001038999|ref|NM_009727|ens|ENSMUST00000037380|ens|ENSMUST00000113656
Sesn1 sestrin 1 A_52_P53596 0.531 ref|NM_001013370|ref|NM_001162908|ref|XM_001477554|ref|XM_001477571

Zdhhc24 zinc finger, DHHC domain containing 24 A_52_P537140 0.530 gb|AK047235|gb|BB257901|riken|B930041B10|nap|NAP083606-1
Krba1 KRAB-A domain containing 1 A_52_P537175 0.585 ref|NM_133922|gb|AK029235|gb|AK038090|gb|AK040930
Zfp330 zinc finger protein 330 A_52_P537466 0.655 ref|NM_145600|ens|ENSMUST00000086864|ens|ENSMUST00000034147|gb|AK086617
Appbp2 amyloid beta precursor protein (cytoplasmic tail) binding protein 2 A_52_P539270 0.553 ref|NM_025825|ens|ENSMUST00000018625|gb|AK004888|gb|AK005440

A_52_P540302 0.550 nap|NAP018080-001
Prdx6 peroxiredoxin 6 A_52_P540855 0.555 ref|NM_007453|ref|NM_177256|ref|XM_001479471|ens|ENSMUST00000051925

Snhg11 small nucleolar RNA host gene 11 (non-protein coding) A_52_P541118 0.557 ref|NM_175692|ens|ENSMUST00000109488|gb|AK080745|gb|AK157790
Crebl2 cAMP responsive element binding protein-like 2 A_52_P541270 0.510 ref|NM_177687|ens|ENSMUST00000046303|ens|ENSMUST00000111938|gb|AK045467

A_52_P542970 0.561 nap|NAP071116-1|nap|NAP018852-001
6720456H20Rik RIKEN cDNA 6720456H20 gene A_52_P54325 0.828 ref|NM_172600|ens|ENSMUST00000111735|ens|ENSMUST00000037990|gb|BC046454

Hdgfrp3 hepatoma-derived growth factor, related protein 3 A_52_P545066 0.559 ref|NM_013886|ens|ENSMUST00000107306|ens|ENSMUST00000107305|gb|AK040261
Fam100a family with sequence similarity 100, member A A_52_P54856 0.520 ref|NM_145359|ens|ENSMUST00000037843|gb|BC064081|gb|AK005316

Prdx2 peroxiredoxin 2 A_52_P550034 0.523 ref|NM_011563|ens|ENSMUST00000005292|gb|AK088280|gb|AK008433
Nfya nuclear transcription factor-Y alpha A_52_P550049 0.515 ref|NM_001110832|ref|NM_010913|ens|ENSMUST00000046719|ens|ENSMUST00000078800
Sfrs4 splicing factor, arginine/serine-rich 4 (SRp75) A_52_P550780 0.598 ref|NM_020587|ens|ENSMUST00000053819|ens|ENSMUST00000030743|gb|AK077648
Grm7 glutamate receptor, metabotropic 7 A_52_P551129 0.622 ref|NM_177328|ens|ENSMUST00000071076|nap|NAP030004-1|tc|TC1584873

Med28 mediator of RNA polymerase II transcription, subunit 28 homolog (yeast) A_52_P552580 0.519 ref|NM_025895|ens|ENSMUST00000119579|ens|ENSMUST00000118833|ens|ENSMUST00000015948
Kctd7 potassium channel tetramerisation domain containing 7 A_52_P553000 0.504 ref|NM_172509|ens|ENSMUST00000040616|gb|AK029942|gb|AK140606
Suds3 suppressor of defective silencing 3 homolog (S. cerevisiae) A_52_P553171 0.512 ref|NM_178622|ref|NM_001122666|ens|ENSMUST00000086471|gb|AK043652

A_52_P555079 0.648 nap|NAP111629-1|nap|NAP111794-1
Zfp862 zinc finger protein 862 A_52_P555629 0.648 ref|NR_027808|gb|AK129160|gb|AK028840|gb|BC037484
Rnf13 ring finger protein 13 A_52_P55732 0.512 ref|NM_011883|gb|AK139447|gb|AF037206|riken|A830087C08
Slmo1 slowmo homolog 1 (Drosophila) A_52_P557378 0.534 ref|NM_144867|ens|ENSMUST00000025411|gb|AK038905|gb|AK143220
Arl6 ADP-ribosylation factor-like 6 A_52_P559126 0.532 ref|NM_019665|ens|ENSMUST00000118438|ens|ENSMUST00000023405|ens|ENSMUST00000099646

A_52_P559189 0.633 nap|NAP029864-1
Znhit6 zinc finger, HIT type 6 A_52_P559706 0.548 ref|NM_001081094|ens|ENSMUST00000098534|ens|ENSMUST00000116267|gb|AK148729
Nras neuroblastoma ras oncogene A_52_P566348 0.524 ref|NM_010937|gb|AK088623|gb|AK010412|riken|E430021L16
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Zfp26 zinc finger protein 26 A_52_P566487 0.525 ref|NM_011753|gb|AK220539|gb|AK088584|gb|AK079594
Acss2 acyl-CoA synthetase short-chain family member 2 A_52_P566718 0.501 ref|NM_019811|ens|ENSMUST00000103142|ens|ENSMUST00000029135|ens|ENSMUST00000109657

Stambpl1 STAM binding protein like 1 A_52_P567089 0.519 ref|NM_029682|ens|ENSMUST00000054956|ens|ENSMUST00000119603|gb|AB010121
Lcp1 lymphocyte cytosolic protein 1 A_52_P56751 0.517 ref|NM_008879|gb|AK169833|gb|AK030987|gb|AK169728

A_52_P568520 0.711 nap|NAP071006-1|nap|NAP060807-1
Ptms parathymosin A_52_P571290 0.599 ref|NM_026988|ens|ENSMUST00000032216|ens|ENSMUST00000112444|gb|BC052052

Wwtr1 WW domain containing transcription regulator 1 A_52_P571444 0.521 ref|NM_133784|ref|NM_001168281|ens|ENSMUST00000120977|ens|ENSMUST00000029380
Fam169a family with sequence similarity 169, member A A_52_P57171 0.640 gb|AK035190|gb|AK045386|gb|AK083815|gb|BG093586

Sh2d5 SH2 domain containing 5 A_52_P571746 0.520 ref|NM_001099631|ens|ENSMUST00000062126|ens|ENSMUST00000116271|ens|ENSMUST00000105822
Agpat5 1-acylglycerol-3-phosphate O-acyltransferase 5 (lysophosphatidic acid acyltransferase, epsilon) A_52_P572447 0.771 ref|NM_026792|ens|ENSMUST00000033847|gb|AK206671|gb|AY161042
Atp1b3 ATPase, Na+/K+ transporting, beta 3 polypeptide A_52_P572950 0.505 ref|NM_007502|ens|ENSMUST00000034983|gb|AK218119|gb|AK161282
Cand1 cullin associated and neddylation disassociated 1 A_52_P57308 0.506 ref|NM_027994|ens|ENSMUST00000020315|gb|AK129225|gb|AK009683

Cdc42ep1 CDC42 effector protein (Rho GTPase binding) 1 A_52_P573255 0.560 ref|NM_027219|ens|ENSMUST00000059619|gb|AK007896|gb|BC083130
Psmd12 proteasome (prosome, macropain) 26S subunit, non-ATPase, 12 A_52_P574190 0.632 ref|NM_025894|ens|ENSMUST00000021063|ens|ENSMUST00000106750|gb|AK150910
Gm9387 tetratricopeptide repeat domain 5 pseudogene A_52_P575668 0.699 ref|XM_001003884|ref|XM_982491|nap|NAP097103-001
Cdh12 cadherin 12 A_52_P575719 0.507 ref|NM_001008420|ens|ENSMUST00000075132|gb|BC086655|nap|NAP102703-1
Lrig2 leucine-rich repeats and immunoglobulin-like domains 2 A_52_P577338 0.501 ref|NM_001025067|ens|ENSMUST00000046316|ens|ENSMUST00000106793|gb|AK033684
Il18bp interleukin 18 binding protein A_52_P577384 0.557 ref|NM_010531|ens|ENSMUST00000094134|gb|AF110802|gb|AK009721
Ccr5 chemokine (C-C motif) receptor 5 A_52_P578732 0.549 ref|NM_009917|ens|ENSMUST00000111442|gb|AK170303|gb|D83648

Fam55c family with sequence similarity 55, member C A_52_P579411 0.577 ref|NM_001134494|ens|ENSMUST00000099705|gb|BC150961|gb|BC150969
Hcfc2 host cell factor C2 A_52_P581326 0.577 ref|NM_001081218|ens|ENSMUST00000020478|gb|AK007317|gb|BC116411

AI593442 expressed sequence AI593442 A_52_P581420 0.526 ref|NM_178906|gb|AK053489|gb|AK031845|riken|E130102D23
Gopc golgi associated PDZ and coiled-coil motif containing A_52_P582609 0.536 ref|NM_053187|ens|ENSMUST00000105475|ens|ENSMUST00000020008|gb|AK009536
Pop1 processing of precursor 1, ribonuclease P/MRP family, (S. cerevisiae) A_52_P584078 0.600 ref|NM_152894|ref|NM_026340|ens|ENSMUST00000052290|ens|ENSMUST00000079028
Neu1 neuraminidase 1 A_52_P58524 0.789 ref|NM_010893|ens|ENSMUST00000007253|gb|BC004666|gb|AK145680
Dmxl1 Dmx-like 1 A_52_P58537 0.501 ref|NM_001081371|ens|ENSMUST00000041772|gb|AY590892|gb|AK166520
Phf3 PHD finger protein 3 A_52_P587648 0.523 ref|NM_001081080|ens|ENSMUST00000088310|gb|AK122230|gb|AK017402

2210015D19Rik RIKEN cDNA 2210015D19 gene A_52_P588917 1.000 gb|BC052911|gb|BC094935|nap|NAP037945-1|tc|TC1599819
Gm6436 predicted gene 6436 A_52_P589148 0.853 ref|XM_001001941|ref|XM_887972|ref|XM_904186|nap|NAP096448-001

Nr2c1 nuclear receptor subfamily 2, group C, member 1 A_52_P589550 0.655 ref|NM_011629|ens|ENSMUST00000099343|ens|ENSMUST00000092213|ens|ENSMUST00000105290
Zfp846 zinc finger protein 846 A_52_P589664 0.571 ref|NM_172919|ens|ENSMUST00000115557|gb|AK033687|riken|9130221F13
Saal1 serum amyloid A-like 1 A_52_P5901 0.513 ref|NM_030233|ens|ENSMUST00000006948|gb|BC087944|gb|BC028473
Txn2 thioredoxin 2 A_52_P590205 0.558 ref|NM_019913|ens|ENSMUST00000005487|ens|ENSMUST00000109748|gb|AK147164
Vars2 valyl-tRNA synthetase 2, mitochondrial (putative) A_52_P590235 0.746 ref|NM_175137|gb|BC057036|gb|AK173288|gb|AK159301
Tfpi tissue factor pathway inhibitor A_52_P592007 0.530 ref|NM_011576|ens|ENSMUST00000111717|ens|ENSMUST00000111712|ens|ENSMUST00000111722

Srxn1 sulfiredoxin 1 homolog (S. cerevisiae) A_52_P593200 0.659 ref|NM_029688|ens|ENSMUST00000041500|ens|ENSMUST00000099225|gb|AK007296
P4ha1 procollagen-proline, 2-oxoglutarate 4-dioxygenase (proline 4-hydroxylase), alpha 1 polypeptide A_52_P593723 0.513 ref|NM_011030|ens|ENSMUST00000009789|ens|ENSMUST00000105466|ens|ENSMUST00000092512

A_52_P593955 0.515 gb|AK082951|riken|C530020I04|nap|NAP125096-1|tc|TC1672945
A_52_P594107 0.622 nap|NAP024224-001

Ppargc1a peroxisome proliferative activated receptor, gamma, coactivator 1 alpha A_52_P5945 0.509 ref|NM_008904|ref|NR_027710|gb|AK032149|gb|AK043827
Upf3b UPF3 regulator of nonsense transcripts homolog B (yeast) A_52_P595162 0.529 ref|NM_026573|ens|ENSMUST00000115219|ens|ENSMUST00000076265|ens|ENSMUST00000115221
Mrpl47 mitochondrial ribosomal protein L47 A_52_P595537 1.000 gb|BC029173|tc|TC1638364
Hnrnpc heterogeneous nuclear ribonucleoprotein C A_52_P596080 0.647 ref|NM_016884|ref|NM_001170981|ref|NM_001170983|ref|NM_001170984

A_52_P596357 1.000 gb|AK054546|riken|E330039N10|tc|TC1613381
Pnma2 paraneoplastic antigen MA2 A_52_P596595 0.515 ref|NM_175498|ens|ENSMUST00000089236|gb|AK084459|gb|AK164540
Gtpbp5 GTP binding protein 5 A_52_P598468 0.592 gb|AK013710|riken|2900056P18|tc|TC1590942

1190007I07Rik RIKEN cDNA 1190007I07 gene A_52_P598634 1.000 ref|NM_001135567|ref|NM_001135568|ref|NM_001135569|ens|ENSMUST00000079648
D14Ertd436e DNA segment, Chr 14, ERATO Doi 436, expressed A_52_P599055 0.750 ref|NM_172599|ens|ENSMUST00000042988|gb|AK029967|gb|AK173037

Zfp39 zinc finger protein 39 A_52_P600535 0.718 ref|NM_011758|ens|ENSMUST00000102703|gb|AK141135|gb|BC011182
Src Rous sarcoma oncogene A_52_P600547 0.623 ref|NM_009271|ref|NM_001025395|ens|ENSMUST00000109533|ens|ENSMUST00000092576

Trim39 tripartite motif-containing 39 A_52_P601497 0.665 gb|AK053591|gb|AK053507|riken|E130112L06|riken|E130103K13
Kdm5b lysine (K)-specific demethylase 5B A_52_P601980 0.558 ref|NM_152895|gb|AK076888|gb|AY082429|riken|4930539K03
M6pr mannose-6-phosphate receptor, cation dependent A_52_P606575 0.565 ref|NM_010749|ens|ENSMUST00000007602|ens|ENSMUST00000112610|gb|AK004656

Usp15 ubiquitin specific peptidase 15 A_52_P6073 0.540 ref|NM_027604|ens|ENSMUST00000105258|ens|ENSMUST00000105259|ens|ENSMUST00000020334
Aars2 alanyl-tRNA synthetase 2, mitochondrial (putative) A_52_P608495 0.526 ref|NM_198608|ens|ENSMUST00000024733|gb|AK146958|gb|AK167771

A_52_P612868 0.559 nap|NAP061206-1|nap|NAP026644-1
Gm6686 predicted gene 6686 A_52_P613977 0.566 ref|XM_891173|ref|XM_911855|nap|NAP026492-1|nap|NAP068811-1

Rnaseh2b ribonuclease H2, subunit B A_52_P615274 0.565 ref|NM_026001|ens|ENSMUST00000022499|gb|BC047997|gb|AK011914
A_52_P615658 0.572 nap|NAP032196-1|tc|TC1642195

Lrch2 leucine-rich repeats and calponin homology (CH) domain containing 2 A_52_P616659 0.510 ref|NM_001081173|ens|ENSMUST00000112819|ens|ENSMUST00000035921|ens|ENSMUST00000033647
Tmx2 thioredoxin-related transmembrane protein 2 A_52_P617080 0.579 ref|NM_025868|ref|XM_484670|ens|ENSMUST00000053664|ens|ENSMUST00000111665
Kctd5 potassium channel tetramerisation domain containing 5 A_52_P61758 0.563 ref|NM_027008|ens|ENSMUST00000017090|gb|AK011637|gb|AK143644
Nosip nitric oxide synthase interacting protein A_52_P61811 0.751 ref|NM_025533|ref|NM_001163684|ens|ENSMUST00000107829|gb|AK199797

Gramd3 GRAM domain containing 3 A_52_P619738 0.717 ref|NM_026240|ens|ENSMUST00000070166|gb|AK004147|gb|BB073624
Elmo2 engulfment and cell motility 2, ced-12 homolog (C. elegans) A_52_P620357 0.621 ref|NM_207706|ref|NM_080287|ens|ENSMUST00000074046|ens|ENSMUST00000094329
Ajap1 adherens junction associated protein 1 A_52_P620898 0.569 ref|NM_001099299|ens|ENSMUST00000105646|nap|NAP019063-001|tc|TC1652155

A_52_P622197 0.754 nap|NAP029477-1|nap|NAP058810-1
Usp9x ubiquitin specific peptidase 9, X chromosome A_52_P622391 0.571 ref|NM_009481|ens|ENSMUST00000078385|ens|ENSMUST00000115466|ens|ENSMUST00000089302

A_52_P624998 0.505 nap|NAP113376-1|nap|NAP115297-1
A_52_P625007 0.642 nap|NAP114347-1|tc|TC1716094

Usp33 ubiquitin specific peptidase 33 A_52_P625748 0.535 gb|AK036742|riken|9830169D19|nap|NAP079382-1|tc|TC1615883
A_52_P626329 0.581 nap|NAP026388-1
A_52_P626780 0.549 ens|ENSMUST00000109162|ens|ENSMUST00000029064|gb|BC004695|nap|NAP101694-1

Pim2 proviral integration site 2 A_52_P627631 0.511 ref|NM_138606|ens|ENSMUST00000033495|gb|BC027376|gb|BC022727
Ggt7 gamma-glutamyltransferase 7 A_52_P628580 0.552 ref|NM_144786|ens|ENSMUST00000029131|gb|AK032051|gb|AK131175

Gm6987 predicted gene 6987 A_52_P629037 0.528 ref|XM_894492|ref|XM_904627|nap|NAP023518-001|nap|NAP030000-1
Ypel4 yippee-like 4 (Drosophila) A_52_P631307 0.580 gb|AK043577|riken|A830009I03|nap|NAP124738-1
Gtf3c3 general transcription factor IIIC, polypeptide 3 A_52_P632093 0.602 ref|NM_001033194|ens|ENSMUST00000041638|gb|BC141157|gb|AK165830
Zfp811 zinc finger protein 811 A_52_P632601 0.861 ref|NM_183177|ens|ENSMUST00000080905|gb|BC052046|nap|NAP060328-1
Nodal nodal A_52_P633560 0.507 ref|NM_013611|ens|ENSMUST00000049339|gb|X70514|gb|AK049290

Coro1c coronin, actin binding protein 1C A_52_P634856 0.533 ref|NM_011779|ens|ENSMUST00000004646|gb|AK079327|gb|BC085498
Rras Harvey rat sarcoma oncogene, subgroup R A_52_P635182 0.606 ref|NM_009101|ens|ENSMUST00000044111|gb|BC110562|gb|BC110563
Bat1a HLA-B-associated transcript 1A A_52_P635776 0.633 ref|NM_019693|ens|ENSMUST00000093645|ens|ENSMUST00000068056|gb|AK194985
Park2 Parkinson disease (autosomal recessive, juvenile) 2, parkin A_52_P636038 0.512 ref|NM_016694|ens|ENSMUST00000097411|ens|ENSMUST00000066658|gb|AK015990

2010106G01Rik RIKEN cDNA 2010106G01 gene A_52_P636894 0.580 ref|NM_023220|gb|AK081953|gb|BC026578|gb|AK080421
Fam49b family with sequence similarity 49, member B A_52_P63709 0.519 ref|NM_144846|ens|ENSMUST00000063838|gb|AK028062|riken|1500041F06

LOC636687 similar to Cadherin-11 precursor (Osteoblast-cadherin) (OB-cadherin) (OSF-4) A_52_P640152 0.676 ref|XM_912173|gb|AK035187|gb|AK164389|riken|9430097L19
Stam signal transducing adaptor molecule (SH3 domain and ITAM motif) 1 A_52_P640204 0.911 ref|NM_011484|ens|ENSMUST00000028050|ens|ENSMUST00000102960|ens|ENSMUST00000114738

Dcdc2a doublecortin domain containing 2a A_52_P640922 0.504 ref|NM_177577|ens|ENSMUST00000069614|gb|AK220370|nap|NAP059641-1
4732471D19Rik RIKEN cDNA 4732471D19 gene A_52_P641762 0.513 ref|NM_176987|ens|ENSMUST00000068431|ens|ENSMUST00000058174|ens|ENSMUST00000121401

Aph1c anterior pharynx defective 1c homolog (C. elegans) A_52_P643172 0.775 ref|NM_026674|gb|BC050923|gb|BC063254
Cul9 cullin 9 A_52_P644210 0.713 gb|AK019026|gb|AK039107|gb|BC026469|riken|1810035I07
Zzef1 zinc finger, ZZ-type with EF hand domain 1 A_52_P644774 0.606 ref|NM_001045536|ens|ENSMUST00000069395|gb|AK082066|gb|BC037463

A_52_P644984 0.522 nap|NAP000003-005
Sec24a Sec24 related gene family, member A (S. cerevisiae) A_52_P6451 0.651 ref|NM_175255|ens|ENSMUST00000109094|ens|ENSMUST00000109097|gb|AK090341

D16Ertd472e DNA segment, Chr 16, ERATO Doi 472, expressed A_52_P646979 0.500 ref|NM_025967|ens|ENSMUST00000114218|ens|ENSMUST00000114219|ens|ENSMUST00000114220
Xrcc6bp1 XRCC6 binding protein 1 A_52_P649249 0.581 ref|NM_026858|ref|NM_001159559|ens|ENSMUST00000026504|gb|AK010471
Gm9174 cell division cycle 26 pseudogene A_52_P649285 0.681 ref|XM_001001520|ref|XM_985582|gb|AK008199|riken|2010012C09
Vps11 vacuolar protein sorting 11 (yeast) A_52_P649356 0.541 ref|NM_027889|ens|ENSMUST00000034644|gb|AK090030|gb|AK004695

C80913 expressed sequence C80913 A_52_P650108 0.506 ref|NM_011274|ens|ENSMUST00000085513|gb|AK165045|gb|BC038523
Strap serine/threonine kinase receptor associated protein A_52_P650379 0.747 ref|NM_011499|ens|ENSMUST00000064910|gb|AK147179|gb|AK154158

Slc39a13 solute carrier family 39 (metal ion transporter), member 13 A_52_P6505 0.590 ref|NM_026721|ens|ENSMUST00000111436|ens|ENSMUST00000073575|ens|ENSMUST00000111434
Dyrk1a dual-specificity tyrosine-(Y)-phosphorylation regulated kinase 1a A_52_P65097 0.508 ref|NM_007890|ref|NM_001113389|ens|ENSMUST00000119878|gb|BC034550

Hist1h2ai histone cluster 1, H2ai A_52_P651235 0.804 ref|NM_178182|ref|NM_175659|ref|NM_178184|ref|NM_178185
Thnsl1 threonine synthase-like 1 (bacterial) A_52_P65268 0.542 ref|NM_177588|ref|NM_001001297|ens|ENSMUST00000102951|ens|ENSMUST00000102952
Rpl21 ribosomal protein L21 A_52_P653937 0.899 ref|NM_019647|gb|AK018480|riken|8430440E03|nap|NAP093633-001

A_52_P654604 0.631 ens|ENSMUST00000099668|gb|AK003195|gb|AK136657|gb|BC038682
Eif3j eukaryotic translation initiation factor 3, subunit J A_52_P654965 0.539 ref|NM_144545|ref|XM_001471955|ref|XM_001479281|ens|ENSMUST00000057110
H13 histocompatibility 13 A_52_P655663 0.536 ref|NM_010376|ref|NM_001159551|gb|AK171790|gb|AK080966

Sfmbt2 Scm-like with four mbt domains 2 A_52_P655925 0.509 ref|NM_177386|ens|ENSMUST00000116594|ens|ENSMUST00000114868|ens|ENSMUST00000114867
Gm10270 predicted gene 10270 A_52_P657123 0.515 ref|XM_001474128|ref|XM_001475579|nap|NAP101526-1|nap|NAP112884-1

Tspyl1 testis-specific protein, Y-encoded-like 1 A_52_P658034 0.514 ref|NM_009433|ens|ENSMUST00000061372|gb|AK166805|gb|AK166893
9430008C03Rik RIKEN cDNA 9430008C03 gene A_52_P658465 0.572 ref|NR_015463|ref|NR_027887|gb|AK079109|gb|AK007971

Bptf bromodomain PHD finger transcription factor A_52_P659035 0.519 ref|NM_176850|ens|ENSMUST00000041145|ens|ENSMUST00000106763|ens|ENSMUST00000057892
Ppat phosphoribosyl pyrophosphate amidotransferase A_52_P659258 0.513 ref|NM_172146|ens|ENSMUST00000031158|gb|BC023841|gb|AK167057

Dock1 dedicator of cytokinesis 1 A_52_P660922 0.508 ref|NM_001033420|ens|ENSMUST00000084488|gb|AK078899|gb|BC058998
Snhg3 small nucleolar RNA host gene (non-protein coding) 3 A_52_P661071 1.000 ref|NR_003270|gb|AJ006837|gb|AK076188|gb|BC100513

A_52_P661972 0.562 ens|ENSMUST00000094214|gb|AK033807|gb|AK030308|gb|BC057100
Dnm1l dynamin 1-like A_52_P66333 0.545 ref|NM_152816|ref|NM_001025947|ens|ENSMUST00000047122|ens|ENSMUST00000115749
P4ha2 procollagen-proline, 2-oxoglutarate 4-dioxygenase (proline 4-hydroxylase), alpha II polypeptide A_52_P663413 0.637 ref|NM_011031|ref|NM_001136076|ens|ENSMUST00000019050|ens|ENSMUST00000093107

A_52_P664044 0.627 gb|CN524910|nap|NAP037697-1|tc|TC1646853
Abhd2 abhydrolase domain containing 2 A_52_P664506 0.560 ref|NM_018811|ens|ENSMUST00000037315|gb|AK153642|gb|AK139526
Cul1 cullin 1 A_52_P664699 0.588 ref|NM_012042|ens|ENSMUST00000031697|gb|AK164274|gb|BC004836
Hps5 Hermansky-Pudlak syndrome 5 homolog (human) A_52_P669145 0.625 ref|NM_001005247|ref|NM_001005248|ref|NM_001167864|ens|ENSMUST00000107653

Golga5 golgi autoantigen, golgin subfamily a, 5 A_52_P670037 0.537 ref|NM_013747|ens|ENSMUST00000021609|gb|AK138455|gb|AK168765
Ebag9 estrogen receptor-binding fragment-associated gene 9 A_52_P670874 0.608 ref|NM_019480|ens|ENSMUST00000022964|gb|AY009091|gb|AK004366
Snx27 sorting nexin family member 27 A_52_P672296 0.529 ref|NM_029721|ens|ENSMUST00000029783|gb|AK147452|gb|AK164500
Fbxl5 F-box and leucine-rich repeat protein 5 A_52_P673152 0.501 ref|NM_178729|ens|ENSMUST00000087465|ens|ENSMUST00000121736|gb|AK041497

Rsbn1l round spermatid basic protein 1-like A_52_P674165 0.591 ref|NM_001080977|ens|ENSMUST00000036489|gb|AK039994|gb|AK021171
Mocs2 molybdenum cofactor synthesis 2 A_52_P674309 0.546 ref|NM_013826|ref|NM_001113374|ref|NM_001113375|ens|ENSMUST00000015680
Thtpa thiamine triphosphatase A_52_P674357 0.649 ref|NM_153083|ens|ENSMUST00000050575|gb|AK178674|gb|AK211320

A_52_P675887 0.737 nap|NAP071783-1|nap|NAP057944-1|nap|NAP059332-1
Brd8 bromodomain containing 8 A_52_P676492 0.660 ref|NM_030147|ens|ENSMUST00000003876|ens|ENSMUST00000097626|ens|ENSMUST00000115766
Tgtp T-cell specific GTPase A_52_P676510 0.623 ref|NM_011579|ref|NM_001145164|ens|ENSMUST00000068063|ens|ENSMUST00000046745
Pkn1 protein kinase N1 A_52_P677272 0.551 ref|NM_177262|ens|ENSMUST00000005616|ens|ENSMUST00000109818|ens|ENSMUST00000109817

Rps21 ribosomal protein S21 A_52_P678800 0.577 gb|AK010610|riken|2410030A14|nap|NAP019256-001|tc|TC1596444
4930538K18Rik RIKEN cDNA 4930538K18 gene A_52_P679711 0.568 ref|NM_029198|ref|XM_001474866|ens|ENSMUST00000030394|gb|AK082225

Eif4a3 eukaryotic translation initiation factor 4A, isoform 3 A_52_P67995 0.551 ref|NM_138669|ens|ENSMUST00000106253|ens|ENSMUST00000026667|ens|ENSMUST00000106254
A_52_P680325 0.515 nap|NAP094232-001

Srpk2 serine/arginine-rich protein specific kinase 2 A_52_P680856 0.524 ref|NM_009274|ens|ENSMUST00000088392|gb|AB006036|gb|AK041426
Mccc2 methylcrotonoyl-Coenzyme A carboxylase 2 (beta) A_52_P683136 0.524 ref|NM_030026|ens|ENSMUST00000109383|ens|ENSMUST00000022148|ens|ENSMUST00000091326
Cdh11 cadherin 11 A_52_P683146 0.665 ref|NM_009866|ref|NR_028428|ref|NR_030708|ens|ENSMUST00000075190
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Wsb2 WD repeat and SOCS box-containing 2 A_52_P683572 0.554 ref|NM_021539|ens|ENSMUST00000031309|ens|ENSMUST00000111959|gb|AK157999
Atg4c autophagy-related 4C (yeast) A_52_P683728 0.840 ref|NM_175029|ref|NM_001145967|ref|XM_001471854|ens|ENSMUST00000030279

4930539J05Rik RIKEN cDNA 4930539J05 gene A_52_P684920 0.852 gb|AK053308|gb|AK050124|gb|AK052426|riken|C730018K14
Chd9 chromodomain helicase DNA binding protein 9 A_52_P70035 0.718 gb|AK020244|gb|AA874392|riken|9030205D12|nap|NAP075816-1
Pdia6 protein disulfide isomerase associated 6 A_52_P70810 0.551 ref|NM_027959|ens|ENSMUST00000057288|gb|AK166111|gb|AK168136

Slc25a26 solute carrier family 25 (mitochondrial carrier, phosphate carrier), member 26 A_52_P71544 0.741 ref|NM_026255|gb|BC049899|gb|BC019170|nap|NAP123724-1
Slc25a17 solute carrier family 25 (mitochondrial carrier, peroxisomal membrane protein), member 17 A_52_P72654 0.560 ref|NM_011399|ens|ENSMUST00000023040|gb|AK002388|gb|AK003672

Gm88 predicted gene 88 A_52_P734742 0.558 ref|NM_001111142|ref|XM_001478757|ens|ENSMUST00000095262|gb|AK134769
Eif1 eukaryotic translation initiation factor 1 A_52_P74044 0.549 ref|NM_011508|ref|NM_001100618|ref|XM_357154|ref|XM_917451

Rps21 ribosomal protein S21 A_52_P740562 0.556 ref|NM_025587|ens|ENSMUST00000059080|gb|BC023795|gb|AK010610
Fam117b family with sequence similarity 117, member B A_52_P742248 0.533 ref|NM_001037725|ens|ENSMUST00000036540|gb|AK154812|gb|AK078064

A_52_P74524 0.799 ens|ENSMUST00000070897|gb|AK038227|riken|A130088E03|nap|NAP124631-1
A_52_P74715 0.557 nap|NAP019282-001

Lyrm2 LYR motif containing 2 A_52_P75146 0.569 ref|NM_175364|ens|ENSMUST00000062802|gb|BC028533|gb|AK044791
A_52_P755474 0.724 ens|ENSMUST00000110766|gb|AK045015|riken|B130019G13|nap|NAP083006-1

Rcc2 regulator of chromosome condensation 2 A_52_P76034 0.548 ref|NM_173867|ens|ENSMUST00000038893|gb|AK076046|gb|BC020385
Gm5978 predicted gene 5978 A_52_P76196 0.607 ref|XM_902301|ref|XM_923508|ens|ENSMUST00000071458|nap|NAP000014-005

A_52_P762966 0.545 gb|AK035834|riken|9630009A21
A_52_P76629 0.640 gb|AK148746|riken|7120442D10|nap|NAP053276-1|tc|TC1670231

H3f3a H3 histone, family 3A A_52_P76734 0.522 ref|NM_008210|ref|NM_001081019|ref|XM_907873|ref|XM_001474670
1600014C10Rik RIKEN cDNA 1600014C10 gene A_52_P77093 0.625 ref|NM_028166|ref|NM_001085385|gb|AK146474|gb|AK032342

A_52_P771106 0.545 gb|AK052335|riken|D330030C01
Acsl4 acyl-CoA synthetase long-chain family member 4 A_52_P78203 0.513 ref|NM_207625|ref|NM_019477|ref|NM_001033600|ens|ENSMUST00000033634

1110032A03Rik RIKEN cDNA 1110032A03 gene A_52_P78730 0.545 ref|NM_023483|ens|ENSMUST00000042468|ens|ENSMUST00000042576|gb|CT010205
A_52_P788260 0.521 tc|TC1624657

Nckap1 NCK-associated protein 1 A_52_P7948 0.676 ref|NM_016965|ens|ENSMUST00000111760|ens|ENSMUST00000028386|ens|ENSMUST00000111759
Dpm2 dolichol-phosphate (beta-D) mannosyltransferase 2 A_52_P80444 0.507 ref|NM_010073|ens|ENSMUST00000028151|gb|AK002468|gb|AK004241

2810001G20Rik RIKEN cDNA 2810001G20 gene A_52_P81630 0.638 ref|XM_001474349|ref|XM_001476904|gb|AK012631|gb|AK007927
A_52_P819356 0.718 gb|AK041684|gb|AK163115|riken|A630029O19|riken|A730007E20

Lypla1 lysophospholipase 1 A_52_P8227 0.509 ref|NM_008866|ens|ENSMUST00000027036|gb|AK146874|gb|AK002674
B3galt1 UDP-Gal:betaGlcNAc beta 1,3-galactosyltransferase, polypeptide 1 A_52_P826021 0.546 ref|NM_020283|ens|ENSMUST00000112346|gb|AK018190|gb|AK139979

Xpa xeroderma pigmentosum, complementation group A A_52_P83233 0.572 ref|NM_011728|ens|ENSMUST00000107765|ens|ENSMUST00000058232|ens|ENSMUST00000030013
Dip2a DIP2 disco-interacting protein 2 homolog A (Drosophila) A_52_P8386 0.569 ref|NM_001081419|ref|XM_001472706|ens|ENSMUST00000036033|ens|ENSMUST00000105417
Taf7 TAF7 RNA polymerase II, TATA box binding protein (TBP)-associated factor A_52_P83959 0.564 ref|NM_175770|ens|ENSMUST00000066272|gb|AK029380|gb|BC029673

A_52_P843466 0.510 gb|AK041831|riken|A630040N16|nap|NAP081684-1|tc|TC1656714
Gadd45gip1 growth arrest and DNA-damage-inducible, gamma interacting protein 1 A_52_P85020 0.762 ref|NM_183358|gb|AK028227|riken|2810429D03|tc|TC1576749

Wipf2 WAS/WASL interacting protein family, member 2 A_52_P851971 0.624 ref|NM_197940|gb|AK087041|gb|BB532123|riken|E030022G12
Snx6 sorting nexin 6 A_52_P85875 0.521 ref|NM_026998|ref|XM_001479028|ens|ENSMUST00000005798|gb|AK011640

Mrpl45 mitochondrial ribosomal protein L45 A_52_P85983 0.590 ref|NM_025927|ens|ENSMUST00000019026|gb|AK011605|gb|AK004222
A_52_P860067 0.541 gb|AK078072|riken|6330436D20|nap|NAP088718-1|tc|TC1602408

Dirc2 disrupted in renal carcinoma 2 (human) A_52_P860515 0.620 gb|AK140295|gb|BX529627|riken|B230387D07
Krr1 KRR1, small subunit (SSU) processome component, homolog (yeast) A_52_P86917 0.544 ref|NM_178610|gb|AK078627|riken|7330409K10|nap|NAP001784-001

A_52_P875598 0.599 gb|AK047419|riken|B930059J09|nap|NAP083699-1|tc|TC1590414
Stx8 syntaxin 8 A_52_P876257 0.628 gb|AK086903|riken|E030010D18|nap|NAP124973-1

A_52_P883920 0.886 gb|AK043458|riken|A730097D08|nap|NAP082551-1|tc|TC1616648
Senp7 SUMO1/sentrin specific peptidase 7 A_52_P88722 0.512 ref|NM_025483|ref|NM_001003971|ens|ENSMUST00000089362|ens|ENSMUST00000089360
Vps37a vacuolar protein sorting 37A (yeast) A_52_P88808 0.530 ref|NM_033560|ref|XM_001473199|ens|ENSMUST00000098817|gb|AK016385
Dusp18 dual specificity phosphatase 18 A_52_P89064 0.501 ref|NM_173745|ens|ENSMUST00000055931|gb|AK030077|gb|AK052827
Cdr2l cerebellar degeneration-related protein 2-like A_52_P891775 0.519 ref|NM_001080929|ens|ENSMUST00000053288|gb|AK051090|riken|D030068L24
Prdx2 peroxiredoxin 2 A_52_P893440 0.530 ref|NM_011563|ens|ENSMUST00000005292|ens|ENSMUST00000109734|ens|ENSMUST00000109733
Lemd3 LEM domain containing 3 A_52_P89756 0.550 ref|NM_001081193|ref|XM_001472487|ens|ENSMUST00000053671|ens|ENSMUST00000105260

A_52_P91054 0.599 nap|NAP068771-1
A830091E24 hypothetical A830091E24 A_52_P915402 0.503 gb|AK044111|riken|A830091E24|tc|TC1591040

6330509M05Rik RIKEN cDNA 6330509M05 gene A_52_P923110 0.533 gb|AK031957|riken|6330509M05
A_52_P923420 0.612 gb|AK046981|riken|B930009B17

Klhdc5 kelch domain containing 5 A_52_P93066 0.552 ref|NM_001081237|ens|ENSMUST00000036003|gb|AK129335|gb|BC011326
A_52_P932813 0.557 gb|AK140658|riken|B930073D03|riken|D930019G21|tc|TC1713239
A_52_P932984 0.507
A_52_P941407 0.505 gb|AV094648

Wdr82 WD repeat domain containing 82 A_52_P96151 0.515 ref|NM_029896|ens|ENSMUST00000020490|gb|AK037620|gb|BC019115
5430440L12Rik RIKEN cDNA 5430440L12 gene A_52_P962404 0.566 gb|AK017417|riken|5430440L12|tc|TC1601489

Scoc short coiled-coil protein A_52_P96587 0.587 ref|NM_019708|ref|NM_001039137|ref|XM_001473935|ens|ENSMUST00000081506
Pgp phosphoglycolate phosphatase A_52_P96772 0.535 gb|AK012010|gb|AK217342|gb|AK013578|riken|2900022O04

Depdc5 DEP domain containing 5 A_52_P979858 0.660 ref|NM_001025426|ref|NM_001170567|gb|AK039001|riken|A230083P18
A_52_P997449 0.558
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Supplementary Table 2
Gene lists used for the tissue specific functional analysis (shown in Table 5) at 6 and 15 months. These lists were obtained by the following steps:
1) we computed the standard correlation of gene normalized expression values, in the Log2 scale, with each gene in the set {core}6-15m (see
Fig. 1), across the samples corresponding to each tissue and age, and selected genes with a correlation >0.80 in absolute value; 2) we compiled
the lists of differentially expressed genes, for each tissue and age, by the SAM algorithm, with a q-value threshold of 0.05; 3) we eventually

selected for functional analysis the intersection, for each tissue and age, of the sets obtained in steps (1) and (2)

snoisseccA eborp tneligAlobmyS
085951100_MN|fer|975951100_MN|fer|775951100_MN|fer|727010_MN|fer360001P_15_A1xnL

211641KA|bg|086441KA|bg|56510000000TSUMSNE|sne|463010_MN|fer747401P_15_A4h2ftG
554770KA|bg|973500KA|bg|20404000000TSUMSNE|sne|236920_MN|fer023501P_15_A11r1ppP
833241KA|bg|594280KA|bg|12133000000TSUMSNE|sne|750351_MN|fer025501P_15_A1omoN
881071KA|bg|247980KA|bg|90423000000TSUMSNE|sne|629331_MN|fer952601P_15_A1kmaC
247980KA|bg|173802KA|bg|90423000000TSUMSNE|sne|629331_MN|fer362601P_15_A1kmaC
047130CB|bg|605440KA|bg|48792000000TSUMSNE|sne|434271_MN|fer195601P_15_A4crnT

840198_MX|fer|938774100_MX|fer|229574100_MX|fer|393571_MN|fer930701P_15_AkiR10G5550394
176051KA|bg|496210KA|bg|172782FA|bg|198220_MN|fer091801P_15_A32lpR

833340CB|bg|28720K|bg|88942000000TSUMSNE|sne|877900_MN|fer103011P_15_A3C
936340KA|bg|078161KA|bg|15430000000TSUMSNE|sne|216271_MN|fer461111P_15_A1dnR

41430K|bg|79040X|bg|26904000000TSUMSNE|sne|080330_MN|fer259111P_15_A91tduN
316400KA|bg|99939X|bg|54597000000TSUMSNE|sne|081900_MN|fer726211P_15_A2canlag6tS

295412KA|bg|206222BA|bg|24652000000TSUMSNE|sne|921431_MN|fer487311P_15_A91fprP
29451100000TSUMSNE|sne|19451100000TSUMSNE|sne|24406000000TSUMSNE|sne|660541_MN|fer608311P_15_A58rpG

075521FA|bg|785242JA|bg|23243000000TSUMSNE|sne|233110_MN|fer264411P_15_A71lcC
331061KA|bg|07360100000TSUMSNE|sne|17112000000TSUMSNE|sne|568820_MN|fer195411P_15_AkiR30A5000111

82137000000TSUMSNE|sne|67361100000TSUMSNE|sne|833161100_MN|fer|084420_MN|fer889511P_15_Al5pb3hS
538670KA|bg|179050CB|bg|609260CB|bg|744271_MN|fer106611P_15_AkiR22E120033A

064609_MX|fer|866653_MX|fer|324219_MX|fer|426700_MN|fer261711P_15_A3xbC
508710KA|bg|532440KA|bg|26373000000TSUMSNE|sne|034180100_MN|fer130911P_15_A03aaN

03904U|bg|18951000000TSUMSNE|sne|47720100000TSUMSNE|sne|810110_MN|fer770911P_15_A1mtsqS
777300CB|bg|326730CB|bg|52462000000TSUMSNE|sne|911110_MN|fer329911P_15_A4g2aP

414022KA|bg|84946000000TSUMSNE|sne|04041100000TSUMSNE|sne|966461100_MN|fer431121P_15_A6chanD
51486000000TSUMSNE|sne|92282000000TSUMSNE|sne|63867000000TSUMSNE|sne|357510_MN|fer602121P_15_A2beZ

968500KA|bg|03990100000TSUMSNE|sne|75207000000TSUMSNE|sne|192920_MN|fer822121P_15_A2ccsA
12280100000TSUMSNE|sne|715361100_MN|fer|615361100_MN|fer|384120_MN|fer662121P_15_Al5xeP

954051KA|bg|809300KA|bg|58523000000TSUMSNE|sne|093520_MN|fer711521P_15_A4poP
428880KA|bg|37493U|bg|61410000000TSUMSNE|sne|412800_MN|fer863521P_15_AsraH
495940CB|bg|64776Z|bg|47790000000TSUMSNE|sne|473710_MN|fer535521P_15_Abc2ppP

215653PN|ct|30J2200122|nekir|077800KA|bg569521P_15_A
533430KA|bg|42000100000TSUMSNE|sne|991010_MN|fer|460381_MN|fer733621P_15_A21fgF

265301CB|bg|065301CB|bg|74754000000TSUMSNE|sne|325900_MN|fer574031P_15_A4tnW
4091871CT|ct|23690Y|bg831331P_15_Aa02fiK

147600FA|bg|034651KA|bg|21458000000TSUMSNE|sne|827700_MN|fer715531P_15_AhcoC
07232000000TSUMSNE|sne|00581100000TSUMSNE|sne|86471100000TSUMSNE|sne|518820_MN|fer259831P_15_A79peC
79051100000TSUMSNE|sne|39287000000TSUMSNE|sne|28765000000TSUMSNE|sne|820771_MN|fer835931P_15_AkiR20I7340335

016710KA|bg|861150CB|bg|929812KA|bg|493920_MN|fer064041P_15_A42xnS
30621100000TSUMSNE|sne|60621100000TSUMSNE|sne|02453000000TSUMSNE|sne|120991_MN|fer085141P_15_A01ppD

238050KA|bg|587051CB|bg|98885000000TSUMSNE|sne|219871_MN|fer643241P_15_AmcnaF
737051CB|bg|98221M|bg|52691000000TSUMSNE|sne|963771_MN|fer692341P_15_A8hyM

93887000000TSUMSNE|sne|04867000000TSUMSNE|sne|901010_MN|fer|456702_MN|fer913441P_15_A5anfE
54478000000TSUMSNE|sne|64288000000TSUMSNE|sne|944900_MN|fer|644900_MN|fer204541P_15_Aa3abuT

67327000000TSUMSNE|sne|226461100_MN|fer|126461100_MN|fer|210020_MN|fer335541P_15_A41fnR
672451KA|bg|685961KA|bg|51130000000TSUMSNE|sne|578900_MN|fer621641P_15_Ab1nkdC

1-756011PAN|pan|61P111038F|nekir|545520CB|bg|399651KA|bg107641P_15_AlhdsN
080440KA|bg|827511CB|bg|30214000000TSUMSNE|sne|376071_MN|fer667741P_15_A9enpC
426200KA|bg|392351KA|bg|72802000000TSUMSNE|sne|887920_MN|fer494841P_15_A1tfnR

59323U|bg|17191100000TSUMSNE|sne|10724000000TSUMSNE|sne|357010_MN|fer568841P_15_A4dxM
182184100_MX|bg|561920CB|bg|274374100_MX|fer|522381_MN|fer875251P_15_A42psU

174800KA|bg|676910KA|bg|68746000000TSUMSNE|sne|133820_RN|fer471551P_15_A276pfZ
223010TC|bg|881461KA|bg|41514000000TSUMSNE|sne|177010_MN|fer843651P_15_A3rtaM

191140KA|bg|36284000000TSUMSNE|sne|72009000000TSUMSNE|sne|634400100_MN|fer526061P_15_AlapaW
58034U|bg|720830KA|bg|62820100000TSUMSNE|sne|233800_MN|fer120161P_15_A2tifI

248840CB|bg|284921KA|bg|07014000000TSUMSNE|sne|214180100_MN|fer734261P_15_ArcB
95798000000TSUMSNE|sne|72251100000TSUMSNE|sne|386221100_MN|fer|771571_MN|fer601361P_15_A1hdB
37417000000TSUMSNE|sne|08449000000TSUMSNE|sne|778374100_MX|fer|427820_MN|fer881361P_15_A2niR

07002100000TSUMSNE|sne|02496000000TSUMSNE|sne|27981100000TSUMSNE|sne|374771_MN|fer280561P_15_Ac191memT
124200KA|bg|156940BA|bg|42013000000TSUMSNE|sne|697520_MN|fer033561P_15_A33lprM

15460000000TSUMSNE|sne|194289_MX|fer|488300100_MX|fer|949080100_MN|fer523661P_15_A5ctT
47760100000TSUMSNE|sne|144361100_MN|fer|044361100_MN|fer|916800_MN|fer594961P_15_A01voM

295512KA|bg|54612000000TSUMSNE|sne|652561100_MN|fer|642030_MN|fer146071P_15_A4facD
100-355121PAN|pan|168120BA|bg708071P_15_A6k3paM

014300KA|bg|939541KA|bg|27982000000TSUMSNE|sne|939871_MN|fer169371P_15_A1grdP
783245FA|bg|917640KA|bg|58198000000TSUMSNE|sne|370641_MN|fer180471P_15_A41chhdZ

756130KA|bg|037503FA|bg|68369000000TSUMSNE|sne|732461100_MN|fer468471P_15_A14fnR
484110KA|bg|720150KA|bg|16943000000TSUMSNE|sne|889800_MN|fer129971P_15_A3ccdgI

121610CB|bg|78613000000TSUMSNE|sne|03351100000TSUMSNE|sne|139331_MN|fer251181P_15_Aa1toP
66371100000TSUMSNE|sne|69202100000TSUMSNE|sne|89033000000TSUMSNE|sne|737900_MN|fer844181P_15_A2tacB

55497S|bg|845541KA|bg|36352000000TSUMSNE|sne|514010_MN|fer565181P_15_AfgebH
100-230320PAN|pan|57825X|bg|478731CB|bg|278731CB|bg647381P_15_A2xrrP

26920100000TSUMSNE|sne|16920100000TSUMSNE|sne|650631100_MN|fer|376610_MN|fer481481P_15_ArftnC

BF 6m
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391950CB|bg|08702U|bg|25128000000TSUMSNE|sne|557371_MN|fer375481P_15_Ao2ebU
518012KA|bg|720602KA|bg|89533000000TSUMSNE|sne|989910_MN|fer147681P_15_Alrgb3hS

1-661911PAN|pan|70M9340394|nekir|467670KA|bg|582574100_MX|fer897681P_15_A1882mG
38947000000TSUMSNE|sne|88756000000TSUMSNE|sne|13800100000TSUMSNE|sne|016010_MN|fer253781P_15_A1amncK

369141KA|bg|855513FA|bg|20165000000TSUMSNE|sne|471130_MN|fer349981P_15_AmacsD
561090KA|bg|912810CB|bg|38722000000TSUMSNE|sne|627080_MN|fer909191P_15_A2meR

79048000000TSUMSNE|sne|29550100000TSUMSNE|sne|19550100000TSUMSNE|sne|833520_MN|fer055291P_15_A1piakruA
34521100000TSUMSNE|sne|28363000000TSUMSNE|sne|685930100_MN|fer|648471_MN|fer400491P_15_AktcylG

946150KA|bg|26785000000TSUMSNE|sne|52679000000TSUMSNE|sne|626310_MN|fer070491P_15_AmaP
757080KA|bg|454410KA|bg|67098D|bg|796310_MN|fer941491P_15_ArtT

847730KA|bg|435050KA|bg|74143000000TSUMSNE|sne|006541_MN|fer526591P_15_A033pfZ
351541KA|bg|19634U|bg|21651000000TSUMSNE|sne|929010_MN|fer578591P_15_A4hctoN

012171KA|bg|212071KA|bg|803980KA|bg|441371KA|bg547791P_15_A1hsS
1-220620PAN|pan|1-965301PAN|pan534991P_15_A

674010CB|bg|438910CB|bg|583580100_MN|fer|661820_MN|fer255991P_15_AkiR01C4100061
719732JA|bg|188880KA|bg|81796000000TSUMSNE|sne|639110_MN|fer998991P_15_AotF
404930KA|bg|805422FA|bg|67732000000TSUMSNE|sne|035120_MN|fer479991P_15_A8a4clS

57400100000TSUMSNE|sne|394261100_MN|fer|294261100_MN|fer|076831_MN|fer925002P_15_AtspM
21097000000TSUMSNE|sne|23010100000TSUMSNE|sne|13010100000TSUMSNE|sne|029720_MN|fer685002P_15_A8hcraM

17629000000TSUMSNE|sne|684110_MN|fer|066312_MN|fer|956312_MN|fer084102P_15_A3tatS
29290100000TSUMSNE|sne|52707000000TSUMSNE|sne|53707000000TSUMSNE|sne|370800_MN|fer480202P_15_A2grbaG

165511CB|bg|065511CB|bg|678010KA|bg|969080100_MN|fer646402P_15_Al1ghT
762400100_MX|fer|326084100_MX|fer|382400100_MX|fer|321330100_MN|fer948602P_15_A88241mG

5189751CT|ct|10B820036C|nekir|502380KA|bg|13222100000TSUMSNE|sne658602P_15_A
976589_MX|fer|057489_MX|fer|445574100_MX|fer|260991_MN|fer454702P_15_A187pfZ

106080KA|bg|713350KA|bg|38184000000TSUMSNE|sne|553120_MN|fer226702P_15_AdomF
279640CB|bg|527400KA|bg|300641KA|bg|271620_MN|fer555802P_15_A1rceD

327680KA|bg|384830KA|bg|80474000000TSUMSNE|sne|266871_MN|fer796902P_15_AyactA
415451FE|bg|143621QD|bg|83400X|bg|19230100000TSUMSNE|sne013012P_15_A

680351KA|bg|227310KA|bg|28022000000TSUMSNE|sne|801350_MN|fer593012P_15_AxrlG
443090KA|bg|965050YA|bg|58125000000TSUMSNE|sne|544080_MN|fer433112P_15_A6tlag3B

922980KA|bg|05903000000TSUMSNE|sne|68550100000TSUMSNE|sne|274420_MN|fer884112P_15_A1dptlG
100-234210PAN|pan|772110CB|bg|81852000000TSUMSNE|sne|594541_MN|fer567112P_15_A1niR

578661KA|bg|018770KA|bg|31626000000TSUMSNE|sne|447371_MN|fer074412P_15_AkiR30F9100162
771641KA|bg|66940L|bg|08679000000TSUMSNE|sne|070181_MN|fer694512P_15_A81baR

68225000000TSUMSNE|sne|675274100_MX|fer|493274100_MX|fer|922702_MN|fer726512P_15_A9calP
705730KA|bg|939840CB|bg|44345000000TSUMSNE|sne|313571_MN|fer207612P_15_AkiR51J220031A
781300KA|bg|851410KA|bg|06114000000TSUMSNE|sne|772520_MN|fer740712P_15_A01gnG

100-982110PAN|pan|685520CB|bg|252641_MN|fer561812P_15_A31d1cbT
087051KA|bg|711820KA|bg|73481000000TSUMSNE|sne|270110_MN|fer399022P_15_A1nfP

396210BA|bg|69441100000TSUMSNE|sne|83848000000TSUMSNE|sne|185010_MN|fer410122P_15_A74dC
06570100000TSUMSNE|sne|45089000000TSUMSNE|sne|98820100000TSUMSNE|sne|183271_MN|fer688122P_15_A081413IA

116010KA|bg|48372000000TSUMSNE|sne|488674100_MX|fer|591620_MN|fer634222P_15_AcitA
015274100_MX|fer|756274100_MX|fer|294274100_MX|fer|113520_MN|fer354222P_15_Ae944dtrE41D

40K840036C|nekir|975750CB|bg|302461KA|bg|832740KA|bg546622P_15_A2gncaC
654640CB|bg|073040KA|bg|32504000000TSUMSNE|sne|346571_MN|fer222722P_15_A2stmadA

806970CB|bg|731860CB|bg|834361KA|bg|748740KA|bg443922P_15_A1hpxN
95045000000TSUMSNE|sne|17627000000TSUMSNE|sne|482771_MN|fer|252020_MN|fer745922P_15_A1nxrN

862330KA|bg|205440KA|bg|31423000000TSUMSNE|sne|052920_MN|fer995922P_15_A1kntE
521251KA|bg|918820CB|bg|939273QD|bg|434720_MN|fer336922P_15_Ab1drpR

984931KA|bg|537710KA|bg|87109000000TSUMSNE|sne|551330100_MN|fer762332P_15_A41bjanD
604550BA|bg|01139000000TSUMSNE|sne|67812100000TSUMSNE|sne|915720_MN|fer403332P_15_AkiR51I6040336

266980KA|bg|585731KA|bg|55606000000TSUMSNE|sne|927271_MN|fer311432P_15_A1doN
254441KA|bg|384061KA|bg|05982000000TSUMSNE|sne|535541_MN|fer352432P_15_A2pbcdS
966870KA|bg|194900KA|bg|27289000000TSUMSNE|sne|202820_MN|fer931532P_15_A5dbtbK
301050CB|bg|185141KA|bg|02552000000TSUMSNE|sne|353102_MN|fer429732P_15_A7a6clS
708930CB|bg|263710KA|bg|09230000000TSUMSNE|sne|014920_MN|fer682932P_15_A21l2lcB

2172851CT|ct|1-347901PAN|pan|79416X|bg101142P_15_A
459543FA|bg|359543FA|bg|259543FA|bg|159543FA|bg436242P_15_A61psuD

880911CB|bg|292130BA|bg|68433000000TSUMSNE|sne|557910_MN|fer235342P_15_A2plP
464040CB|bg|23618X|bg|12401000000TSUMSNE|sne|400200100_MN|fer345442P_15_AkiR11B7050162

197280KA|bg|226230KA|bg|437374100_MX|fer|638541_MN|fer775442P_15_AkiR81G7250346
00611100000TSUMSNE|sne|30611100000TSUMSNE|sne|515861100_MN|fer|978320_MN|fer379442P_15_A1pirgpR

741260CB|bg|782010CB|bg|94183000000TSUMSNE|sne|364710_MN|fer174642P_15_A2xbP
393541CB|bg|049831KA|bg|09720000000TSUMSNE|sne|565320_MN|fer507842P_15_Al1esC

910570BA|bg|05016000000TSUMSNE|sne|89499000000TSUMSNE|sne|934620_MN|fer687842P_15_A08cdcC
112050KA|bg|083820KA|bg|33751Y|bg|674010_MN|fer439052P_15_A7b71dsH

353631KA|bg|11558U|bg|919674100_MX|fer|407800_MN|fer409352P_15_A1emN
554331KA|bg|731901FA|bg|83882000000TSUMSNE|sne|032800_MN|fer656452P_15_AcdH

00650100000TSUMSNE|sne|99550100000TSUMSNE|sne|18076000000TSUMSNE|sne|166700_MN|fer633552P_15_Ab11kdC
148080KA|bg|551551KA|bg|38706000000TSUMSNE|sne|202641_MN|fer422652P_15_A867pfZ

422221KA|bg|54578000000TSUMSNE|sne|19013000000TSUMSNE|sne|232180100_MN|fer413752P_15_Ae975dtrE5D
1-530750PAN|pan046752P_15_A

230141CB|bg|871541CB|bg|40230100000TSUMSNE|sne|760110_MN|fer394852P_15_A3reP
901631KA|bg|781900KA|bg|515974100_MX|fer|190720_MN|fer032952P_15_A53puN

529151KA|bg|467190CB|bg|21751000000TSUMSNE|sne|905800_MN|fer692952P_15_AlpL
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29981U|bg890062P_15_AhdcG
66893000000TSUMSNE|sne|27159000000TSUMSNE|sne|149820_MN|fer|262361100_MN|fer596062P_15_AkiR30C7043394

319820KA|bg|90499000000TSUMSNE|sne|825361100_MN|fer|725361100_MN|fer704362P_15_A1lpirptI
75241100000TSUMSNE|sne|85241100000TSUMSNE|sne|62967000000TSUMSNE|sne|629900_MN|fer666462P_15_A2a11loC

0055361CT|ct|100-524520PAN|pan|70N890032A|nekir|421930KA|bg586462P_15_AnrhW
150230KA|bg|038302KA|bg|13192000000TSUMSNE|sne|687441_MN|fer213562P_15_A7tgG

35640X|bg|63630J|bg|84232000000TSUMSNE|sne|837010_MN|fer594562P_15_Aa6yL
20340L|bg|28692000000TSUMSNE|sne|48091100000TSUMSNE|sne|196310_MN|fer350762P_15_A3sbhT

605720CB|bg|512800KA|bg|21947000000TSUMSNE|sne|365520_MN|fer805762P_15_AkiR50O2100102
31860100000TSUMSNE|sne|55010000000TSUMSNE|sne|01860100000TSUMSNE|sne|494010_MN|fer457762P_15_A2macI

43622000000TSUMSNE|sne|934084100_MX|fer|241274100_MX|fer|167900_MN|fer654962P_15_Al3pinB
148480KA|bg|79911Z|bg|64558000000TSUMSNE|sne|934010_MN|fer455962P_15_A1bgmH

933500KA|bg|787712KA|bg|87472000000TSUMSNE|sne|791420_MN|fer321272P_15_A01afudN
75621100000TSUMSNE|sne|85621100000TSUMSNE|sne|716240100_MN|fer|160210_MN|fer626372P_15_AspdaC

033940FA|bg|95013000000TSUMSNE|sne|017720_RN|fer|409800_MN|fer830972P_15_Aa1cgrapP
372940CB|bg|456910CB|bg|23218000000TSUMSNE|sne|582271_MN|fer361972P_15_A2gclP
793151KA|bg|223141FA|bg|85000000000TSUMSNE|sne|009610_MN|fer255972P_15_A2vaC
848320CB|bg|548331KA|bg|72378000000TSUMSNE|sne|329541_MN|fer217972P_15_A1lleR
371541CB|bg|353910KA|bg|99986000000TSUMSNE|sne|011030_MN|fer815282P_15_A2ahfE
660274100_MX|fer|413274100_MX|fer|223209_MX|fer|608311100_MN|fer292382P_15_A01441mG

167450CB|bg|483300KA|bg|86885000000TSUMSNE|sne|937620_MN|fer244482P_15_AkiR50C7700359
85086U|bg|390910KA|bg|98382000000TSUMSNE|sne|653110_MN|fer847682P_15_AbzrF

70660100000TSUMSNE|sne|99823000000TSUMSNE|sne|80660100000TSUMSNE|sne|277910_MN|fer030782P_15_AkiR01F4000111
45149000000TSUMSNE|sne|440111100_MN|fer|340111100_MN|fer|528900_MN|fer960782P_15_A1hnipreS

158051KA|bg|154230KA|bg|087151KA|bg|76386000000TSUMSNE|sne605982P_15_Al3siD
81D501032B|nekir|643731KA|bg|330041KA|bg|97199000000TSUMSNE|sne253092P_15_A

1-654901PAN|pan|61159U|bg883192P_15_A1b1hafaP
181200CB|bg|106900KA|bg|91702000000TSUMSNE|sne|012420_MN|fer918192P_15_AkiR90P3300132
736500CB|bg|784010KA|bg|64070000000TSUMSNE|sne|630820_MN|fer863292P_15_A6ocmT

915240CB|bg|351461KA|bg|29773D|bg|603900_MN|fer378892P_15_A1tyS
00005000000TSUMSNE|sne|85477000000TSUMSNE|sne|965311100_MN|fer|592900_MN|fer717003P_15_A1pbxtS

12802000000TSUMSNE|sne|30596000000TSUMSNE|sne|03080100000TSUMSNE|sne|657910_MN|fer650203P_15_A1dbuT
58961U|bg|919411CB|bg|26252000000TSUMSNE|sne|815800_MN|fer853203P_15_AbtL

10I2150336|nekir|069130KA|bg944403P_15_A
682931CB|bg|74840J|bg|80154000000TSUMSNE|sne|770330_MN|fer678403P_15_A1saP1D

0323951CT|ct|100-082010PAN|pan|90H2000013|nekir|619310KA|bg512603P_15_AkiR90H2000013
797210KA|bg|742800KA|bg|74661000000TSUMSNE|sne|256520_MN|fer446703P_15_Aa3ftG

146102_MN|fer|246102_MN|fer|970541_MN|fer|014102_MN|fer263803P_15_Ab6a1tgU
01M913031E|nekir|655780KA|bg744803P_15_A1eaS

803340CB|bg|776490CB|bg|21156000000TSUMSNE|sne|931420100_MN|fer830113P_15_A51stmadA
716651KA|bg|70741100000TSUMSNE|sne|92263000000TSUMSNE|sne|592620_MN|fer764313P_15_A1pdtC

77302100000TSUMSNE|sne|25263000000TSUMSNE|sne|201111100_MN|fer|093910_MN|fer165313P_15_AanmL
0692161CT|ct|70K6210339|nekir|949330KA|bg887413P_15_A

685010CB|bg|066222JA|bg|74192000000TSUMSNE|sne|119010_MN|fer646513P_15_A1sfN
9286261CT|ct|71F0350346|nekir|432870KA|bg135223P_15_A

90G4342394|nekir|745610KA|bg019223P_15_A1poP
17598D|bg|508541KA|bg|487941KA|bg|125110_MN|fer842323P_15_A4cdS

074001CB|bg|922600KA|bg|72970100000TSUMSNE|sne|961820_MN|fer135323P_15_A1e17maF
728980KA|bg|04834000000TSUMSNE|sne|72209000000TSUMSNE|sne|606271_MN|fer270423P_15_A6hcraM

762400100_MX|fer|382400100_MX|fer|326084100_MX|fer|321330100_MN|fer867423P_15_A88241mG
30F200036C|nekir|585261KA|bg|828940KA|bg|385771_MN|fer421523P_15_Ab1hpA

71O920036C|nekir|80P503034B|nekir|120120KA|bg|561461KA|bg156523P_15_A74dC
51296000000TSUMSNE|sne|32418000000TSUMSNE|sne|384161100_MN|fer|420991_MN|fer822233P_15_A4loN

04903000000TSUMSNE|sne|710061100_MN|fer|610061100_MN|fer|241800_MN|fer180533P_15_A1bnG
312612KA|bg|398581KA|bg|94933000000TSUMSNE|sne|347810_MN|fer017533P_15_A6tapgA

92890100000TSUMSNE|sne|32920100000TSUMSNE|sne|66702000000TSUMSNE|sne|636900_MN|fer077633P_15_A1pbeA
92480100000TSUMSNE|sne|869398_MX|fer|405319_MX|fer|331320_MN|fer092733P_15_A91spR

781120KA|bg|95578000000TSUMSNE|sne|97320000000TSUMSNE|sne|124910_MN|fer015733P_15_A023dC
824520CB|bg|183720CB|bg|06305000000TSUMSNE|sne|175720_MN|fer878833P_15_A21yr2P

35502U|bg|78273000000TSUMSNE|sne|426161100_MN|fer|678900_MN|fer045933P_15_Ac1nkdC
659602KA|bg|249771KA|bg|69811000000TSUMSNE|sne|814320_MN|fer966243P_15_A1magP
614661KA|bg|861661KA|bg|00151000000TSUMSNE|sne|707271_MN|fer617243P_15_Abc1ppP

642231CB|bg|64321100000TSUMSNE|sne|65424000000TSUMSNE|sne|382020_MN|fer619243P_15_A1tlag3B
85591L|bg|540431KA|bg|45133000000TSUMSNE|sne|121110_MN|fer665443P_15_A1klP

804900KA|bg|554820KA|bg|42225000000TSUMSNE|sne|942571_MN|fer370543P_15_A1lpasP
866301CB|bg|54151100000TSUMSNE|sne|91765000000TSUMSNE|sne|862491_MN|fer472543P_15_A2tucenO

299060CB|bg|834470BA|bg|23983000000TSUMSNE|sne|647541_MN|fer260153P_15_A4fdO
298330KA|bg|31284000000TSUMSNE|sne|65646000000TSUMSNE|sne|976871_MN|fer612253P_15_A563pfZ

755001CB|bg|465953FA|bg|153161KA|bg|221350_MN|fer262063P_15_Al2pmmI
01M210032C|nekir|607630KA|bg|731280KA|bg|297620_MN|fer682163P_15_A5tapgA

657041KA|bg|707431KA|bg|68862000000TSUMSNE|sne|174271_MN|fer052463P_15_A5hitI
71M170034A|nekir|670080KA|bg|097831KA|bg|102381_MN|fer496463P_15_A5nflS

268711CB|bg|368711CB|bg|55940100000TSUMSNE|sne|371381_MN|fer958563P_15_A34drknA
921210FA|bg|298780CB|bg|55082000000TSUMSNE|sne|760010_MN|fer259563P_15_A1tmdrT

41363L|bg|41701100000TSUMSNE|sne|51595000000TSUMSNE|sne|211800_MN|fer098663P_15_A2idG
61K020034E|nekir|574500CB|bg|534804FA|bg|675880KA|bg139663P_15_A1crP
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599230CB|bg|10583U|bg|49647000000TSUMSNE|sne|503010_MN|fer438763P_15_A1ianG
377911CB|bg|497410KA|bg|35322000000TSUMSNE|sne|401920_MN|fer624963P_15_A71dnymZ

78602000000TSUMSNE|sne|83612100000TSUMSNE|sne|450131100_MN|fer|719310_MN|fer091173P_15_A1gttP
218460CB|bg|242700KA|bg|004429_MX|fer|004489_MX|fer598273P_15_A334pfZ

99323000000TSUMSNE|sne|90711100000TSUMSNE|sne|01711100000TSUMSNE|sne|482120_MN|fer732773P_15_AsarK
521350KA|bg|378300CB|bg|90268000000TSUMSNE|sne|288110_MN|fer067773P_15_AlesanR

57159M|bg|418570KA|bg|51042000000TSUMSNE|sne|091800_MN|fer012873P_15_Aa2acuG
100-499590PAN|pan|41M740031D|nekir|124150KA|bg078873P_15_AkiR22O9000021

092390BA|bg|981410KA|bg|63435000000TSUMSNE|sne|600771_MN|fer255973P_15_AkiR02P7400113
254231CB|bg|865479YA|bg|71702000000TSUMSNE|sne|084700_MN|fer108183P_15_A5frA

84736X|bg|203761KA|bg|04192000000TSUMSNE|sne|171110_MN|fer251283P_15_ArcorP
361160CB|bg|86174000000TSUMSNE|sne|847361100_MN|fer|408800_MN|fer491383P_15_Aa9edP

38031100000TSUMSNE|sne|78031100000TSUMSNE|sne|92185000000TSUMSNE|sne|827181_MN|fer425383P_15_A3trA
259604FA|bg|098050CB|bg|332361100_MN|fer|180350_MN|fer008383P_15_AgcnaF

33490100000TSUMSNE|sne|21081000000TSUMSNE|sne|32171100000TSUMSNE|sne|137310_MN|fer032483P_15_A2kgS
770280FA|bg|896541CB|bg|04033000000TSUMSNE|sne|530110_MN|fer450583P_15_A1kaP
641661KA|bg|143820KA|bg|30117000000TSUMSNE|sne|040431_MN|fer022783P_15_A1xdD

01G0100369|nekir|548530KA|bg557093P_15_AkiR01G0100369
669951KA|bg|11096000000TSUMSNE|sne|137161100_MN|fer|744700_MN|fer951193P_15_AgnA

05970U|bg|240152FA|bg|53451000000TSUMSNE|sne|372010_MN|fer672193P_15_A1idG
587761KA|bg|60591000000TSUMSNE|sne|574174100_MX|fer|175700100_MN|fer866193P_15_Ae837dtrE8D

135104FA|bg|35490100000TSUMSNE|sne|24343000000TSUMSNE|sne|592920_MN|fer517493P_15_AflkC
6445751CT|ct|100-476490PAN|pan|413691FA|bg624793P_15_Ab8mmiT

79859000000TSUMSNE|sne|86530000000TSUMSNE|sne|47341100000TSUMSNE|sne|359900_MN|fer356993P_15_A2rhrC
73202100000TSUMSNE|sne|17991100000TSUMSNE|sne|801030_MN|fer|579820_MN|fer725004P_15_A33memT

616341KA|bg|966441KA|bg|11920000000TSUMSNE|sne|332800_MN|fer377004P_15_A2prfgdH
38323000000TSUMSNE|sne|20711100000TSUMSNE|sne|10711100000TSUMSNE|sne|656010_MN|fer956104P_15_AnpsS

453701CB|bg|553701CB|bg|19327000000TSUMSNE|sne|856571_MN|fer377504P_15_Aaa2h1tsiH
733120CB|bg|437441KA|bg|75303000000TSUMSNE|sne|553820_MN|fer606704P_15_A84memT

760824JA|bg|864061KA|bg|792340KA|bg|06904000000TSUMSNE|sne420214P_15_Aa02a6clS
37531100000TSUMSNE|sne|08533000000TSUMSNE|sne|47531100000TSUMSNE|sne|035900_MN|fer663314P_15_AxrtA

584320BA|bg|54551100000TSUMSNE|sne|57352000000TSUMSNE|sne|474930100_MN|fer184414P_15_A1grecT
63880100000TSUMSNE|sne|40785000000TSUMSNE|sne|96149000000TSUMSNE|sne|044910_MN|fer592614P_15_A2mgrI

031140KA|bg|248651KA|bg|40579000000TSUMSNE|sne|238771_MN|fer123714P_15_A632pfZ
722820KA|bg|327900KA|bg|413300KA|bg|853381_MN|fer680914P_15_A1pig54ddaG

779090CB|bg|714920KA|bg|94815000000TSUMSNE|sne|778871_MN|fer835124P_15_A2cdehN
452630KA|bg|397431KA|bg|25324000000TSUMSNE|sne|680771_MN|fer586224P_15_A4tamZ

53409U|bg|529761YA|bg|96510000000TSUMSNE|sne|720800_MN|fer190324P_15_A1tolF
555250KA|bg|857410KA|bg|649930BA|bg|675910_MN|fer615724P_15_A1dshT

932681YA|bg|43307000000TSUMSNE|sne|57987000000TSUMSNE|sne|539571_MN|fer555034P_15_A3cp6G
056174100_MX|fer|993010_MN|fer|593010_MN|fer|793010_MN|fer835234P_15_A22T-2H

648400100_MX|fer|562498_MX|fer|925951100_MN|fer|781900_MN|fer308434P_15_Al2a7xoC
130931KA|bg|869010KA|bg|79360000000TSUMSNE|sne|941010_MN|fer933534P_15_AropE
176340CB|bg|140920KA|bg|10575000000TSUMSNE|sne|854271_MN|fer744634P_15_A178pfZ

72621000000TSUMSNE|sne|599219_MX|fer|863588_MX|fer|236620_MN|fer750834P_15_A3apR
51248000000TSUMSNE|sne|23850100000TSUMSNE|sne|226774100_MX|fer|307271_MN|fer363834P_15_A3g4fiE

401013FA|bg|247700KA|bg|65033000000TSUMSNE|sne|852320_MN|fer128834P_15_AdracyP
281730KA|bg|848310BA|bg|87362000000TSUMSNE|sne|950110_MN|fer304934P_15_A1idaP

49796000000TSUMSNE|sne|39621100000TSUMSNE|sne|29621100000TSUMSNE|sne|832571_MN|fer117934P_15_A1fiR
834416IA|bg|333900KA|bg|717461100_MN|fer|810800_MN|fer329044P_15_Aa2dxp3hS

29923000000TSUMSNE|sne|41518000000TSUMSNE|sne|796874100_MX|fer|002641_MN|fer223344P_15_Ac3fiE
140598_MX|fer|362350_MN|fer|090891_MN|fer|031641_MN|fer284344P_15_A3apnrnH

921912KA|bg|65032000000TSUMSNE|sne|33469000000TSUMSNE|sne|074541_MN|fer148544P_15_A6cdpeD
258561KA|bg|11700100000TSUMSNE|sne|36256000000TSUMSNE|sne|302180100_MN|fer630644P_15_A1onbS

121251KA|bg|859612KA|bg|62432000000TSUMSNE|sne|628171_MN|fer774644P_15_A1dndlC
643312KA|bg|26213000000TSUMSNE|sne|456198_MX|fer|879720_MN|fer257744P_15_A2qoC

83123000000TSUMSNE|sne|647901100_MN|fer|547901100_MN|fer|394310_MN|fer302844P_15_ApbnC
06191Y|bg|963052JA|bg|91230100000TSUMSNE|sne|767010_MN|fer464844P_15_A2psaM

963052JA|bg|91230100000TSUMSNE|sne|10750100000TSUMSNE|sne|767010_MN|fer664844P_15_A2psaM
50F8042384|nekir|172920KA|bg|20470100000TSUMSNE|sne|98466000000TSUMSNE|sne259054P_15_AkiR30O6300111

658130CB|bg|20470100000TSUMSNE|sne|98466000000TSUMSNE|sne|038671_MN|fer559054P_15_AkiR30O6300111
100-909320PAN|pan|090440BA|bg|68323000000TSUMSNE|sne|964420_MN|fer671154P_15_A14ehlhB

610490CB|bg|700500KA|bg|47145000000TSUMSNE|sne|434220_MN|fer867254P_15_A41f4pyC
043661KA|bg|755603FA|bg|41892000000TSUMSNE|sne|882720_MN|fer301454P_15_AabnaM

905551KA|bg|18821Y|bg|38152000000TSUMSNE|sne|660900_MN|fer662554P_15_A1gniR
042351KA|bg|477230KA|bg|90202000000TSUMSNE|sne|155520_MN|fer835854P_15_A21afudN
042351KA|bg|477230KA|bg|90202000000TSUMSNE|sne|155520_MN|fer045854P_15_A21afudN
604520BA|bg|629131CB|bg|27130100000TSUMSNE|sne|177910_MN|fer053954P_15_AntsD
760210KA|bg|701920KA|bg|41497000000TSUMSNE|sne|021820_MN|fer859064P_15_A321cdcC

30H6340348|nekir|164810KA|bg682264P_15_A2cfcH
414690CB|bg|995700BA|bg|06812000000TSUMSNE|sne|547010_MN|fer053564P_15_A68yL
542310KA|bg|194300CB|bg|02873000000TSUMSNE|sne|752420_MN|fer285564P_15_A3dhdH

599230KA|bg|41321000000TSUMSNE|sne|781100100_MN|fer|641381_MN|fer906864P_15_AkiR11K450035A
3693751CT|ct|100-029290PAN|pan|848300CB|bg|030620_MN|fer427074P_15_A2s2fiE

397710KA|bg|56056000000TSUMSNE|sne|06874000000TSUMSNE|sne|638910_MN|fer884274P_15_AkiR41G4200162
100-152800PAN|pan|482510FA|bg|651900_MN|fer870474P_15_A1wpeS
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142931KA|bg|993271KA|bg|20045000000TSUMSNE|sne|707700_MN|fer954474P_15_A3scoS
163700KA|bg|662541KA|bg|83703000000TSUMSNE|sne|130620_MN|fer864474P_15_Al11ptU

25398U|bg|102010TC|bg|63072000000TSUMSNE|sne|668800_MN|fer147574P_15_A1alpyL
179831KA|bg|95451M|bg|16670U|bg|99230100000TSUMSNE|sne271874P_15_A

03870100000TSUMSNE|sne|31530000000TSUMSNE|sne|486361100_MN|fer|335520_MN|fer771974P_15_ApisoN
12N3300111|nekir|286583FA|bg|77964000000TSUMSNE|sne|222331_MN|fer823084P_15_A1dtlE

88077000000TSUMSNE|sne|48131100000TSUMSNE|sne|78486000000TSUMSNE|sne|583120_MN|fer558084P_15_A81daR
850512KA|bg|824400FA|bg|50300000000TSUMSNE|sne|314900_MN|fer305284P_15_A1l25dpT
400900CB|bg|836781KA|bg|23013000000TSUMSNE|sne|410800_MN|fer238484P_15_Ag1mpP
881241KA|bg|224022KA|bg|95979000000TSUMSNE|sne|945541_MN|fer572584P_15_A7bacfE

43870100000TSUMSNE|sne|48230000000TSUMSNE|sne|53870100000TSUMSNE|sne|948610_MN|fer994584P_15_A3frI
800701CB|bg|92028D|bg|93463000000TSUMSNE|sne|666700_MN|fer886584P_15_A6hdC

068300KA|bg|61812000000TSUMSNE|sne|69185000000TSUMSNE|sne|194520_MN|fer788984P_15_A3dsuS
68798M|bg799094P_15_A1l2saG

20I1100132|nekir|303900KA|bg|01931000000TSUMSNE|sne|663720_MN|fer536194P_15_Ae6g6yL
881430KA|bg|262690BA|bg|394650CB|bg|964771_MN|fer312394P_15_A321rpG

876030KA|bg|84911100000TSUMSNE|sne|43262000000TSUMSNE|sne|929871_MN|fer225394P_15_A1dlazaK
681183PN|ct|1-153750PAN|pan|61740J|bg|00498S|bg345394P_15_A2ltF

09665X|bg|34939000000TSUMSNE|sne|20797000000TSUMSNE|sne|226700_MN|fer210594P_15_A1xbC
208880KA|bg|530641KA|bg|32202000000TSUMSNE|sne|800641_MN|fer713794P_15_A2l11pcT
947280KA|bg|446163FA|bg|44895000000TSUMSNE|sne|560820_MN|fer304894P_15_A3ypnC

548011100_MN|fer|448011100_MN|fer|348011100_MN|fer|487900_MN|fer027894P_15_A1d2ancaC
855500CB|bg|672110KA|bg|93146000000TSUMSNE|sne|555080_MN|fer334305P_15_Ab2papP
968961KA|bg|607200KA|bg|07537000000TSUMSNE|sne|217620_MN|fer245305P_15_A414pfZ

793361100_MN|fer|993361100_MN|fer|884010_MN|fer|896830100_MN|fer227305P_15_A4lvalE
884010_MN|fer|993361100_MN|fer|793361100_MN|fer|896830100_MN|fer927305P_15_A4lvalE

00680100000TSUMSNE|sne|10468000000TSUMSNE|sne|474311100_MN|fer|116871_MN|fer797305P_15_A1riaL
197171KA|bg|235430KA|bg|26595000000TSUMSNE|sne|683571_MN|fer868505P_15_ApfhL

7243261CT|ct|21B690031A|nekir|823830KA|bg479505P_15_A
78780100000TSUMSNE|sne|47361100000TSUMSNE|sne|48780100000TSUMSNE|sne|530620_MN|fer052605P_15_A55lprM

523740WA|bg|739240KA|bg|57129000000TSUMSNE|sne|185520100_MN|fer333705P_15_A2cncK
203970KA|bg|66726M|bg|67122000000TSUMSNE|sne|552800_MN|fer014705P_15_ArcgmH

60P7242394|nekir|930770KA|bg|74972000000TSUMSNE|sne|99801100000TSUMSNE|sne335705P_15_A
25466000000TSUMSNE|sne|834520100_MN|fer|318320_MN|fer|934520100_MN|fer718015P_15_Ad2kmaC
39326U|bg|129310KA|bg|11090100000TSUMSNE|sne|55090100000TSUMSNE|sne419015P_15_A

95902100000TSUMSNE|sne|94191100000TSUMSNE|sne|08980100000TSUMSNE|sne|11090100000TSUMSNE|sne619015P_15_A
137410KA|bg|095472FA|bg|77764000000TSUMSNE|sne|086820_MN|fer084115P_15_A75tfI

10488U|bg|669240KA|bg|56685000000TSUMSNE|sne|208720_RN|fer806115P_15_A2gatM
231861KA|bg|09003000000TSUMSNE|sne|44470100000TSUMSNE|sne|525800_MN|fer270215P_15_AdalA

892380KA|bg|812610CB|bg|57678000000TSUMSNE|sne|337271_MN|fer028215P_15_AareD
316180KA|bg|320670KA|bg|811391KA|bg|700900_MN|fer452315P_15_A1caR

517800KA|bg|199110KA|bg|34075000000TSUMSNE|sne|716520_MN|fer685315P_15_AkiR20G2100122
73650100000TSUMSNE|sne|20903000000TSUMSNE|sne|83650100000TSUMSNE|sne|405720_MN|fer931415P_15_A61mdrP

170161FA|bg|005320CB|bg|62803000000TSUMSNE|sne|147910_MN|fer504415P_15_A5a2clS
322300KA|bg|42804000000TSUMSNE|sne|26470100000TSUMSNE|sne|767620_MN|fer855815P_15_A3mpD

32L0140326|nekir|887363DC|bg|302817YB|bg|580810KA|bg702201P_25_AmtN
059780KA|bg|263380KA|bg|06670U|bg|16670U|bg648201P_25_A

42D4040346|nekir|951230KA|bg2665301P_25_A
673771KA|bg|166981KA|bg|94043000000TSUMSNE|sne|054700_MN|fer040501P_25_A4a52clS

643774100_MX|fer|665274100_MX|fer|066489_MX|fer|153379_MX|fer993601P_25_A35231mG
1-124421PAN|pan|02N4740306|nekir|366130KA|bg7577601P_25_A6tduN

053250KA|bg|633030CB|bg|57106000000TSUMSNE|sne|085461100_MN|fer980801P_25_A633030CB
91D200036F|nekir|378961KA|bg0367111P_25_A

3199771CT|ct|654941FB|bg1843311P_25_A
700371KA|bg|45520100000TSUMSNE|sne|78127000000TSUMSNE|sne|301351_MN|fer564311P_25_Ac1fiK

48186Z|bg|720061KA|bg|19043000000TSUMSNE|sne|052110_MN|fer523711P_25_A2lbR
635430KA|bg|69461100000TSUMSNE|sne|05989000000TSUMSNE|sne|584010_MN|fer046811P_25_A1lvalE

1-010230PAN|pan|690970FA|bg|936390QD|bg|598920100_MN|fer092911P_25_A1etA
59272U|bg|283870KA|bg|17272000000TSUMSNE|sne|483800_MN|fer015911P_25_A1ppnI

472050KA|bg|04880100000TSUMSNE|sne|778730100_MN|fer|408520_MN|fer584321P_25_A52fcT
037503FA|bg|756130KA|bg|68369000000TSUMSNE|sne|732461100_MN|fer837321P_25_A14fnR
070900KA|bg|764700KA|bg|84700100000TSUMSNE|sne|186670100_MN|fer641431P_25_AkiR51P2100181

792020KA|bg|030440KA|bg|34203000000TSUMSNE|sne|341871_MN|fer873731P_25_A2aakrP
149630KA|bg|982740KA|bg|792080CB|bg|771774100_MX|fer244731P_25_A

152619_MX|fer|852026_MX|fer|391774100_MX|fer|569300_RN|fer630831P_25_A35601mG
724661100_MN|fer|134661100_MN|fer|034661100_MN|fer|438331_MN|fer161141P_25_AfpnrnH

100-784110PAN|pan|80A0410339|nekir|700430KA|bg|436330100_MN|fer62541P_25_Ab11gyZ
76484000000TSUMSNE|sne|189409_MX|fer|111100100_MX|fer|079520_MN|fer675741P_25_Aso8btbZ

308320CB|bg|216200KA|bg|49545000000TSUMSNE|sne|775351_MN|fer308741P_25_A639824IA
2277071CT|ct|1-532650PAN|pan|697000BB|bg83941P_25_A

955420CB|bg|219171KA|bg|27661000000TSUMSNE|sne|155800_MN|fer80051P_25_A2kpakpaM
50A7140182|nekir|790310KA|bg|607174100_MX|fer|421320_MN|fer331251P_25_A8Q-2H

548011100_MN|fer|448011100_MN|fer|348011100_MN|fer|487900_MN|fer345061P_25_A1d2ancaC
110974100_MX|fer|063520100_MN|fer|959180100_MN|fer|054800_MN|fer163161P_25_A1clK

3520061CT|ct|1-331290PAN|pan|71N7030162|nekir|500210KA|bg64361P_25_AkiR20H5040345
813820KA|bg|205080KA|bg|17353000000TSUMSNE|sne|030220_MN|fer604561P_25_Aa2vS
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83712100000TSUMSNE|sne|74480100000TSUMSNE|sne|113361100_MN|fer|167310_MN|fer17561P_25_ArrS
392540BA|bg|398970KA|bg|01052000000TSUMSNE|sne|397120_MN|fer283761P_25_A8memT
621434NF|bg|097850CB|bg|07321100000TSUMSNE|sne|015271_MN|fer425861P_25_A4dsfM

690310KA|bg|62858000000TSUMSNE|sne|19902000000TSUMSNE|sne|278700_MN|fer840961P_25_Aa3tmnD
50B880031C|nekir|439180KA|bg37961P_25_AkiR30J710039D

1-345820PAN|pan60371P_25_A
625690CB|bg|181030KA|bg|25449000000TSUMSNE|sne|292771_MN|fer244371P_25_A2dcsW

1-696601PAN|pan|338253DC|bg|606475AC|bg|82721100000TSUMSNE|sne354371P_25_A
4442661CT|ct|1-844730PAN|pan64471P_25_A

95879000000TSUMSNE|sne|706821100_MN|fer|606821100_MN|fer|824381_MN|fer525471P_25_A1.4bpE
7248851CT|ct|446850CB|bg112971P_25_A5mymZ

1-523260PAN|pan|1-521920PAN|pan279081P_25_A
1-947140PAN|pan|30M830038F|nekir|021271KA|bg|064330CB|bg821181P_25_A2sprM

30621100000TSUMSNE|sne|60621100000TSUMSNE|sne|02453000000TSUMSNE|sne|120991_MN|fer804181P_25_A01ppD
59251100000TSUMSNE|sne|88820100000TSUMSNE|sne|297900_MN|fer|704771_MN|fer707981P_25_Aa2kmaC

9701951CT|ct|02D7040346|nekir|372810KA|bg60091P_25_Ab2nxbU
9193061CT|ct|1-171570PAN|pan|32I3440356|nekir|096230KA|bg708091P_25_Aa29maF

72410100000TSUMSNE|sne|17427000000TSUMSNE|sne|28104000000TSUMSNE|sne|148671_MN|fer463191P_25_Aa88cdcC
60K1000111|nekir|462980KA|bg|832300KA|bg|255261KA|bg401391P_25_A4ntcD

549620CB|bg|684022KA|bg|44924000000TSUMSNE|sne|602931_MN|fer810591P_25_A3parA
840198_MX|fer|938774100_MX|fer|229574100_MX|fer|393571_MN|fer532591P_25_AkiR10G5550394
68885U|bg|073440KA|bg|21203000000TSUMSNE|sne|535910_MN|fer161691P_25_A2lg3hS

140371KA|bg|40259000000TSUMSNE|sne|394661100_MN|fer|642702_MN|fer534891P_25_A3prgsaR
61F760039B|nekir|12G270031D|nekir|264740KA|bg|589380KA|bg741991P_25_A1svlC

661441KA|bg|205080KA|bg|17353000000TSUMSNE|sne|030220_MN|fer241202P_25_Aa2vS
01460100000TSUMSNE|sne|21979000000TSUMSNE|sne|477161100_MN|fer|671900_MN|fer147302P_25_A3lag3tS

781120KA|bg|95578000000TSUMSNE|sne|97320000000TSUMSNE|sne|124910_MN|fer447402P_25_A023dC
04903000000TSUMSNE|sne|710061100_MN|fer|610061100_MN|fer|241800_MN|fer199502P_25_A1bnG

954051KA|bg|809300KA|bg|58523000000TSUMSNE|sne|093520_MN|fer294602P_25_A4poP
468300KA|bg|185800KA|bg|15803000000TSUMSNE|sne|493520_MN|fer745602P_25_A7mmoT

02D100030A|nekir|30D5200111|nekir|741730KA|bg|019300KA|bg875902P_25_AkiR02D100030A
100-031600PAN|pan|42J690037A|nekir|254340KA|bg|926620_MN|fer791112P_25_AkiR31E6600142

074631KA|bg|778030CB|bg|746430CB|bg|987150KA|bg795212P_25_A1kooH
55131100000TSUMSNE|sne|98824000000TSUMSNE|sne|75131100000TSUMSNE|sne|583820_MN|fer51612P_25_A5dteS

271084100_MX|fer|473374100_MX|fer|431641_MN|fer|401641_MN|fer591712P_25_Aa1hpA
19410100000TSUMSNE|sne|57913000000TSUMSNE|sne|463120_MN|fer|406830100_MN|fer850812P_25_Aa5celC

1-836101PAN|pan388812P_25_A
567301QD|bg|29469000000TSUMSNE|sne|80714000000TSUMSNE|sne|328110_MN|fer572022P_25_A43rpG

565021CB|bg|775521CB|bg|77603000000TSUMSNE|sne|396610_MN|fer577222P_25_A6k3paM
906721CB|bg|377310YA|bg|59455000000TSUMSNE|sne|731350_MN|fer584422P_25_A21bhdcP

361210KA|bg|046730CB|bg|81262000000TSUMSNE|sne|770180100_MN|fer701822P_25_A1l91fwC
1-402160PAN|pan|1-664620PAN|pan761922P_25_A

10671100000TSUMSNE|sne|24281100000TSUMSNE|sne|45891100000TSUMSNE|sne|089100100_MN|fer872922P_25_A1hcmiL
1-058330PAN|pan|737510_MN|fer613922P_25_A4tnlaG

80456000000TSUMSNE|sne|100574100_MX|fer|712990100_MN|fer|147010_MN|fer839032P_25_A1c6yL
374650CB|bg|989240KA|bg|73288000000TSUMSNE|sne|124871_MN|fer232132P_25_A1sonaN

305930KA|bg|83568000000TSUMSNE|sne|897211100_MN|fer|604110_MN|fer164132P_25_A1a8clS
6998071CT|ct|1-909301PAN|pan643232P_25_A

97022100000TSUMSNE|sne|32486000000TSUMSNE|sne|46422100000TSUMSNE|sne|336271_MN|fer307332P_25_A2nlbC
431831CB|bg|331831CB|bg|12255000000TSUMSNE|sne|152991_MN|fer481832P_25_A21kncK
888030CB|bg|406920KA|bg|85086000000TSUMSNE|sne|165771_MN|fer918142P_25_A64psU

100-355410PAN|pan|70E3100062|nekir|591110KA|bg|106540CB|bg60242P_25_AzuF
692610KA|bg|037102FA|bg|51373000000TSUMSNE|sne|118810_MN|fer08242P_25_A2dhbA

345141CB|bg|20800100000TSUMSNE|sne|77663000000TSUMSNE|sne|502420100_MN|fer450342P_25_A2pifuN
11O110034C|nekir|144940KA|bg883742P_25_A

941541KA|bg|362450KA|bg|28173000000TSUMSNE|sne|956702_MN|fer315742P_25_A3kooH
208880KA|bg|530641KA|bg|32202000000TSUMSNE|sne|800641_MN|fer39152P_25_A2l11pcT

586551KA|bg|681080KA|bg|89349000000TSUMSNE|sne|596040100_MN|fer021352P_25_AdlveU
568861KA|bg|937641KA|bg|77477000000TSUMSNE|sne|244910_MN|fer706452P_25_A91ktS

42351100000TSUMSNE|sne|32351100000TSUMSNE|sne|21509000000TSUMSNE|sne|471800_MN|fer47752P_25_A8mrG
722741KA|bg|394130KA|bg|89096000000TSUMSNE|sne|366461100_MN|fer919752P_25_AkiR60H1000389

187900_MN|fer|535951100_MN|fer|435951100_MN|fer|335951100_MN|fer30952P_25_Ac1ancaC
51G930039A|nekir|947440KA|bg|22996000000TSUMSNE|sne|983771_MN|fer856952P_25_A3aiM

97599000000TSUMSNE|sne|37608000000TSUMSNE|sne|81819000000TSUMSNE|sne|256771_MN|fer858162P_25_A3ryR
309840CB|bg|099830KA|bg|80474000000TSUMSNE|sne|266871_MN|fer102262P_25_AyactA

965500CB|bg|82422000000TSUMSNE|sne|932102_MN|fer|274120_MN|fer115262P_25_A4esanR
1-704160PAN|pan|07980100000TSUMSNE|sne|96980100000TSUMSNE|sne|76980100000TSUMSNE|sne676262P_25_A

441930KA|bg|45541100000TSUMSNE|sne|66955000000TSUMSNE|sne|760800_MN|fer055462P_25_A3arbaG
1445851CT|ct|100-369610PAN|pan|10M9040182|nekir|060310KA|bg666562P_25_A1ocyF

91D3442363|nekir|600321FB|bg|078061KA|bg|052030_MN|fer909662P_25_A1suN
334671MD|bg|064100_RN|fer0762P_25_AprmR

73660100000TSUMSNE|sne|12374000000TSUMSNE|sne|30748000000TSUMSNE|sne|984700_MN|fer156762P_25_AltnrA
883431CB|bg|54885000000TSUMSNE|sne|697474100_MX|fer|593720_MN|fer49762P_25_A1psaB

100-537490PAN|pan|10L0550375|nekir|728710KA|bg|771351_MN|fer71172P_25_A4c2fiE
100-032290PAN|pan|400-963000PAN|pan|1-999920PAN|pan435272P_25_A

1661361CT|ct|1-829301PAN|pan|61J020028C|nekir|865050KA|bg423572P_25_A93mbR
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2953261CT|ct|100-836121PAN|pan|02A520031C|nekir|905180KA|bg493772P_25_AblgaD
87108000000TSUMSNE|sne|40218000000TSUMSNE|sne|188031_MN|fer|719841_MN|fer580872P_25_A4cpbaP

1-365950PAN|pan|1-088070PAN|pan738872P_25_A
10I810030D|nekir|277050KA|bg957972P_25_A1glG

1-102321PAN|pan128082P_25_A
11979000000TSUMSNE|sne|30460100000TSUMSNE|sne|60460100000TSUMSNE|sne|328161100_MN|fer902182P_25_Aa4mdK

159300CB|bg|386110KA|bg|77372000000TSUMSNE|sne|815010_MN|fer207182P_25_A5pbfgI
31C703031E|nekir|193094WA|bg|557350KA|bg|886771_MN|fer884682P_25_Ajfa2H

44461100000TSUMSNE|sne|27503000000TSUMSNE|sne|914031100_MN|fer|174010_MN|fer642782P_25_AacpH
241084100_MX|fer|668374100_MX|fer|167974100_MX|fer|090874100_MX|fer966882P_25_A73201mG

185110KA|bg|17213000000TSUMSNE|sne|00968000000TSUMSNE|sne|096610_MN|fer396292P_25_AldprnH
61B800033E|nekir|71K733032B|nekir|840640KA|bg|233341KA|bg676592P_25_A2bncaC

085951100_MN|fer|975951100_MN|fer|775951100_MN|fer|727010_MN|fer260792P_25_A1xnL
44584000000TSUMSNE|sne|081930100_MN|fer|197920_MN|fer|971930100_MN|fer893792P_25_A2dciB

260840KA|bg|71202000000TSUMSNE|sne|741084100_MX|fer|227720_MN|fer642503P_25_A4tduN
925264FB|bg|129330KA|bg|44332000000TSUMSNE|sne|657820_MN|fer947703P_25_A5a53clS

67723000000TSUMSNE|sne|06427000000TSUMSNE|sne|52367000000TSUMSNE|sne|317330100_MN|fer148113P_25_Aa2feM
359541CB|bg|410380KA|bg|96306000000TSUMSNE|sne|157800_MN|fer402213P_25_A1hpxN

1-783030PAN|pan030513P_25_A
275500CB|bg|697870KA|bg|66194000000TSUMSNE|sne|847900_MN|fer446613P_25_A1teB

051400KA|bg|273200KA|bg|635510_RN|fer|349720_RN|fer41813P_25_AkiR21B8300111
124774100_MX|fer|470474100_MX|fer|034920_RN|fer|146910_MN|fer161913P_25_A1nmtS

891641KA|bg|90677000000TSUMSNE|sne|15260100000TSUMSNE|sne|941931_MN|fer230023P_25_AsuF
208880KA|bg|530641KA|bg|32202000000TSUMSNE|sne|800641_MN|fer133323P_25_A2l11pcT

1-917580PAN|pan|21P770031D|nekir|130480KA|bg|22259000000TSUMSNE|sne579323P_25_A
0797951CT|ct|100-533200PAN|pan|32M601034A|nekir|565040KA|bg38623P_25_A2cfcH

273620CB|bg|39252000000TSUMSNE|sne|327574100_MX|fer|699220_MN|fer590723P_25_A1pifdN
97599000000TSUMSNE|sne|37608000000TSUMSNE|sne|81819000000TSUMSNE|sne|256771_MN|fer053823P_25_A3ryR

31531100000TSUMSNE|sne|21531100000TSUMSNE|sne|58679000000TSUMSNE|sne|972111100_MN|fer528823P_25_A1yfdW
058474100_MX|fer|582274100_MX|fer|853499_MX|fer|182589_MX|fer799033P_25_A5228mG

307240KA|bg|941680KA|bg|84711100000TSUMSNE|sne|94711100000TSUMSNE|sne74133P_25_A
544620CB|bg|456200KA|bg|18257000000TSUMSNE|sne|108220_MN|fer446133P_25_A3kraM

22O240033A|nekir|633933BB|bg|940630KA|bg|395970KA|bg171633P_25_A2arbaG
1-958920PAN|pan|1-085860PAN|pan315633P_25_A

58191Y|bg|774380BA|bg|62661100000TSUMSNE|sne|599110_MN|fer409633P_25_AolcP
86070100000TSUMSNE|sne|76070100000TSUMSNE|sne|66070100000TSUMSNE|sne|40448000000TSUMSNE|sne019733P_25_A

929641KA|bg|92968000000TSUMSNE|sne|96394000000TSUMSNE|sne|063571_MN|fer296043P_25_A1cfbO
109900KA|bg|703912KA|bg|50092000000TSUMSNE|sne|245520_MN|fer260643P_25_AkiR12C1000142

62980100000TSUMSNE|sne|02090100000TSUMSNE|sne|15090100000TSUMSNE|sne|321330100_MN|fer308743P_25_A88241mG
007174100_MX|fer|081311100_MN|fer|181311100_MN|fer|196910_MN|fer281943P_25_A4airG
072774100_MX|fer|650974100_MX|fer|883520100_MN|fer|911320_MN|fer939943P_25_A1onE

4689361CT|ct|100-303320PAN|pan|11M4300071|nekir|406600KA|bg686153P_25_A8559mG
679880KA|bg|634961KA|bg|29602000000TSUMSNE|sne|075700_MN|fer71253P_25_A2gtB

812720_MN|fer|233071100_MN|fer|333071100_MN|fer|999110_MN|fer896353P_25_A2a4celC
410830CB|bg|043650CB|bg|45836000000TSUMSNE|sne|939281_MN|fer883853P_25_A2r4ppP

531540CB|bg|375150KA|bg|537141KA|bg|436800_MN|fer033063P_25_Ab1patM
768961KA|bg|21270000000TSUMSNE|sne|584720_RN|fer|101431_MN|fer029363P_25_A2dmsP

86568M|bg|45541100000TSUMSNE|sne|66955000000TSUMSNE|sne|760800_MN|fer546463P_25_A3arbaG
161751KA|bg|961202KA|bg|92435000000TSUMSNE|sne|526020_MN|fer500563P_25_A22btbZ

1-820311PAN|pan|1-633920PAN|pan483763P_25_A
147570KA|bg|093110KA|bg|02253000000TSUMSNE|sne|429800_MN|fer385763P_25_Aa2rakrP

693710KA|bg|60102000000TSUMSNE|sne|124374100_MX|fer|895320_MN|fer126763P_25_Ab5dirA
498461KA|bg|907700KA|bg|22150000000TSUMSNE|sne|324620_MN|fer197763P_25_A1irM

21E690032C|nekir|460940KA|bg|28260100000TSUMSNE|sne262863P_25_A
38301100000TSUMSNE|sne|90085000000TSUMSNE|sne|48301100000TSUMSNE|sne|976920_MN|fer435073P_25_Ab56maF

100-614810PAN|pan|42F500033A|nekir|242930KA|bg137073P_25_A
1-639030PAN|pan431473P_25_A

002431KA|bg|80150000000TSUMSNE|sne|69900100000TSUMSNE|sne|799541_MN|fer966473P_25_Aa5mdK
38264000000TSUMSNE|sne|44241100000TSUMSNE|sne|294720_RN|fer|102030_MN|fer408673P_25_A31apsH

0062851CT|ct|307173EB|bg|111450CB|bg|92276000000TSUMSNE|sne675773P_25_A3s1pA
381800BA|bg|95651100000TSUMSNE|sne|819809_MX|fer|166831_MN|fer761873P_25_A9ahdcP

32L8540306|nekir|013920KA|bg|306130KA|bg|160900_MN|fer869873P_25_A2sgR
32334000000TSUMSNE|sne|018084100_MX|fer|286974100_MX|fer|331030_MN|fer064083P_25_A1dbrS

30N0500132|nekir|50D6200132|nekir|419900KA|bg|205900KA|bg900183P_25_A1aiT
31C020031C|nekir|139130KA|bg|084180KA|bg|99341100000TSUMSNE|sne487183P_25_A

7079261CT|ct|9477671CT|ct|71H543032B|nekir|351640KA|bg71383P_25_A5taN
332141KA|bg|93309000000TSUMSNE|sne|804661100_MN|fer|096030_MN|fer922583P_25_A41iaR

387080KA|bg|170480KA|bg|74609000000TSUMSNE|sne|95169000000TSUMSNE|sne570683P_25_A4792mG
1-562711PAN|pan|12L7410339|nekir|939770BB|bg|070970KA|bg981783P_25_A7mryL

116750CB|bg|628130KA|bg|416540KA|bg|085510_RN|fer423983P_25_Ato2xoS
86090100000TSUMSNE|sne|07090100000TSUMSNE|sne|44980100000TSUMSNE|sne|54980100000TSUMSNE|sne431093P_25_A

68885000000TSUMSNE|sne|922474100_MX|fer|695474100_MX|fer|611920_MN|fer844493P_25_A11dbtbK
421430KA|bg|03450100000TSUMSNE|sne|067241100_MN|fer|647241100_MN|fer880593P_25_A51hdcP

116412KA|bg|991691KA|bg|14443000000TSUMSNE|sne|712641_MN|fer793593P_25_AsraA
052361KA|bg|62152L|bg|40800000000TSUMSNE|sne|820010_MN|fer575593P_25_Ax3xdD

64620100000TSUMSNE|sne|99271100000TSUMSNE|sne|661330100_MN|fer|972730100_MN|fer477693P_25_AkiR31K4900072
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4365851CT|ct|200-676300PAN|pan|01A5450336|nekir|310230KA|bg583793P_25_A7axnA
1-528270PAN|pan|42L330038F|nekir|380460CB|bg|658980KA|bg810893P_25_A7agloG

390640KA|bg|86347000000TSUMSNE|sne|00422000000TSUMSNE|sne|832920_MN|fer301004P_25_A4f53clS
794661KA|bg|782841KA|bg|930400KA|bg|992520_MN|fer541704P_25_Aa4lnxT

965633YA|bg|92534000000TSUMSNE|sne|77135000000TSUMSNE|sne|288271_MN|fer877904P_25_A3yfdW
045012KA|bg|782902KA|bg|84359000000TSUMSNE|sne|958520_MN|fer982314P_25_A1lrA

12F310038F|nekir|51E8040182|nekir|540310KA|bg|142651KA|bg714124P_25_A63spV
230812KA|bg|733971KA|bg|25024000000TSUMSNE|sne|887441_MN|fer827124P_25_A1dtceH

1-693611PAN|pan|80H8550346|nekir|612730CB|bg|074230KA|bg602424P_25_A4mtrrL
759141KA|bg|250020CB|bg|73556000000TSUMSNE|sne|013120_MN|fer95424P_25_AymJ

81P380033A|nekir|476930KA|bg556424P_25_A
61C8040348|nekir|533810CB|bg|991150CB|bg|393810KA|bg506624P_25_A2a51clS
068961KA|bg|487209_MX|fer|027129_MX|fer|052381_MN|fer991134P_25_A27cdcC

1-108111PAN|pan|1-896111PAN|pan|100-347790PAN|pan|100-136790PAN|pan054334P_25_A
118881BA|bg|11700100000TSUMSNE|sne|36256000000TSUMSNE|sne|302180100_MN|fer599534P_25_A1onbS

86281100000TSUMSNE|sne|69402100000TSUMSNE|sne|99313000000TSUMSNE|sne|009331_MN|fer490634P_25_AhpsP
8428461CT|ct|1-359501PAN|pan100934P_25_A

169050KA|bg|588110KA|bg|542530KA|bg|98666000000TSUMSNE|sne927044P_25_A
763010_MN|fer|023380100_MN|fer|123380100_MN|fer|058920100_MN|fer50244P_25_A1igaM

22032000000TSUMSNE|sne|915674100_MX|fer|105674100_MX|fer|472330100_MN|fer806544P_25_A1drB
761860CB|bg|10176000000TSUMSNE|sne|23621100000TSUMSNE|sne|33621100000TSUMSNE|sne997544P_25_A

728940KA|bg|205440KA|bg|31423000000TSUMSNE|sne|052920_MN|fer110644P_25_A1kntE
71365000000TSUMSNE|sne|06113000000TSUMSNE|sne|63571100000TSUMSNE|sne|939520_MN|fer867944P_25_AsciaP

120910KA|bg|87290100000TSUMSNE|sne|87584000000TSUMSNE|sne|597331_MN|fer140154P_25_A1ctT
61P6240335|nekir|22B130038I|nekir|805151KA|bg|219910KA|bg014654P_25_AkiR61P6240335

748451KA|bg|125820KA|bg|43943000000TSUMSNE|sne|385771_MN|fer057654P_25_Ab1hpA
59401Y|bg|757453FA|bg|62413000000TSUMSNE|sne|978900_MN|fer672954P_25_A18tfI

31G010030C|nekir|186740KA|bg777164P_25_A9hdcP
535161100_MN|fer|735161100_MN|fer|635161100_MN|fer|391771_MN|fer229164P_25_A2rlsI

0908461CT|ct|1-795940PAN|pan|61226000000TSUMSNE|sne|231010_MN|fer738264P_25_A2xmE
80E3041223|nekir|741231KA|bg|75246000000TSUMSNE|sne|890361100_MN|fer860864P_25_AhhcT

905820CB|bg|071010KA|bg|76390100000TSUMSNE|sne|414110_MN|fer423274P_25_AiplS
6605671CT|ct|100-030210PAN|pan271374P_25_A

01241100000TSUMSNE|sne|40241100000TSUMSNE|sne|50241100000TSUMSNE|sne|876771_MN|fer324574P_25_A2milbA
102231KA|bg|89450100000TSUMSNE|sne|83991000000TSUMSNE|sne|922251_MN|fer66574P_25_A1e2rN

62206000000TSUMSNE|sne|06167000000TSUMSNE|sne|310874100_MX|fer|077910_MN|fer528574P_25_A2demT
152130KA|bg|479751CB|bg|93114000000TSUMSNE|sne|314371_MN|fer682774P_25_Ab8baR

481341FA|bg|381341FA|bg|281341FA|bg|181341FA|bg64874P_25_A1rgcF
10E613032B|nekir|451041KA|bg|84410100000TSUMSNE|sne|064330100_MN|fer972184P_25_A0601mG

648300CB|bg|16790100000TSUMSNE|sne|11930000000TSUMSNE|sne|010900_MN|fer60284P_25_Aa32daR
90J3042224|nekir|588885BC|bg|995071KA|bg|032670KA|bg360284P_25_Aa2arT

725020KA|bg|68369000000TSUMSNE|sne|732461100_MN|fer|952620_MN|fer89384P_25_A14fnR
1-824720PAN|pan|1-279260PAN|pan583984P_25_A

712371KA|bg|829160CB|bg|95219000000TSUMSNE|sne|168271_MN|fer030394P_25_A41a7clS
752881KA|bg|94829000000TSUMSNE|sne|93012000000TSUMSNE|sne|617010_MN|fer7394P_25_A3giL

888030CB|bg|619930CB|bg|85086000000TSUMSNE|sne|165771_MN|fer621494P_25_A64psU
838701FA|bg|499602KA|bg|06562000000TSUMSNE|sne|578110_MN|fer21505P_25_A31dmsP

00611100000TSUMSNE|sne|30611100000TSUMSNE|sne|515861100_MN|fer|978320_MN|fer884705P_25_A1pirgpR
788084100_MX|fer|456619_MX|fer|467719_MX|fer|420541_MX|fer301805P_25_A8694mG
3943261CT|ct|1-162380PAN|pan|22H853032B|nekir|232640KA|bg013015P_25_A

665030KA|bg|765580KA|bg|44332000000TSUMSNE|sne|657820_MN|fer89115P_25_A5a53clS
476086BB|bg|543741KA|bg|680940CB|bg|928900_MN|fer193415P_25_A2dncC

40H613032B|nekir|761827YB|bg|480120KA|bg|778540KA|bg633515P_25_A1a0v6ptA
41L700037D|nekir|673605BB|bg|597250KA|bg|52480100000TSUMSNE|sne048515P_25_A

1-720540PAN|pan184615P_25_A
63090100000TSUMSNE|sne|11090100000TSUMSNE|sne|57980100000TSUMSNE|sne|32980100000TSUMSNE|sne924025P_25_A

100-809790PAN|pan|1-343720PAN|pan706125P_25_A
73130100000TSUMSNE|sne|466600100_MN|fer|015310_MN|fer|518300100_MN|fer624425P_25_A1l1.4bpE

973921KA|bg779725P_25_A2kdS
27841100000TSUMSNE|sne|06379000000TSUMSNE|sne|37841100000TSUMSNE|sne|563871_MN|fer396135P_25_A1niscaP

1-175030PAN|pan137335P_25_A
23180100000TSUMSNE|sne|13180100000TSUMSNE|sne|33180100000TSUMSNE|sne|174520_MN|fer338435P_25_AkiR42N0300181

65631100000TSUMSNE|sne|08373000000TSUMSNE|sne|727900_MN|fer|999830100_MN|fer448435P_25_A1a8ptA
716680KA|bg|74143000000TSUMSNE|sne|46868000000TSUMSNE|sne|006541_MN|fer664735P_25_A033pfZ

100-080810PAN|pan203045P_25_A
454640CB|bg|09973000000TSUMSNE|sne|53711100000TSUMSNE|sne|006271_MN|fer52345P_25_AkiR02H6540276

523740WA|bg|739240KA|bg|57129000000TSUMSNE|sne|185520100_MN|fer231545P_25_A2cncK
096541KA|bg|19312100000TSUMSNE|sne|50804000000TSUMSNE|sne|079261100_MN|fer660955P_25_Al1miA

457300KA|bg|083810KA|bg|82265000000TSUMSNE|sne|450431_MN|fer639165P_25_AkiR50B2000111
315068JF|bg|415068JF|bg|647447JF|bg|714430KA|bg040265P_25_AkiR30P8810339

931451KA|bg|51849000000TSUMSNE|sne|10580100000TSUMSNE|sne|847910_MN|fer2565P_25_A1eaS
1-708060PAN|pan|1-600170PAN|pan025865P_25_A

02P670032A|nekir|626820KA|bg|678261KA|bg|945441_MN|fer255375P_25_A1birT
100-301790PAN|pan|194289_MX|fer|488300100_MX|fer866575P_25_A7839mG

3968461CT|ct|1131871CT|ct|100-419320PAN|pan|186600CB|bg019775P_25_AbloP
84638D|bg|303071KA|bg|24411100000TSUMSNE|sne|719900_MN|fer237875P_25_A5rcC
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969051CB|bg|169051CB|bg|50799000000TSUMSNE|sne|494431100_MN|fer114975P_25_Ac55maF
0196061CT|ct|02M750034A|nekir|980040KA|bg482085P_25_A6fegpaR

82097000000TSUMSNE|sne|09225000000TSUMSNE|sne|043620_MN|fer|498251_MN|fer870485P_25_A1poP
086541KA|bg|666400CB|bg|35270000000TSUMSNE|sne|398010_MN|fer42585P_25_A1ueN

9189951CT|ct|1-549730PAN|pan|539490CB|bg|119250CB|bg719885P_25_AkiR91D5100122
100-844690PAN|pan|681409_MX|fer|279788_MX|fer|149100100_MX|fer841985P_25_A6346mG

09250100000TSUMSNE|sne|31229000000TSUMSNE|sne|34399000000TSUMSNE|sne|926110_MN|fer055985P_25_A1c2rN
103951KA|bg|882371KA|bg|630750CB|bg|731571_MN|fer532095P_25_A2sraV

100-422420PAN|pan701495P_25_A
728340KA|bg|941230KA|bg|017720_RN|fer|409800_MN|fer5495P_25_Aa1cgrapP

4638361CT|ct|371920CB|bg735595P_25_A74lprM
489071100_MN|fer|389071100_MN|fer|189071100_MN|fer|488610_MN|fer080695P_25_AcpnrnH

1833161CT|ct|01N930033E|nekir|645450KA|bg753695P_25_A
266200KA|bg|96360100000TSUMSNE|sne|54125000000TSUMSNE|sne|301571_MN|fer71895P_25_A2aloB

1-514321PAN|pan791895P_25_A
84697000000TSUMSNE|sne|965531100_MN|fer|865531100_MN|fer|765531100_MN|fer436895P_25_AkiR70I7000911

67529000000TSUMSNE|sne|33590100000TSUMSNE|sne|593520100_MN|fer|172900_MN|fer745006P_25_AcrS
26889000000TSUMSNE|sne|611774100_MX|fer|194374100_MX|fer|927900_MN|fer042106P_25_Ac0v6ptA

233500KA|bg|24991000000TSUMSNE|sne|43550100000TSUMSNE|sne|644520_MN|fer866306P_25_A1giA
304661KA|bg|71970100000TSUMSNE|sne|38103000000TSUMSNE|sne|503931_MN|fer329016P_25_A9raC
830900KA|bg|76201000000TSUMSNE|sne|82039000000TSUMSNE|sne|381620_MN|fer787116P_25_A1a74clS

1-623730PAN|pan714816P_25_A
426370BB|bg|741400KA|bg|66107000000TSUMSNE|sne|042620_MN|fer837916P_25_A3dmarG

1-018850PAN|pan|1-774920PAN|pan791226P_25_A
571131KA|bg|150230KA|bg|13192000000TSUMSNE|sne|687441_MN|fer085826P_25_A7tgG

42601100000TSUMSNE|sne|62601100000TSUMSNE|sne|52601100000TSUMSNE|sne|597871_MN|fer128926P_25_Aa2dppsiH
1-823060PAN|pan|640250CB|bg|50908000000TSUMSNE|sne|771381_MN|fer106236P_25_A118pfZ

176300100_MN|fer|667700_MN|fer|166831_MN|fer|276300100_MN|fer966236P_25_A2cahdcP
668820CB|bg|590450KA|bg|88205000000TSUMSNE|sne|283271_MN|fer889336P_25_Aa4mdK
229320CB|bg|418711FA|bg|12075000000TSUMSNE|sne|958110_MN|fer82736P_25_A1rsO
245230KA|bg|097480KA|bg|59266000000TSUMSNE|sne|806010_MN|fer204936P_25_A3kncK

83741100000TSUMSNE|sne|06920100000TSUMSNE|sne|05082000000TSUMSNE|sne|484110_MN|fer402046P_25_AmatS
07650100000TSUMSNE|sne|86650100000TSUMSNE|sne|120661100_MN|fer|755180100_MN|fer500246P_25_A1atmaC

452360CB|bg|329050CB|bg|476620_MN|fer271346P_25_Ac1hpA
851451KA|bg|971741KA|bg|01946000000TSUMSNE|sne|994110_MN|fer973056P_25_ApartS

581871_MN|fer|481871_MN|fer|956571_MN|fer|281871_MN|fer532156P_25_Aia2h1tsiH
394620CB|bg|81614000000TSUMSNE|sne|790774100_MX|fer|290180100_MN|fer345356P_25_Aa4faT

100-336390PAN|pan|30E0440348|nekir|084810KA|bg|746910_MN|fer739356P_25_A12lpR
70051100000TSUMSNE|sne|60051100000TSUMSNE|sne|116531100_MN|fer|541991_MN|fer565456P_25_AkiR40M2600113

286830CB|bg|756631KA|bg|591300KA|bg|86699000000TSUMSNE|sne406456P_25_A
61L600030C|nekir|866740KA|bg|07748000000TSUMSNE|sne|342010_MN|fer860556P_25_A9tuF

843830KA|bg|621891KA|bg|21632000000TSUMSNE|sne|908110_MN|fer221856P_25_A2stE
389230KA|bg|694710KA|bg|53112000000TSUMSNE|sne|818520_MN|fer460066P_25_AkiR11J4100021
263830CB|bg|481380KA|bg|79951100000TSUMSNE|sne|236910_MN|fer168066P_25_AbpaN

315001CB|bg|881670KA|bg|738600JA|bg|072300_RN|fer170166P_25_A3ghnS
38841100000TSUMSNE|sne|44819000000TSUMSNE|sne|75147000000TSUMSNE|sne|006102_MN|fer03166P_25_Ab5oyM
77907000000TSUMSNE|sne|25424000000TSUMSNE|sne|96890100000TSUMSNE|sne|644212_MN|fer31366P_25_A1fmsP

70139000000TSUMSNE|sne|05091000000TSUMSNE|sne|670631100_MN|fer|130110_MN|fer314366P_25_A2ah4P
625931KA|bg|246351KA|bg|51373000000TSUMSNE|sne|118810_MN|fer605466P_25_A2dhbA
095472FA|bg|137410KA|bg|77764000000TSUMSNE|sne|086820_MN|fer025566P_25_A75tfI

4101061CT|ct|100-724890PAN|pan|90H9742374|nekir|499820KA|bg393866P_25_A1rhyC
35670100000TSUMSNE|sne|468761100_MN|fer|842500100_MN|fer|742500100_MN|fer541966P_25_A5spH

156610KA|bg|787810KA|bg|84105000000TSUMSNE|sne|059520_MN|fer604676P_25_A1l73cdC
4446951CT|ct|100-652910PAN|pan|41A0300142|nekir|016010KA|bg008876P_25_A12spR

97203000000TSUMSNE|sne|458174100_MX|fer|769541100_MN|fer|920571_MN|fer827386P_25_Ac4gtA
41K810037C|nekir|624250KA|bg|421050KA|bg|803350KA|bg029486P_25_AkiR50J9350394

1-136111PAN|pan|355280CB|bg|132921KA|bg|925102_MN|fer55786P_25_A7omL
1-618570PAN|pan|21D5020309|nekir|293478AA|bg|442020KA|bg53007P_25_A9dhC

016010KA|bg|597320CB|bg|08095000000TSUMSNE|sne|785520_MN|fer265047P_25_A12spR
1-600380PAN|pan|31G910031B|nekir|510540KA|bg|66701100000TSUMSNE|sne474557P_25_A

5519461CT|ct|594269UB|bg|246630CB|bg564657P_25_A
186240KA|bg|67349000000TSUMSNE|sne|05353000000TSUMSNE|sne|114181_MN|fer95657P_25_AhptfA

500-410000PAN|pan|85417000000TSUMSNE|sne|805329_MX|fer|103209_MX|fer69167P_25_A8795mG
1320761CT|ct|1-672350PAN|pan|01D2440217|nekir|647841KA|bg92667P_25_A

502010TC|bg|67524000000TSUMSNE|sne|86424000000TSUMSNE|sne|384320_MN|fer03787P_25_AkiR30A2300111
7681861CT|ct960697P_25_A

556210CB|bg|91908000000TSUMSNE|sne|24160100000TSUMSNE|sne|351641_MN|fer36797P_25_A3parhT
729700KA|bg|136210KA|bg|409674100_MX|fer|943474100_MX|fer03618P_25_AkiR02G1000182

9476751CT|ct|30D9240182|nekir|722820KA|bg|853381_MN|fer02058P_25_A1pig54ddaG
222400KA|bg|506110KA|bg|62091000000TSUMSNE|sne|729520_MN|fer38958P_25_A54lprM

4140951CT|ct|1-996380PAN|pan|90J950039B|nekir|914740KA|bg895578P_25_A
1-379421PAN|pan|81D010030E|nekir|309680KA|bg752678P_25_A8xtS

8466161CT|ct|1-155280PAN|pan|80D790037A|nekir|854340KA|bg029388P_25_A
583610KA|bg|71889000000TSUMSNE|sne|991374100_MX|fer|065330_MN|fer80888P_25_Aa73spV

29351100000TSUMSNE|sne|19351100000TSUMSNE|sne|97976000000TSUMSNE|sne|966331_MN|fer3598P_25_Ah2pR
71B900039B|nekir|189640KA|bg024329P_25_A
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7093161CT|ct|1-293780PAN|pan|31P820039D|nekir|044680KA|bg049139P_25_A
9323171CT|ct|12G910039D|nekir|30D370039B|nekir|856041KA|bg318239P_25_A

897310KA|bg|67250100000TSUMSNE|sne|45046000000TSUMSNE|sne|603900_MN|fer10249P_25_A1tyS
271084100_MX|fer|473374100_MX|fer|431641_MN|fer|401641_MN|fer6179P_25_Aa1hpA

634870CB|bg|640950CB|bg|855180KA|bg|776850CB|bg99679P_25_AkiR61H910034D
81P380032A|nekir|100930KA|bg|765071100_MN|fer|624520100_MN|fer858979P_25_A5cdpeD

8330171CT|ct|2683761CT|ct|94008C|bg785189P_25_A
646431KA|bg|708651CB|bg|22240000000TSUMSNE|sne|534010_MN|fer23289P_25_AariH

1-299670PAN|pan|81M110033C|nekir|581940KA|bg|76017000000TSUMSNE|sne164789P_25_A
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snoisseccA eborp tneligAlobmyS
0661161CT|ct|100-632810PAN|pan|32J2000162|nekir|292110KA|bg990001P_15_AkiR32J2000162

90100000000TSUMSNE|sne|846951100_MN|fer|746951100_MN|fer|727700_MN|fer367101P_15_A1ntnC
064890FA|bg|275931FA|bg|80122000000TSUMSNE|sne|005310_MN|fer787101P_15_A1nlpaH

372032FA|bg|00420000000TSUMSNE|sne|613820_RN|fer|793320_MN|fer256201P_15_A1pdM
46021100000TSUMSNE|sne|86021100000TSUMSNE|sne|391410_MN|fer|320180100_MN|fer145301P_15_As1ancaC

490060CB|bg|367250KA|bg|80062000000TSUMSNE|sne|001350_MN|fer056301P_15_A8mirT
379651KA|bg|875630KA|bg|83334000000TSUMSNE|sne|215541_MN|fer087301P_15_A2d2tfS

42M0100132|nekir|282900KA|bg|30182000000TSUMSNE|sne|099720_MN|fer860501P_15_Ab6dpyL
833241KA|bg|594280KA|bg|12133000000TSUMSNE|sne|750351_MN|fer025501P_15_A1omoN

063461KA|bg|09531100000TSUMSNE|sne|78531100000TSUMSNE|sne|173580100_MN|fer884601P_15_AgepS
73557000000TSUMSNE|sne|00417000000TSUMSNE|sne|55920100000TSUMSNE|sne|528541_MN|fer099801P_15_A4nteC

833340CB|bg|28720K|bg|88942000000TSUMSNE|sne|877900_MN|fer103011P_15_A3C
662440FA|bg|02001100000TSUMSNE|sne|70612000000TSUMSNE|sne|571110_MN|fer675011P_15_AnmgL

245050KA|bg|459271KA|bg|01154000000TSUMSNE|sne|615271_MN|fer595111P_15_AkytsD
41430K|bg|79040X|bg|26904000000TSUMSNE|sne|080330_MN|fer259111P_15_A91tduN

977151KA|bg|733251KA|bg|66253000000TSUMSNE|sne|837810_MN|fer553211P_15_AptgI
316400KA|bg|99939X|bg|54597000000TSUMSNE|sne|081900_MN|fer726211P_15_A2canlag6tS
22091Y|bg|257631KA|bg|78722000000TSUMSNE|sne|279610_MN|fer437211P_15_A8a7clS

12J820035I|nekir|322500KA|bg|855540KA|bg|096761KA|bg441311P_15_A2s1pA
075521FA|bg|785242JA|bg|23243000000TSUMSNE|sne|233110_MN|fer264411P_15_A71lcC
350720CB|bg|571041KA|bg|15974000000TSUMSNE|sne|848671_MN|fer274411P_15_A2oxbF

331061KA|bg|07360100000TSUMSNE|sne|17112000000TSUMSNE|sne|568820_MN|fer195411P_15_AkiR30A5000111
773841CB|bg|760721CB|bg|35416X|bg|569610_MN|fer606411P_15_A1pakcN

538670KA|bg|179050CB|bg|609260CB|bg|744271_MN|fer106611P_15_AkiR22E120033A
76112000000TSUMSNE|sne|028720_RN|fer|918720_RN|fer|128720_RN|fer666711P_15_AkiR80O2300181

369441CB|bg|169441CB|bg|90484000000TSUMSNE|sne|967771_MN|fer160811P_15_A1domlE
508710KA|bg|532440KA|bg|26373000000TSUMSNE|sne|034180100_MN|fer130911P_15_A03aaN

093380KA|bg|435730KA|bg|50474000000TSUMSNE|sne|505351_MN|fer924911P_15_Al1pakcN
686831CB|bg|586831CB|bg|91142000000TSUMSNE|sne|936110_MN|fer850121P_15_A6pirT

414022KA|bg|84946000000TSUMSNE|sne|04041100000TSUMSNE|sne|966461100_MN|fer431121P_15_A6chanD
51486000000TSUMSNE|sne|92282000000TSUMSNE|sne|63867000000TSUMSNE|sne|357510_MN|fer602121P_15_A2beZ
18294000000TSUMSNE|sne|15919000000TSUMSNE|sne|22679000000TSUMSNE|sne|401571_MN|fer234121P_15_Ac35maF

185200KA|bg|75549000000TSUMSNE|sne|33470000000TSUMSNE|sne|086620_MN|fer725121P_15_Aa1tloG
954051KA|bg|809300KA|bg|58523000000TSUMSNE|sne|093520_MN|fer711521P_15_A4poP

428880KA|bg|37493U|bg|61410000000TSUMSNE|sne|412800_MN|fer863521P_15_AsraH
309230KA|bg|177640KA|bg|90434000000TSUMSNE|sne|954541_MN|fer626621P_15_A305pfZ

98990100000TSUMSNE|sne|954031100_MN|fer|854031100_MN|fer|947510_MN|fer194821P_15_A2ncT
873820KA|bg|83810X|bg|67420100000TSUMSNE|sne|537900_MN|fer210921P_15_Am2B

016874100_MX|fer|250320_MN|fer|533110_MN|fer|421110_MN|fer084921P_15_Aa12lcC
1-486101PAN|pan|301110CB|bg|94399000000TSUMSNE|sne|603820_MN|fer233031P_15_Ab21apsH

421454YA|bg|915990CB|bg|29972000000TSUMSNE|sne|827720_MN|fer461131P_15_AruknE
076970CB|bg|124180KA|bg|83814000000TSUMSNE|sne|246571_MN|fer167331P_15_A3iaB

691862FA|bg|67464000000TSUMSNE|sne|07972000000TSUMSNE|sne|371320_MN|fer677431P_15_A21psuD
36011100000TSUMSNE|sne|56011100000TSUMSNE|sne|738920_MN|fer|386341100_MN|fer614531P_15_A2deppM

5480261CT|ct|1-471580PAN|pan|10E940030D|nekir|779050KA|bg848631P_15_A
50070000000TSUMSNE|sne|32934000000TSUMSNE|sne|833900_MN|fer|151351_MN|fer547931P_15_A3tacA

650640KA|bg|781221KA|bg|35494000000TSUMSNE|sne|709331_MN|fer638141P_15_Ac3ebU
33857000000TSUMSNE|sne|73331100000TSUMSNE|sne|53331100000TSUMSNE|sne|870641_MN|fer575441P_15_A2rbU

67327000000TSUMSNE|sne|226461100_MN|fer|126461100_MN|fer|210020_MN|fer335541P_15_A41fnR
672451KA|bg|685961KA|bg|51130000000TSUMSNE|sne|578900_MN|fer621641P_15_Ab1nkdC

64699000000TSUMSNE|sne|50432000000TSUMSNE|sne|83481100000TSUMSNE|sne|566910_MN|fer675641P_15_A6lrA
1-756011PAN|pan|61P111038F|nekir|545520CB|bg|399651KA|bg107641P_15_AlhdsN

379990CB|bg|80976000000TSUMSNE|sne|10102000000TSUMSNE|sne|743180100_MN|fer208641P_15_A1btbohR
369030KA|bg|35660100000TSUMSNE|sne|80748000000TSUMSNE|sne|857331_MN|fer680151P_15_A74psU

529141KA|bg|932390BA|bg|58266000000TSUMSNE|sne|991571_MN|fer755351P_15_Aa21apsH
174800KA|bg|676910KA|bg|68746000000TSUMSNE|sne|133820_RN|fer471551P_15_A276pfZ

350312KA|bg|08830J|bg|12103000000TSUMSNE|sne|503220_MN|fer752551P_15_A1tlag4B
978251KA|bg|22071L|bg|21530000000TSUMSNE|sne|981010_MN|fer098161P_15_AtrgcF

528820CB|bg|586410CB|bg|59696000000TSUMSNE|sne|619441_MN|fer939461P_15_Aa051memT
382231KA|bg|91611100000TSUMSNE|sne|50576000000TSUMSNE|sne|327930100_MN|fer789461P_15_Ab021memT

07002100000TSUMSNE|sne|02496000000TSUMSNE|sne|27981100000TSUMSNE|sne|374771_MN|fer280561P_15_Ac191memT
124200KA|bg|156940BA|bg|42013000000TSUMSNE|sne|697520_MN|fer033561P_15_A33lprM

893612KA|bg|40212000000TSUMSNE|sne|827674100_MX|fer|057800_MN|fer078561P_15_AnxN
15460000000TSUMSNE|sne|194289_MX|fer|488300100_MX|fer|949080100_MN|fer523661P_15_A5ctT

100-788600PAN|pan|01E3043394|nekir|136610KA|bg372761P_15_A41ppR
816930KA|bg|698561KA|bg|67744000000TSUMSNE|sne|462330100_MN|fer780961P_15_A2slG

89470100000TSUMSNE|sne|548874100_MX|fer|953820_RN|fer|983720_MN|fer643071P_15_Al4noG
786780FA|bg|04370100000TSUMSNE|sne|83706000000TSUMSNE|sne|903110_MN|fer574271P_15_A1a001S

842400KA|bg|11994000000TSUMSNE|sne|459026_MX|fer|566110_MN|fer798771P_15_Ai2ebU
66371100000TSUMSNE|sne|69202100000TSUMSNE|sne|89033000000TSUMSNE|sne|737900_MN|fer844181P_15_A2tacB

941011100_MN|fer|051011100_MN|fer|841011100_MN|fer|497010_MN|fer295281P_15_A1tagM
837661KA|bg|02743000000TSUMSNE|sne|397461100_MN|fer|206871_MN|fer358381P_15_Aa1lnirG

CTX 6m
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364640KA|bg|979340KA|bg|73035000000TSUMSNE|sne|231350_MN|fer322481P_15_A7bhdcP
914591FA|bg|554221KA|bg|10820100000TSUMSNE|sne|658110_MN|fer358481P_15_A2zdO

687511CB|bg|30871100000TSUMSNE|sne|50309000000TSUMSNE|sne|869820_MN|fer829481P_15_A7mtifI
01285000000TSUMSNE|sne|14800100000TSUMSNE|sne|87811100000TSUMSNE|sne|549700_MN|fer411881P_15_A8spE

312203YA|bg|212203YA|bg|839441CB|bg|26677000000TSUMSNE|sne364191P_15_A
79048000000TSUMSNE|sne|29550100000TSUMSNE|sne|19550100000TSUMSNE|sne|833520_MN|fer055291P_15_A1piakruA
22481100000TSUMSNE|sne|76739000000TSUMSNE|sne|45153000000TSUMSNE|sne|914520_MN|fer674491P_15_AkiR01G9500111

033880KA|bg|831810KA|bg|43261100000TSUMSNE|sne|97308000000TSUMSNE|sne393591P_15_A
847730KA|bg|435050KA|bg|74143000000TSUMSNE|sne|006541_MN|fer526591P_15_A033pfZ

66481M|bg|23268D|bg|100574100_MX|fer|712990100_MN|fer825791P_15_A2c6yL
761022KA|bg|280431KA|bg|388841KA|bg|003800_MN|fer774002P_15_A4apsH

744020CB|bg|951260CB|bg|87725000000TSUMSNE|sne|688891_MN|fer016002P_15_A21btbZ
17629000000TSUMSNE|sne|684110_MN|fer|066312_MN|fer|956312_MN|fer084102P_15_A3tatS

415970FA|bg|303960FA|bg|42873000000TSUMSNE|sne|989700_MN|fer831302P_15_A1hxoF
700770FA|bg|861901FA|bg|73992000000TSUMSNE|sne|062010_MN|fer559302P_15_A2pbG

165511CB|bg|065511CB|bg|678010KA|bg|969080100_MN|fer646402P_15_Al1ghT
2717761CT|ct|145720CB|bg218502P_15_AkiR70N980036A

762400100_MX|fer|326084100_MX|fer|382400100_MX|fer|321330100_MN|fer948602P_15_A88241mG
5189751CT|ct|10B820036C|nekir|502380KA|bg|13222100000TSUMSNE|sne658602P_15_A

976589_MX|fer|057489_MX|fer|445574100_MX|fer|260991_MN|fer454702P_15_A187pfZ
264331QD|bg|771231CB|bg|44320000000TSUMSNE|sne|917331_MN|fer967802P_15_AnrteM

222440FA|bg361902P_15_A3lbU
871700KA|bg|61308000000TSUMSNE|sne|02241000000TSUMSNE|sne|923520_MN|fer433902P_15_A2d1xetcT

415451FE|bg|143621QD|bg|83400X|bg|19230100000TSUMSNE|sne013012P_15_A
922980KA|bg|05903000000TSUMSNE|sne|68550100000TSUMSNE|sne|274420_MN|fer884112P_15_A1dptlG

06021100000TSUMSNE|sne|86276000000TSUMSNE|sne|322110_MN|fer|519331_MN|fer958412P_15_AnxP
68225000000TSUMSNE|sne|675274100_MX|fer|493274100_MX|fer|922702_MN|fer726512P_15_A9calP

80986M|bg|64551100000TSUMSNE|sne|97609000000TSUMSNE|sne|113900_MN|fer654612P_15_A1caT
705730KA|bg|939840CB|bg|44345000000TSUMSNE|sne|313571_MN|fer207612P_15_AkiR51J220031A

769330KA|bg|83488000000TSUMSNE|sne|57793000000TSUMSNE|sne|655441_MN|fer683712P_15_A4igL
76834000000TSUMSNE|sne|296474100_MX|fer|244400_RN|fer|715620_MN|fer418812P_15_A1l22lpR

015274100_MX|fer|756274100_MX|fer|294274100_MX|fer|113520_MN|fer354222P_15_Ae944dtrE41D
965151KA|bg|60371L|bg|91474000000TSUMSNE|sne|577900_MN|fer756222P_15_AopsT

61390100000TSUMSNE|sne|71390100000TSUMSNE|sne|45995000000TSUMSNE|sne|521110_MN|fer556622P_15_AptlP
904720CB|bg|145900KA|bg|46543000000TSUMSNE|sne|568520_MN|fer561722P_15_AkiR60G0300132
166540FA|bg|427350FA|bg|38995000000TSUMSNE|sne|497610_MN|fer628722P_15_A8pmaV
738420CB|bg|370851KA|bg|71690000000TSUMSNE|sne|229541_MN|fer607822P_15_A4cncK

806970CB|bg|731860CB|bg|834361KA|bg|748740KA|bg443922P_15_A1hpxN
95045000000TSUMSNE|sne|17627000000TSUMSNE|sne|482771_MN|fer|252020_MN|fer745922P_15_A1nxrN

862330KA|bg|205440KA|bg|31423000000TSUMSNE|sne|052920_MN|fer995922P_15_A1kntE
521251KA|bg|918820CB|bg|939273QD|bg|434720_MN|fer336922P_15_Ab1drpR

760672JA|bg|963540KA|bg|86566000000TSUMSNE|sne|033920_MN|fer688922P_15_AtgpF
504441KA|bg|37570100000TSUMSNE|sne|17909000000TSUMSNE|sne|925700_MN|fer571032P_15_AnacB

1-025021PAN|pan|01F0100152|nekir|659010KA|bg008232P_15_A3vdC
376041FA|bg|11632000000TSUMSNE|sne|720084100_MX|fer|287110_MN|fer435332P_15_A5stmadA

266980KA|bg|585731KA|bg|55606000000TSUMSNE|sne|927271_MN|fer311432P_15_A1doN
351531KA|bg|32022000000TSUMSNE|sne|17890100000TSUMSNE|sne|530210_MN|fer373432P_15_A7cprT

961010TC|bg|96620100000TSUMSNE|sne|091419_MX|fer|834900_MN|fer113532P_15_Aa31lpR
200400KA|bg|902620CB|bg|03117000000TSUMSNE|sne|366900_MN|fer786532P_15_Apa5xolA
397641KA|bg|081022KA|bg|21952000000TSUMSNE|sne|478800_MN|fer240632P_15_A3bclP

30081100000TSUMSNE|sne|07201100000TSUMSNE|sne|77371100000TSUMSNE|sne|986320_MN|fer351732P_15_A3kcopS
7896951CT|ct|100-060120PAN|pan|81A1500111|nekir|622400KA|bg647732P_15_A

301050CB|bg|185141KA|bg|02552000000TSUMSNE|sne|353102_MN|fer429732P_15_A7a6clS
818780KA|bg|971770KA|bg|55549000000TSUMSNE|sne|344571_MN|fer381832P_15_A2kntE
987180FA|bg|583051KA|bg|96299000000TSUMSNE|sne|047010_MN|fer227832P_15_A39dC

40K250037I|nekir|34418X|bg|352110CB|bg|323641KA|bg339832P_15_AcduN
817461KA|bg|306431KA|bg|67392000000TSUMSNE|sne|635800_MN|fer416042P_15_A1fs4mT

046640CB|bg|70252000000TSUMSNE|sne|82751100000TSUMSNE|sne|162820_MN|fer108042P_15_A371memT
609330KA|bg|037670KA|bg|099920_MN|fer|132180100_MN|fer012142P_15_A3lpfhL

141710KA|bg|20131100000TSUMSNE|sne|786361100_MN|fer|279520_MN|fer102242P_15_AaaaN
459543FA|bg|359543FA|bg|259543FA|bg|159543FA|bg436242P_15_A61psuD

857361100_MN|fer|757361100_MN|fer|557361100_MN|fer|644271_MN|fer346242P_15_A1rocxbL
615741KA|bg|22439M|bg|42269000000TSUMSNE|sne|504700_MN|fer431342P_15_A6ycdA

800851KA|bg|535641KA|bg|44824000000TSUMSNE|sne|576800_MN|fer294442P_15_A1lbN
00611100000TSUMSNE|sne|30611100000TSUMSNE|sne|515861100_MN|fer|978320_MN|fer379442P_15_A1pirgpR

797010KA|bg|21631100000TSUMSNE|sne|90282000000TSUMSNE|sne|923020_MN|fer096642P_15_A1pploD
89064000000TSUMSNE|sne|68022000000TSUMSNE|sne|38590100000TSUMSNE|sne|471030_MN|fer070742P_15_A1ptcM

610071KA|bg|184731KA|bg|59762000000TSUMSNE|sne|266900_MN|fer942742P_15_A5xolA
351250KA|bg|207071KA|bg|131090KA|bg|754571_MN|fer583942P_15_Aa7rtaeH

751380CB|bg|092110CB|bg|40155000000TSUMSNE|sne|632641_MN|fer039942P_15_A1laecT
811121FA|bg|92461100000TSUMSNE|sne|07343000000TSUMSNE|sne|591900_MN|fer652152P_15_A4a21clS

42118000000TSUMSNE|sne|15853000000TSUMSNE|sne|36768000000TSUMSNE|sne|031010_MN|fer867152P_15_A1rmE
90470100000TSUMSNE|sne|52823000000TSUMSNE|sne|984540100_MN|fer|495800_MN|fer286552P_15_A8egfM

984851KA|bg|65127000000TSUMSNE|sne|899221100_MN|fer|878110_MN|fer660652P_15_A2maiT
17359U|bg|57631100000TSUMSNE|sne|78110000000TSUMSNE|sne|174310_MN|fer243652P_15_A4axnA
17359U|bg|57631100000TSUMSNE|sne|78110000000TSUMSNE|sne|174310_MN|fer443652P_15_A4axnA
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172241KA|bg|64991100000TSUMSNE|sne|29427000000TSUMSNE|sne|304871_MN|fer934652P_15_A7suP
136030KA|bg|011610CB|bg|59155000000TSUMSNE|sne|592020_MN|fer356652P_15_A1rbmL
230141CB|bg|871541CB|bg|40230100000TSUMSNE|sne|760110_MN|fer394852P_15_A3reP
239130KA|bg|793022KA|bg|66622000000TSUMSNE|sne|501350_MN|fer811952P_15_A1lhlK
087450CB|bg|679820KA|bg|62707000000TSUMSNE|sne|341931_MN|fer412952P_15_A6a93clS

14641100000TSUMSNE|sne|93806000000TSUMSNE|sne|753400100_MN|fer|177520_MN|fer058062P_15_A2pantnC
25276000000TSUMSNE|sne|38695000000TSUMSNE|sne|61346000000TSUMSNE|sne|892730100_MN|fer006162P_15_Aa83maF

010161KA|bg|73811100000TSUMSNE|sne|26323000000TSUMSNE|sne|174120_MN|fer317162P_15_A1c1oclS
319820KA|bg|90499000000TSUMSNE|sne|825361100_MN|fer|725361100_MN|fer704362P_15_A1lpirptI

0055361CT|ct|100-524520PAN|pan|70N890032A|nekir|421930KA|bg586462P_15_AnrhW
818180KA|bg|667130KA|bg|176441KA|bg|672620_MN|fer390562P_15_AtpphdsaA

35640X|bg|63630J|bg|84232000000TSUMSNE|sne|837010_MN|fer594562P_15_Aa6yL
589751CB|bg|561151CB|bg|461151CB|bg|823180100_MN|fer877562P_15_A3yshC

939821KA|bg|118111FA|bg|61632000000TSUMSNE|sne|103120_MN|fer872762P_15_A2a51clS
605720CB|bg|512800KA|bg|21947000000TSUMSNE|sne|365520_MN|fer805762P_15_AkiR50O2100102

31860100000TSUMSNE|sne|55010000000TSUMSNE|sne|01860100000TSUMSNE|sne|494010_MN|fer457762P_15_A2macI
48988U|bg|44272000000TSUMSNE|sne|00088000000TSUMSNE|sne|696800_MN|fer350862P_15_A4k4paM

886620BA|bg|282500KA|bg|45810000000TSUMSNE|sne|493710_MN|fer391862P_15_A01a7clS
72031100000TSUMSNE|sne|92031100000TSUMSNE|sne|51833000000TSUMSNE|sne|072320_MN|fer133862P_15_A821fnR

493330KA|bg|45850100000TSUMSNE|sne|63347000000TSUMSNE|sne|905580100_MN|fer389862P_15_A3moyM
051341KA|bg|51121100000TSUMSNE|sne|71733000000TSUMSNE|sne|222800_MN|fer425962P_15_AsccH

348070VD|bg|141310KA|bg|85631100000TSUMSNE|sne|825310_MN|fer536072P_15_A1tpfG
465022KA|bg|389940CB|bg|06294000000TSUMSNE|sne|544330100_MN|fer934172P_15_Aa95maF

178961KA|bg|81887U|bg|15698000000TSUMSNE|sne|070010_MN|fer679572P_15_A1koD
206610BA|bg|572851KA|bg|28672000000TSUMSNE|sne|834431_MN|fer241672P_15_A1l73rpG
793151KA|bg|223141FA|bg|85000000000TSUMSNE|sne|009610_MN|fer255972P_15_A2vaC
092320CB|bg|600340BA|bg|35432000000TSUMSNE|sne|423220_MN|fer644082P_15_A1l2fdS

395199EB|bg|31683D|bg|58962000000TSUMSNE|sne|649900_MN|fer525182P_15_A2xlpC
108631KA|bg|868061KA|bg|43949000000TSUMSNE|sne|770800_MN|fer835282P_15_A1daG
660274100_MX|fer|413274100_MX|fer|223209_MX|fer|608311100_MN|fer292382P_15_A01441mG

123491_MN|fer|199250_MN|fer|299250_MN|fer|305910_MN|fer100782P_15_A1dyxF
45149000000TSUMSNE|sne|440111100_MN|fer|340111100_MN|fer|528900_MN|fer960782P_15_A1hnipreS

1-740750PAN|pan324982P_15_A
829440KA|bg|588280KA|bg|07299000000TSUMSNE|sne|873900_MN|fer714192P_15_AdbhT

03437000000TSUMSNE|sne|45201000000TSUMSNE|sne|997761100_MN|fer|928910_MN|fer055492P_15_Aa5xtS
986310KA|bg|42009000000TSUMSNE|sne|39811100000TSUMSNE|sne|540720_MN|fer571592P_15_A41pacG

917380KA|bg|776150KA|bg|25067000000TSUMSNE|sne|342820_MN|fer110792P_15_ApcrP
203091YA|bg|10379000000TSUMSNE|sne|62274000000TSUMSNE|sne|287820_MN|fer790892P_15_A1pnoL
586710KA|bg|98379000000TSUMSNE|sne|67551100000TSUMSNE|sne|186520_MN|fer662892P_15_A1xiL

823410KA|bg|513340CB|bg|16497000000TSUMSNE|sne|667361100_MN|fer612992P_15_A09rdW
576740KA|bg|81201100000TSUMSNE|sne|10882000000TSUMSNE|sne|146720_MN|fer236992P_15_A1fepS

42498U|bg579103P_15_A1b39cnU
831700CB|bg|219261KA|bg|956400KA|bg|886700_MN|fer941203P_15_A2lfC

58961U|bg|919411CB|bg|26252000000TSUMSNE|sne|815800_MN|fer853203P_15_AbtL
463152JA|bg|774700KA|bg|32483000000TSUMSNE|sne|683320_MN|fer071403P_15_A4ptR

902022FA|bg|953020CB|bg|39252000000TSUMSNE|sne|327574100_MX|fer978403P_15_A861640001COL
91971100000TSUMSNE|sne|412461100_MN|fer|212461100_MN|fer|889181_MN|fer805503P_15_AgreR

1159561CT|ct|32E8040348|nekir|173631KA|bg111803P_15_A
982947PN|ct|1-913090PAN|pan|90C0100051|nekir|681500KA|bg802903P_15_AkiR90C0100051

232541CB|bg|657851KA|bg|03223000000TSUMSNE|sne|625720_MN|fer660013P_15_Aa1fegsaR
088970CB|bg|13534000000TSUMSNE|sne|64390100000TSUMSNE|sne|142180100_MN|fer744013P_15_Aa56maF

164451KA|bg|182640KA|bg|47154000000TSUMSNE|sne|661720_MN|fer496113P_15_A5lepY
562200KA|bg|54589000000TSUMSNE|sne|08829000000TSUMSNE|sne|807620_MN|fer572213P_15_A1dclT

721520CB|bg|242022KA|bg|05713000000TSUMSNE|sne|476331_MN|fer751313P_15_A5feghrA
40L1341305|nekir|162770KA|bg|46800100000TSUMSNE|sne|544361100_MN|fer733313P_15_AkiR42E9800072

99859000000TSUMSNE|sne|17565000000TSUMSNE|sne|720220_MN|fer|686970100_MN|fer681413P_15_A1enyS
863247YB|bg|349020KA|bg|042161KA|bg|29679000000TSUMSNE|sne347123P_15_A

44601100000TSUMSNE|sne|78407000000TSUMSNE|sne|34601100000TSUMSNE|sne|675871_MN|fer475223P_15_A4fspC
612361100_MN|fer|712361100_MN|fer|512361100_MN|fer|010800_MN|fer609223P_15_A3rfgF

90G4342394|nekir|745610KA|bg019223P_15_A1poP
17598D|bg|508541KA|bg|487941KA|bg|125110_MN|fer842323P_15_A4cdS

074001CB|bg|922600KA|bg|72970100000TSUMSNE|sne|961820_MN|fer135323P_15_A1e17maF
762400100_MX|fer|382400100_MX|fer|326084100_MX|fer|321330100_MN|fer867423P_15_A88241mG

651520CB|bg|353700KA|bg|70073000000TSUMSNE|sne|672520_MN|fer838423P_15_AlpvE
30F200036C|nekir|585261KA|bg|828940KA|bg|385771_MN|fer421523P_15_Ab1hpA

71O920036C|nekir|80P503034B|nekir|120120KA|bg|561461KA|bg156523P_15_A74dC
48800Y|bg|870141CB|bg|09277000000TSUMSNE|sne|787900_MN|fer003823P_15_A4aidP

18350100000TSUMSNE|sne|63076000000TSUMSNE|sne|481770100_MN|fer|867900_MN|fer144923P_15_AgsB
51296000000TSUMSNE|sne|32418000000TSUMSNE|sne|384161100_MN|fer|420991_MN|fer822233P_15_A4loN

08801100000TSUMSNE|sne|18801100000TSUMSNE|sne|79902000000TSUMSNE|sne|907310_MN|fer622043P_15_A1ly3hS
740502KA|bg|842361KA|bg|78143000000TSUMSNE|sne|016800_MN|fer637143P_15_A2pmM

642231CB|bg|64321100000TSUMSNE|sne|65424000000TSUMSNE|sne|382020_MN|fer619243P_15_A1tlag3B
85591L|bg|540431KA|bg|45133000000TSUMSNE|sne|121110_MN|fer665443P_15_A1klP

23022U|bg|13022U|bg|69152000000TSUMSNE|sne|427010_MN|fer763543P_15_A8bmsP
07850100000TSUMSNE|sne|96850100000TSUMSNE|sne|33293000000TSUMSNE|sne|088331_MN|fer698543P_15_A2hafaP

446530FA|bg|87503000000TSUMSNE|sne|547461100_MN|fer|479800_MN|fer615643P_15_A2a4ptP
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198021CB|bg|098021CB|bg|34603000000TSUMSNE|sne|875910_MN|fer398643P_15_A1ltxE
083400KA|bg|80382000000TSUMSNE|sne|399901100_MN|fer|031040100_MN|fer381843P_15_A141memT

7790161CT|ct|100-461210PAN|pan|01A180031C|nekir|838180KA|bg229943P_15_AkiR01A180031C
298330KA|bg|31284000000TSUMSNE|sne|65646000000TSUMSNE|sne|976871_MN|fer612253P_15_A563pfZ

250180KA|bg|66588U|bg|25933000000TSUMSNE|sne|438310_MN|fer692253P_15_A1prfS
296540FA|bg|001341KA|bg|46624000000TSUMSNE|sne|791900_MN|fer423253P_15_A2a61clS

695001100_MN|fer|843990100_MN|fer|104361100_MN|fer|945010_MN|fer649353P_15_A1ar11lI
695001100_MN|fer|843990100_MN|fer|104361100_MN|fer|945010_MN|fer749353P_15_A1ar11lI

763451KA|bg|405160FA|bg|70801000000TSUMSNE|sne|490641_MN|fer211853P_15_A1sdaF
47923L|bg|230151KA|bg|52820100000TSUMSNE|sne|105010_MN|fer075953P_15_A3tifI

693351KA|bg|120051KA|bg|22734000000TSUMSNE|sne|051110_MN|fer636953P_15_Apb3slagL
01M210032C|nekir|607630KA|bg|731280KA|bg|297620_MN|fer682163P_15_A5tapgA

915830KA|bg|705841CB|bg|163148YA|bg|549441_MN|fer038163P_15_A2igL
574150KA|bg|53039X|bg|06028000000TSUMSNE|sne|596700_MN|fer660263P_15_A1l3ihC

657041KA|bg|707431KA|bg|68862000000TSUMSNE|sne|174271_MN|fer052463P_15_A5hitI
316581KA|bg|981750CB|bg|897621FA|bg|996910_MN|fer906463P_15_A2sdaF

880631100_MN|fer|858541100_MN|fer|958541100_MN|fer|398110_MN|fer236463P_15_A2pb3hS
71M170034A|nekir|670080KA|bg|097831KA|bg|102381_MN|fer496463P_15_A5nflS

64033000000TSUMSNE|sne|08029000000TSUMSNE|sne|65607000000TSUMSNE|sne|563900_MN|fer443663P_15_A1i1bfgT
377911CB|bg|497410KA|bg|35322000000TSUMSNE|sne|401920_MN|fer624963P_15_A71dnymZ
741940CB|bg|883350KA|bg|80606000000TSUMSNE|sne|310030_MN|fer074073P_15_A1a02pyC

78602000000TSUMSNE|sne|83612100000TSUMSNE|sne|450131100_MN|fer|719310_MN|fer091173P_15_A1gttP
762910KA|bg|152910KA|bg|39686000000TSUMSNE|sne|144180100_MN|fer654273P_15_A68rdW

218460CB|bg|242700KA|bg|004429_MX|fer|004489_MX|fer598273P_15_A334pfZ
10302000000TSUMSNE|sne|06450100000TSUMSNE|sne|275951100_MN|fer|237820_MN|fer299273P_15_AkiR50N8242364

136040100_MN|fer|236040100_MN|fer|621741_MN|fer|316541_MN|fer119373P_15_A5fntq1C
200-438100PAN|pan|02E4200162|nekir|012061KA|bg|030920CB|bg896573P_15_Ab31maF

32307000000TSUMSNE|sne|65621100000TSUMSNE|sne|230361100_MN|fer|250820_MN|fer656673P_15_ArpnyS
336651KA|bg|956441KA|bg|44855000000TSUMSNE|sne|030820_MN|fer545873P_15_A2smpbR

100-499590PAN|pan|41M740031D|nekir|124150KA|bg078873P_15_AkiR22O9000021
930061100_MN|fer|040061100_MN|fer|830061100_MN|fer|815541_MN|fer795973P_15_A1sfudN

289564FA|bg|854881KA|bg|04421000000TSUMSNE|sne|157820_MN|fer415083P_15_A1pajT
895330100_MN|fer|328441_MN|fer|795330100_MN|fer|995330100_MN|fer996083P_15_A6lscA

84736X|bg|203761KA|bg|04192000000TSUMSNE|sne|171110_MN|fer251283P_15_ArcorP
54467D|bg|73646000000TSUMSNE|sne|87141100000TSUMSNE|sne|345900_MN|fer023383P_15_A301fnR

725631KA|bg|77047000000TSUMSNE|sne|67600100000TSUMSNE|sne|455700_MN|fer147383P_15_A4pmB
762584YA|bg|248500KA|bg|20052000000TSUMSNE|sne|159720_MN|fer868783P_15_A4tkeT

982990BA|bg|29973000000TSUMSNE|sne|25831100000TSUMSNE|sne|311891_MN|fer179783P_15_A3hsS
687552YA|bg|65086000000TSUMSNE|sne|54639000000TSUMSNE|sne|396910_MN|fer990883P_15_Aa1taB

669951KA|bg|11096000000TSUMSNE|sne|137161100_MN|fer|744700_MN|fer951193P_15_AgnA
587761KA|bg|60591000000TSUMSNE|sne|574174100_MX|fer|175700100_MN|fer866193P_15_Ae837dtrE8D

09289000000TSUMSNE|sne|47666000000TSUMSNE|sne|230374100_MX|fer|295700_MN|fer500293P_15_A8raC
849081KA|bg|768941KA|bg|94030000000TSUMSNE|sne|563920_MN|fer168293P_15_A52deM

965900KA|bg|72960100000TSUMSNE|sne|45203000000TSUMSNE|sne|630571_MN|fer096493P_15_AtorpeL
521950PN|ct|73952M|bg|74310K|bg650593P_15_ApafG

01182000000TSUMSNE|sne|899561100_MN|fer|799561100_MN|fer|377920_MN|fer347593P_15_AlpopS
357570KA|bg|54602100000TSUMSNE|sne|95165000000TSUMSNE|sne|916620_MN|fer258693P_15_A2otsG

959470FA|bg|547310BA|bg|75252000000TSUMSNE|sne|764910_MN|fer345004P_15_A1fiA
38323000000TSUMSNE|sne|20711100000TSUMSNE|sne|10711100000TSUMSNE|sne|656010_MN|fer956104P_15_AnpsS

390680KA|bg|424200KA|bg|98065000000TSUMSNE|sne|234910_MN|fer789104P_15_A73memT
037480KA|bg|84770100000TSUMSNE|sne|69683000000TSUMSNE|sne|162271_MN|fer484204P_15_Ab9r1ppP

176741KA|bg|139271KA|bg|19980000000TSUMSNE|sne|782120_MN|fer997304P_15_A3bnpS
543641KA|bg|716542JA|bg|87742000000TSUMSNE|sne|840020_MN|fer760404P_15_A02deM

693030KA|bg|86390100000TSUMSNE|sne|49524000000TSUMSNE|sne|142331_MN|fer694504P_15_A1clM
862230KA|bg|087701FA|bg|24518000000TSUMSNE|sne|796910_MN|fer725604P_15_A2dncK

759374100_MX|fer|143389_MX|fer|378300100_MX|fer|235620_MN|fer950804P_15_A2ftuN
572861KA|bg|186151KA|bg|626800CB|bg|99368000000TSUMSNE|sne605804P_15_A1macI

371130CB|bg|32142000000TSUMSNE|sne|014774100_MX|fer|351931_MN|fer211014P_15_A3pagA
92479000000TSUMSNE|sne|33858000000TSUMSNE|sne|736174100_MX|fer|015900_MN|fer843314P_15_ArzE

074870KA|bg|582431KA|bg|80911100000TSUMSNE|sne|721351_MN|fer693414P_15_A2nrmM
911210KA|bg|30307X|bg|50328000000TSUMSNE|sne|449800_MN|fer549514P_15_A2amsP

690670KA|bg|96292000000TSUMSNE|sne|110389_MX|fer|393910_MN|fer342614P_15_A9csoxE
63880100000TSUMSNE|sne|40785000000TSUMSNE|sne|96149000000TSUMSNE|sne|044910_MN|fer592614P_15_A2mgrI

88929M|bg|791061KA|bg|21930000000TSUMSNE|sne|195700_MN|fer914614P_15_ArlaC
010026_MX|fer|428100100_MX|fer|931720_MN|fer|988510100_MN|fer313714P_15_A9faT

100-177520PAN|pan|22I400032D|nekir|361480KA|bg|00271100000TSUMSNE|sne884814P_15_A
722820KA|bg|327900KA|bg|413300KA|bg|853381_MN|fer680914P_15_A1pig54ddaG

96798000000TSUMSNE|sne|93600100000TSUMSNE|sne|129541100_MN|fer|229541100_MN|fer529914P_15_AkiR32L211031E
294330QB|bg|115331KA|bg|55742000000TSUMSNE|sne|126271_MN|fer745024P_15_A5cilC

634450CB|bg|90543000000TSUMSNE|sne|04841100000TSUMSNE|sne|283900_MN|fer137024P_15_A1yhT
659330KA|bg|811430KA|bg|91822000000TSUMSNE|sne|940771_MN|fer253524P_15_A4hpJ
754900KA|bg|680800KA|bg|30232000000TSUMSNE|sne|508281_MN|fer937624P_15_AtpG

555250KA|bg|857410KA|bg|649930BA|bg|675910_MN|fer615724P_15_A1dshT
886941KA|bg|571710FA|bg|274331KA|bg|594310_MN|fer476724P_15_Aa1tpC

860379_MX|fer|789279_MX|fer|314110_MN|fer|087900_MN|fer807824P_15_Ab4C
90231100000TSUMSNE|sne|01231100000TSUMSNE|sne|53182000000TSUMSNE|sne|911641_MN|fer040924P_15_Ab921maF
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22537000000TSUMSNE|sne|28177000000TSUMSNE|sne|16431100000TSUMSNE|sne|352020_MN|fer728134P_15_A2nxrN
935851KA|bg|04432000000TSUMSNE|sne|51556000000TSUMSNE|sne|876910_MN|fer919134P_15_AgfT

056174100_MX|fer|993010_MN|fer|593010_MN|fer|793010_MN|fer835234P_15_A22T-2H
25190100000TSUMSNE|sne|76631000000TSUMSNE|sne|963461100_MN|fer|518920_MN|fer291334P_15_A1sacB
53493000000TSUMSNE|sne|20180100000TSUMSNE|sne|252011100_MN|fer|182800_MN|fer384434P_15_AnpH

648400100_MX|fer|562498_MX|fer|925951100_MN|fer|781900_MN|fer308434P_15_Al2a7xoC
176340CB|bg|140920KA|bg|10575000000TSUMSNE|sne|854271_MN|fer744634P_15_A178pfZ

45399000000TSUMSNE|sne|35399000000TSUMSNE|sne|487084100_MX|fer|773620_MN|fer881734P_15_AkiR51E7750336
846957YB|bg|052830CB|bg|107331KA|bg|718810_MN|fer392834P_15_A1lacramS

947770KA|bg|898820CB|bg|00622000000TSUMSNE|sne|069541_MN|fer258044P_15_A1frtM
040061KA|bg|872951KA|bg|02313000000TSUMSNE|sne|239910_MN|fer624144P_15_A4fP

832640KA|bg|83490100000TSUMSNE|sne|31647000000TSUMSNE|sne|443920_MN|fer443344P_15_A2pycA
711920KA|bg|18602000000TSUMSNE|sne|639891_MN|fer|376841_MN|fer278344P_15_A7ulS

01090100000TSUMSNE|sne|31090100000TSUMSNE|sne|41139000000TSUMSNE|sne|719720_MN|fer500444P_15_A1moorhS
591231CB|bg|50783000000TSUMSNE|sne|49920100000TSUMSNE|sne|491620_MN|fer714644P_15_AkiR02P4700181

121251KA|bg|859612KA|bg|62432000000TSUMSNE|sne|628171_MN|fer774644P_15_A1dndlC
072330CB|bg|874870KA|bg|738491KA|bg|290351_MN|fer744844P_15_A2lpuN

550090KA|bg|74413000000TSUMSNE|sne|636374100_MX|fer|074310_MN|fer230154P_15_A3axnA
100-909320PAN|pan|090440BA|bg|68323000000TSUMSNE|sne|964420_MN|fer671154P_15_A14ehlhB

326670FA|bg|34781100000TSUMSNE|sne|37909000000TSUMSNE|sne|107610_MN|fer323254P_15_AseN
610490CB|bg|700500KA|bg|47145000000TSUMSNE|sne|434220_MN|fer867254P_15_A41f4pyC

055623FA|bg|15024D|bg|32182000000TSUMSNE|sne|870800_MN|fer779254P_15_A2daG
597400CB|bg|74399X|bg|86161000000TSUMSNE|sne|984800_MN|fer800454P_15_ApbL

538640KA|bg|29022100000TSUMSNE|sne|62548000000TSUMSNE|sne|090571_MN|fer567454P_15_A1a13clS
903561KA|bg|873751KA|bg|37454000000TSUMSNE|sne|478871_MN|fer399454P_15_A2ccmT

905551KA|bg|18821Y|bg|38152000000TSUMSNE|sne|660900_MN|fer662554P_15_A1gniR
682110KA|bg|93431Y|bg|72888000000TSUMSNE|sne|178310_MN|fer614554P_15_A21kpaM

039980KA|bg|302051KA|bg|65181000000TSUMSNE|sne|322331_MN|fer649554P_15_A3caR
50211100000TSUMSNE|sne|77617000000TSUMSNE|sne|21550000000TSUMSNE|sne|573520_MN|fer095654P_15_A22rcsbW
74748000000TSUMSNE|sne|09189000000TSUMSNE|sne|64992000000TSUMSNE|sne|194720_MN|fer989754P_15_AdgarR

51998U|bg|678120CB|bg|93834000000TSUMSNE|sne|746271_MN|fer668854P_15_Ar11F
35007000000TSUMSNE|sne|583500100_MN|fer|953400100_MN|fer|180620_MN|fer147954P_15_A1psarpG

760210KA|bg|701920KA|bg|41497000000TSUMSNE|sne|021820_MN|fer859064P_15_A321cdcC
5450851CT|ct|1-997750PAN|pan|781320CB|bg|16960100000TSUMSNE|sne102164P_15_A

30H6340348|nekir|164810KA|bg682264P_15_A2cfcH
912110CB|bg|250500KA|bg|19963000000TSUMSNE|sne|407030_MN|fer783464P_15_A8bpsH
916120CB|bg|219900KA|bg|65832000000TSUMSNE|sne|916920_MN|fer119464P_15_A2brsM

23566X|bg|360200CB|bg|77398000000TSUMSNE|sne|594800_MN|fer182564P_15_A1slagL
829330CB|bg|61415000000TSUMSNE|sne|89441100000TSUMSNE|sne|264080_MN|fer292564P_15_AtmnH

542310KA|bg|194300CB|bg|02873000000TSUMSNE|sne|752420_MN|fer285564P_15_A3dhdH
552831CB|bg|02250000000TSUMSNE|sne|31211100000TSUMSNE|sne|393110_MN|fer578774P_15_A2a1clS

179831KA|bg|95451M|bg|16670U|bg|99230100000TSUMSNE|sne271874P_15_A
03870100000TSUMSNE|sne|31530000000TSUMSNE|sne|486361100_MN|fer|335520_MN|fer771974P_15_ApisoN

361181KA|bg|584681KA|bg|09273000000TSUMSNE|sne|319300100_MN|fer209974P_15_AsraM
955010KA|bg|02803000000TSUMSNE|sne|46449000000TSUMSNE|sne|591720_MN|fer092084P_15_A1zsaC
669071KA|bg|55689000000TSUMSNE|sne|93692000000TSUMSNE|sne|556920_MN|fer081384P_15_A7xnS

592141KA|bg|75937000000TSUMSNE|sne|766174100_MX|fer|843110_MN|fer834384P_15_Ae3ameS
612631KA|bg|167422JA|bg|70713000000TSUMSNE|sne|039310_MN|fer445384P_15_AssaA

43870100000TSUMSNE|sne|48230000000TSUMSNE|sne|53870100000TSUMSNE|sne|948610_MN|fer994584P_15_A3frI
871311CB|bg|081630KA|bg|93450100000TSUMSNE|sne|876871_MN|fer081884P_15_A3mtrrL

75690100000TSUMSNE|sne|53192000000TSUMSNE|sne|24130100000TSUMSNE|sne|118910_MN|fer993884P_15_A2sscA
497431KA|bg|675610CB|bg|30552000000TSUMSNE|sne|874520_MN|fer915884P_15_A1cosI

07967000000TSUMSNE|sne|51684000000TSUMSNE|sne|635474100_MX|fer|236310_MN|fer888884P_15_A1pnP
772390BA|bg|570210KA|bg|472850CB|bg|288271_MN|fer128984P_15_A3yfdW

688761100_MN|fer|788761100_MN|fer|588761100_MN|fer|178441_MN|fer553194P_15_A1h024vuS
53232000000TSUMSNE|sne|57990100000TSUMSNE|sne|042320_MN|fer|366920_MN|fer970394P_15_Ad1feE

513221KA|bg|442030BA|bg|68364000000TSUMSNE|sne|558080_MN|fer450694P_15_A41chccZ
19875M|bg|218641KA|bg|03252000000TSUMSNE|sne|484310_MN|fer589794P_15_A2C
743840KA|bg|13777X|bg|11313000000TSUMSNE|sne|238700_MN|fer317005P_15_AkcD

853701CB|bg|753701CB|bg|73903000000TSUMSNE|sne|589110_MN|fer231205P_15_A32pmM
855351KA|bg|498861KA|bg|77012000000TSUMSNE|sne|030210_MN|fer051205P_15_A1r3a9clS
100-821001PAN|pan|200-415500PAN|pan|476159QB|bg|644400_RN|fer654205P_15_A5307mG

01D0100061|nekir|890937BB|bg|214500KA|bg|765361100_MN|fer427205P_15_Ab201maF
231840KA|bg|942490CB|bg|35839000000TSUMSNE|sne|129271_MN|fer897205P_15_Ad55maF
855500CB|bg|672110KA|bg|93146000000TSUMSNE|sne|555080_MN|fer334305P_15_Ab2papP
530460CB|bg|750610KA|bg|49954000000TSUMSNE|sne|267271_MN|fer094405P_15_A43mbR
939520CB|bg|144540KA|bg|57123000000TSUMSNE|sne|604720_MN|fer645405P_15_A1l1hdlA

315900FA|bg|76124000000TSUMSNE|sne|557810_MN|fer|370671_MN|fer540605P_15_ApcgP
010731KA|bg|257540KA|bg|965250KA|bg|003820_RN|fer432705P_15_AkiR61P6240335

828611CB|bg|20100000000TSUMSNE|sne|28621100000TSUMSNE|sne|840180100_MN|fer466705P_15_A81a52clS
61465000000TSUMSNE|sne|29269000000TSUMSNE|sne|881381_MN|fer|774120_MN|fer468805P_15_A1pb2A

39326U|bg|129310KA|bg|11090100000TSUMSNE|sne|55090100000TSUMSNE|sne419015P_15_A
95902100000TSUMSNE|sne|94191100000TSUMSNE|sne|08980100000TSUMSNE|sne|11090100000TSUMSNE|sne619015P_15_A

10488U|bg|669240KA|bg|56685000000TSUMSNE|sne|208720_RN|fer806115P_15_A2gatM
231861KA|bg|09003000000TSUMSNE|sne|44470100000TSUMSNE|sne|525800_MN|fer270215P_15_AdalA

892380KA|bg|812610CB|bg|57678000000TSUMSNE|sne|337271_MN|fer028215P_15_AareD
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651200CB|bg|518461KA|bg|05933000000TSUMSNE|sne|042420_MN|fer580315P_15_A4sniG
316180KA|bg|320670KA|bg|811391KA|bg|700900_MN|fer452315P_15_A1caR

627941KA|bg|433110KA|bg|38973000000TSUMSNE|sne|212620100_MN|fer006315P_15_AasnE
73650100000TSUMSNE|sne|20903000000TSUMSNE|sne|83650100000TSUMSNE|sne|405720_MN|fer931415P_15_A61mdrP

30M2700092|nekir|984362JC|bg|867310KA|bg|445741KA|bg072415P_15_A2ddA
170161FA|bg|005320CB|bg|62803000000TSUMSNE|sne|147910_MN|fer504415P_15_A5a2clS

963371_MN|fer|071821100_MN|fer|171821100_MN|fer|961821100_MN|fer790615P_15_AdlyC
41472000000TSUMSNE|sne|35531100000TSUMSNE|sne|572874100_MX|fer|688720_MN|fer499615P_15_Api11ktS

276551KA|bg|53048000000TSUMSNE|sne|23048000000TSUMSNE|sne|404700_MN|fer873815P_15_A9madA
30148000000TSUMSNE|sne|92650100000TSUMSNE|sne|71903000000TSUMSNE|sne|583110_MN|fer305815P_15_AikS

259051CB|bg|949051CB|bg|70159000000TSUMSNE|sne|787200100_MN|fer398815P_15_AnicC
12P5200111|nekir959815P_15_A

21N412034F|nekir|21I410039B|nekir|650740KA|bg|978341KA|bg5683001P_25_A
911351KA|bg|67699000000TSUMSNE|sne|465809_MX|fer|588888_MX|fer0680201P_25_A010211WA

059780KA|bg|263380KA|bg|06670U|bg|16670U|bg648201P_25_A
42D4040346|nekir|951230KA|bg2665301P_25_A

97770100000TSUMSNE|sne|16930000000TSUMSNE|sne|93449000000TSUMSNE|sne|147920_MN|fer185401P_25_A3aifpP
05880100000TSUMSNE|sne|766861100_MN|fer|866861100_MN|fer|243620_MN|fer007401P_25_A2a411maF

143010TC|bg|26543000000TSUMSNE|sne|94839000000TSUMSNE|sne|469900_MN|fer284601P_25_AbayrC
7014661CT|ct|1-958221PAN|pan|380933FA|bg|771250CB|bg131901P_25_A1pisP

965151KA|bg|60371L|bg|91474000000TSUMSNE|sne|577900_MN|fer710211P_25_AopsT
70H280038A|nekir|735230KA|bg|430440KA|bg|883510_RN|fer364211P_25_A1so6xlD

46226000000TSUMSNE|sne|18321100000TSUMSNE|sne|408541100_MN|fer|492571_MN|fer6256211P_25_A1skcuN
333851KA|bg|50678000000TSUMSNE|sne|00441100000TSUMSNE|sne|412350_MN|fer091311P_25_Af1oyM
700371KA|bg|45520100000TSUMSNE|sne|78127000000TSUMSNE|sne|301351_MN|fer564311P_25_Ac1fiK

059331KA|bg|426661KA|bg|12369000000TSUMSNE|sne|575900100_MN|fer282411P_25_A5xcmrA
1-964211PAN|pan|1-364211PAN|pan191511P_25_A

8760561CT|ct|986419_MX|fer|009553_MX|fer2111811P_25_A61a6clS
136040100_MN|fer|236040100_MN|fer|621741_MN|fer|316541_MN|fer291121P_25_A5fntq1C

841041KA|bg|082390BA|bg|24518000000TSUMSNE|sne|796910_MN|fer274421P_25_A2dncK
792020KA|bg|030440KA|bg|34203000000TSUMSNE|sne|341871_MN|fer873731P_25_A2aakrP
756211BA|bg|856211BA|bg|49124000000TSUMSNE|sne|031571_MN|fer769831P_25_A4mprT

113340CB|bg|422022KA|bg|374910KA|bg|404871_MN|fer918931P_25_A6h3cZ
674830KA|bg|581380KA|bg|65486000000TSUMSNE|sne|249671_MN|fer730341P_25_A5arbaG
100-784110PAN|pan|80A0410339|nekir|700430KA|bg|436330100_MN|fer62541P_25_Ab11gyZ
516674100_MX|fer|461774100_MX|fer|401374100_MX|fer|759610_MN|fer468941P_25_A2ngmH

50A7140182|nekir|790310KA|bg|607174100_MX|fer|421320_MN|fer331251P_25_A8Q-2H
591231CB|bg|50783000000TSUMSNE|sne|49920100000TSUMSNE|sne|491620_MN|fer333351P_25_AkiR02P4700181

476161KA|bg|459980KA|bg|48854000000TSUMSNE|sne|506541_MN|fer769351P_25_A4cdhlK
206771KA|bg|17880100000TSUMSNE|sne|86880100000TSUMSNE|sne|671351_MN|fer577261P_25_A7gpS

3520061CT|ct|1-331290PAN|pan|71N7030162|nekir|500210KA|bg64361P_25_AkiR20H5040345
03307000000TSUMSNE|sne|47068000000TSUMSNE|sne|646271_MN|fer|916830100_MN|fer682461P_25_A3mnD

007474100_MX|fer|285484_MX|fer|056300_RN|fer|008520_MN|fer516461P_25_A2r1ppP
392540BA|bg|398970KA|bg|01052000000TSUMSNE|sne|397120_MN|fer283761P_25_A8memT

670210JA|bg|22962000000TSUMSNE|sne|780461100_MN|fer|389110_MN|fer375671P_25_A2remoH
11O0800359|nekir|082970KA|bg|746530KA|bg|56594000000TSUMSNE|sne389671P_25_A

833221KA|bg|104330KA|bg|757930KA|bg|718520_MN|fer748771P_25_AkiR22O9000021
60211100000TSUMSNE|sne|01208000000TSUMSNE|sne|515770100_MN|fer|415770100_MN|fer156871P_25_A2a1clS

1-427330PAN|pan|562502YA|bg|00506000000TSUMSNE|sne|685771_MN|fer957181P_25_A2a5fiE
1074361CT|ct|1-744230PAN|pan373681P_25_A

60K1000111|nekir|462980KA|bg|832300KA|bg|255261KA|bg401391P_25_A4ntcD
549620CB|bg|684022KA|bg|44924000000TSUMSNE|sne|602931_MN|fer810591P_25_A3parA

840198_MX|fer|938774100_MX|fer|229574100_MX|fer|393571_MN|fer532591P_25_AkiR10G5550394
43245000000TSUMSNE|sne|59821100000TSUMSNE|sne|136951100_MN|fer|606120_MN|fer237691P_25_A6keN

21019X|bg|734511CB|bg|95030100000TSUMSNE|sne|639900_MN|fer369791P_25_A3a9loC
280895PN|ct|322935JA|bg569791P_25_A1rdrE

861810CB|bg|574780KA|bg|99231000000TSUMSNE|sne|992891_MN|fer952202P_25_AkiR60B303031E
782611CB|bg|59505U|bg|682611CB|bg|600900_MN|fer986402P_25_A2k4paM

954051KA|bg|809300KA|bg|58523000000TSUMSNE|sne|093520_MN|fer294602P_25_A4poP
04575000000TSUMSNE|sne|08821100000TSUMSNE|sne|94797000000TSUMSNE|sne|750620_MN|fer267602P_25_A224pfZ

042110KA|bg|987010KA|bg|04105000000TSUMSNE|sne|519520_MN|fer484902P_25_A88memT
02D100030A|nekir|30D5200111|nekir|741730KA|bg|019300KA|bg875902P_25_AkiR02D100030A

7156951CT|ct|100-116910PAN|pan|476140CB|bg630312P_25_A9luC
50681100000TSUMSNE|sne|83134000000TSUMSNE|sne|91260100000TSUMSNE|sne|146871_MN|fer165312P_25_Af5ppnI

6907461CT|ct|1-664430PAN|pan095812P_25_A
12648000000TSUMSNE|sne|903474100_MX|fer|682474100_MX|fer|466891_MN|fer567812P_25_A2d1cbT

004774100_MX|fer|748574100_MX|fer|006574100_MX|fer|531771_MN|fer039812P_25_AkiR02K030038D
567301QD|bg|29469000000TSUMSNE|sne|80714000000TSUMSNE|sne|328110_MN|fer572022P_25_A43rpG

653961KA|bg|217341KA|bg|22130100000TSUMSNE|sne|373900_MN|fer978022P_25_A2mgT
309970100_MN|fer|209970100_MN|fer|109970100_MN|fer|990571_MN|fer788122P_25_A1nipeR

565021CB|bg|775521CB|bg|77603000000TSUMSNE|sne|396610_MN|fer577222P_25_A6k3paM
226330KA|bg|82331100000TSUMSNE|sne|42331100000TSUMSNE|sne|62331100000TSUMSNE|sne007522P_25_A

16620100000TSUMSNE|sne|72945000000TSUMSNE|sne|55206000000TSUMSNE|sne|845900_MN|fer69622P_25_A211fnR
10671100000TSUMSNE|sne|24281100000TSUMSNE|sne|45891100000TSUMSNE|sne|089100100_MN|fer872922P_25_A1hcmiL

80456000000TSUMSNE|sne|100574100_MX|fer|712990100_MN|fer|147010_MN|fer839032P_25_A1c6yL
6998071CT|ct|1-909301PAN|pan643232P_25_A
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283241KA|bg|745061KA|bg|13143000000TSUMSNE|sne|799220_MN|fer801532P_25_A53spV
100-968020PAN|pan|90P920036D|nekir|264580KA|bg|407871_MN|fer201732P_25_A3l91ypD

100-355410PAN|pan|70E3100062|nekir|591110KA|bg|106540CB|bg60242P_25_AzuF
100-371221PAN|pan|22F530033D|nekir|717480KA|bg|485541_MN|fer123242P_25_A1nopS

692610KA|bg|037102FA|bg|51373000000TSUMSNE|sne|118810_MN|fer08242P_25_A2dhbA
948051KA|bg|536460FA|bg|91682000000TSUMSNE|sne|756910_MN|fer995342P_25_A21b71dsH

833441KA|bg|07690100000TSUMSNE|sne|62134000000TSUMSNE|sne|528910_MN|fer784542P_25_A6aocN
10397M|bg|77415000000TSUMSNE|sne|71403000000TSUMSNE|sne|168900_MN|fer344942P_25_A24cdC

424200KA|bg|640272JA|bg|98065000000TSUMSNE|sne|234910_MN|fer14152P_25_A73memT
586551KA|bg|681080KA|bg|89349000000TSUMSNE|sne|596040100_MN|fer021352P_25_AdlveU

857400CB|bg|32360100000TSUMSNE|sne|61923000000TSUMSNE|sne|277010_MN|fer348352P_25_AzaM
413499_MX|fer|926300_RN|fer|266221100_MN|fer|428310100_MN|fer0452P_25_A2665mG

489150CB|bg|803841KA|bg|14332000000TSUMSNE|sne|818010_MN|fer590452P_25_A002dC
568861KA|bg|937641KA|bg|77477000000TSUMSNE|sne|244910_MN|fer706452P_25_A91ktS

1-725301PAN|pan|31080100000TSUMSNE|sne|18970100000TSUMSNE|sne|08970100000TSUMSNE|sne705652P_25_A
1-893311PAN|pan|28709000000TSUMSNE|sne773752P_25_Aca2h2tsiH

722741KA|bg|394130KA|bg|89096000000TSUMSNE|sne|366461100_MN|fer919752P_25_AkiR60H1000389
87489000000TSUMSNE|sne|01458000000TSUMSNE|sne|44030000000TSUMSNE|sne|945120_MN|fer789752P_25_ApknP

187900_MN|fer|535951100_MN|fer|435951100_MN|fer|335951100_MN|fer30952P_25_Ac1ancaC
739130KA|bg|874912KA|bg|476830KA|bg|106020_MN|fer295062P_25_Ax1lbT

965500CB|bg|82422000000TSUMSNE|sne|932102_MN|fer|274120_MN|fer115262P_25_A4esanR
742500KA|bg|44603000000TSUMSNE|sne|18261100000TSUMSNE|sne|512420_MN|fer419262P_25_A395pfZ

382921KA|bg|959215YA|bg|68516000000TSUMSNE|sne|937771_MN|fer782862P_25_A705pfZ
1-553430PAN|pan|40D0040336|nekir|930870KA|bg|569520_MN|fer820472P_25_A1rsS

7445061CT|ct|100-639390PAN|pan|80K410031C|nekir|604180KA|bg873772P_25_A2pahT
2953261CT|ct|100-836121PAN|pan|02A520031C|nekir|905180KA|bg493772P_25_AblgaD

919012KA|bg|42741100000TSUMSNE|sne|85013000000TSUMSNE|sne|053331_MN|fer844872P_25_A3erpaM
10I810030D|nekir|277050KA|bg957972P_25_A1glG

1-102321PAN|pan128082P_25_A
45760000000TSUMSNE|sne|98597000000TSUMSNE|sne|383440100_MN|fer|155110_MN|fer978182P_25_AftbU

93980100000TSUMSNE|sne|73980100000TSUMSNE|sne|04980100000TSUMSNE|sne|223209_MX|fer873382P_25_A62341mG
949171KA|bg|484741KA|bg|45590100000TSUMSNE|sne|610180100_MN|fer105382P_25_Ab7h3cZ

31C703031E|nekir|193094WA|bg|557350KA|bg|886771_MN|fer884682P_25_Ajfa2H
627340CB|bg|800641KA|bg|48942000000TSUMSNE|sne|381100100_MN|fer152882P_25_A402memT

452701CB|bg|57135000000TSUMSNE|sne|12700100000TSUMSNE|sne|197871_MN|fer312292P_25_AkiR41B302031E
727541CB|bg|26839U|bg|83237000000TSUMSNE|sne|068810_MN|fer102592P_25_A14lpR
010026_MX|fer|428100100_MX|fer|931720_MN|fer|988510100_MN|fer779203P_25_A9faT

100-382490PAN|pan|32H990034A|nekir|264040KA|bg056303P_25_A1rpceT
183270BA|bg|107051CB|bg|39027000000TSUMSNE|sne|577271_MN|fer564803P_25_A1bnxlP

695940WA|bg|651231KA|bg|520690CB|bg|937310KA|bg362113P_25_A2frnoL
694150KA|bg|241580KA|bg|060950CB|bg|394874100_MX|fer999113P_25_A10601mG

864460CB|bg|398331KA|bg|69920100000TSUMSNE|sne|439820_MN|fer325313P_25_AkiR60B2540394
819051KA|bg|93880100000TSUMSNE|sne|43975000000TSUMSNE|sne|878730100_MN|fer185913P_25_A52fcT

1-917580PAN|pan|21P770031D|nekir|130480KA|bg|22259000000TSUMSNE|sne579323P_25_A
4176661CT|ct|01P5100062|nekir|222110KA|bg|039720_RN|fer35423P_25_AkiR12A0200111

583210KA|bg|007530KA|bg|42852000000TSUMSNE|sne|891330_RN|fer656423P_25_AkiR90G6400072
97350100000TSUMSNE|sne|54964000000TSUMSNE|sne|747161100_MN|fer|821320_MN|fer444523P_25_AmlaP

410901CB|bg|21073000000TSUMSNE|sne|06011100000TSUMSNE|sne|572120_MN|fer315623P_25_A4ancK
0797951CT|ct|100-533200PAN|pan|32M601034A|nekir|565040KA|bg38623P_25_A2cfcH

20A720039D|nekir|30L060032C|nekir|835280KA|bg|758461KA|bg611823P_25_AkiR32J2000162
31531100000TSUMSNE|sne|21531100000TSUMSNE|sne|58679000000TSUMSNE|sne|972111100_MN|fer528823P_25_A1yfdW

007250CB|bg|98379000000TSUMSNE|sne|67551100000TSUMSNE|sne|186520_MN|fer344923P_25_A1xiL
7477171CT|ct|1-522330PAN|pan|40K4140385|nekir|127161KA|bg512133P_25_A1dclT

307240KA|bg|941680KA|bg|84711100000TSUMSNE|sne|94711100000TSUMSNE|sne74133P_25_A
546451KA|bg|251241KA|bg|48399000000TSUMSNE|sne|805420100_MN|fer325133P_25_A9drB

154910KA|bg|776051KA|bg|376051KA|bg|021010_MN|fer119133P_25_Aa1fiE
1-958920PAN|pan|1-085860PAN|pan315633P_25_A

739531KA|bg|070920CB|bg|41514000000TSUMSNE|sne|177010_MN|fer528633P_25_A3rtaM
81I030036G|nekir|362090KA|bg|06063000000TSUMSNE|sne|954120_MN|fer642733P_25_A1lsI

897900KA|bg|395561KA|bg|42161000000TSUMSNE|sne|461720_MN|fer13833P_25_A72crrL
667084100_MX|fer|277084100_MX|fer|084361100_MN|fer|063120_MN|fer110933P_25_Aa1lrueN

128620CB|bg|292400KA|bg|35392000000TSUMSNE|sne|764800_MN|fer096343P_25_A4anpK
100-562121PAN|pan|039230CB|bg|30014000000TSUMSNE|sne|470641_MN|fer742543P_25_Am1bfT

097840KA|bg|112740CB|bg|05726000000TSUMSNE|sne|577371_MN|fer103543P_25_A73cdcC
100-696690PAN|pan|71J7450336|nekir|193556EB|bg|020230KA|bg834643P_25_A1faptA

301670KA|bg|887530KA|bg|30974000000TSUMSNE|sne|112641_MN|fer185643P_25_A1d52tlG
62980100000TSUMSNE|sne|02090100000TSUMSNE|sne|15090100000TSUMSNE|sne|321330100_MN|fer308743P_25_A88241mG

8641061CT|ct|100-914121PAN|pan|097550CB|bg|225530CB|bg748743P_25_A252220UA
007174100_MX|fer|081311100_MN|fer|181311100_MN|fer|196910_MN|fer281943P_25_A4airG

132910KA|bg|03211100000TSUMSNE|sne|23211100000TSUMSNE|sne|895871_MN|fer04253P_25_A2nlgaT
812720_MN|fer|233071100_MN|fer|333071100_MN|fer|999110_MN|fer896353P_25_A2a4celC

3437071CT|ct|1-051130PAN|pan19163P_25_A
05660100000TSUMSNE|sne|15660100000TSUMSNE|sne|20530000000TSUMSNE|sne|735320_MN|fer161263P_25_Ab3baR
93551100000TSUMSNE|sne|13551100000TSUMSNE|sne|03551100000TSUMSNE|sne|582110_MN|fer492563P_25_ArgpR

880230KA|bg|223840KA|bg|94095000000TSUMSNE|sne|527871_MN|fer066563P_25_Ac4crrL
475300KA|bg|878700KA|bg|88729000000TSUMSNE|sne|334620_MN|fer603863P_25_A001memT
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372950CB|bg|250920KA|bg|83821100000TSUMSNE|sne|367110_MN|fer310273P_25_A9pfZ
32H620034D|nekir|720580KA|bg|70170100000TSUMSNE|sne|596271_MN|fer287373P_25_AaalP

002431KA|bg|80150000000TSUMSNE|sne|69900100000TSUMSNE|sne|799541_MN|fer966473P_25_Aa5mdK
0062851CT|ct|307173EB|bg|111450CB|bg|92276000000TSUMSNE|sne675773P_25_A3s1pA
244250CB|bg|902092FA|bg|89662000000TSUMSNE|sne|327310_MN|fer362083P_25_AlxdoP

32334000000TSUMSNE|sne|018084100_MX|fer|286974100_MX|fer|331030_MN|fer064083P_25_A1dbrS
013550CB|bg|691231KA|bg|22519000000TSUMSNE|sne|132530100_MN|fer564083P_25_A847pfZ
953020CB|bg|065050KA|bg|39252000000TSUMSNE|sne|327574100_MX|fer799083P_25_A861640001COL

30N0500132|nekir|50D6200132|nekir|419900KA|bg|205900KA|bg900183P_25_A1aiT
061500KA|bg|001230KA|bg|60200000000TSUMSNE|sne|550820_MN|fer355183P_25_A71dbtB

7079261CT|ct|9477671CT|ct|71H543032B|nekir|351640KA|bg71383P_25_A5taN
116750CB|bg|628130KA|bg|416540KA|bg|085510_RN|fer423983P_25_Ato2xoS

662221KA|bg|71968000000TSUMSNE|sne|01675000000TSUMSNE|sne|132800100_MN|fer142093P_25_A2maaD
68885000000TSUMSNE|sne|922474100_MX|fer|695474100_MX|fer|611920_MN|fer844493P_25_A11dbtbK

421430KA|bg|03450100000TSUMSNE|sne|067241100_MN|fer|647241100_MN|fer880593P_25_A51hdcP
1-528270PAN|pan|42L330038F|nekir|380460CB|bg|658980KA|bg810893P_25_A7agloG

533541CB|bg|66203000000TSUMSNE|sne|12460100000TSUMSNE|sne|773710_MN|fer099993P_25_A2tlag4B
716300KA|bg|543641KA|bg|87742000000TSUMSNE|sne|840020_MN|fer913204P_25_A02deM

55111100000TSUMSNE|sne|65111100000TSUMSNE|sne|77050000000TSUMSNE|sne|065310_MN|fer335404P_25_A1bpsH
794661KA|bg|782841KA|bg|930400KA|bg|992520_MN|fer541704P_25_Aa4lnxT

606990CB|bg|793420CB|bg|65547000000TSUMSNE|sne|886771_MN|fer296704P_25_Ajfa2H
161864YB|bg|081740KA|bg|604371_MN|fer|772861100_MN|fer114804P_25_A1fzaJ

922840CB|bg|336141KA|bg|64222000000TSUMSNE|sne|200800_MN|fer96224P_25_A01fgF
14551U|bg|611300KA|bg|16562000000TSUMSNE|sne|157700_MN|fer418324P_25_Ab8xoC

1-693611PAN|pan|80H8550346|nekir|612730CB|bg|074230KA|bg602424P_25_A4mtrrL
61C8040348|nekir|533810CB|bg|991150CB|bg|393810KA|bg506624P_25_A2a51clS

597280KA|bg|600800KA|bg|57910000000TSUMSNE|sne|887520_MN|fer742034P_25_A1ccaN
924261KA|bg|654661100_MN|fer|854661100_MN|fer|680431_MN|fer264034P_25_A1a83clS

82599000000TSUMSNE|sne|23612100000TSUMSNE|sne|978674100_MX|fer|326330_MN|fer439034P_25_A1d1nucD
467311CB|bg|13741100000TSUMSNE|sne|09228000000TSUMSNE|sne|503210100_MN|fer369234P_25_A21a93clS

39722000000TSUMSNE|sne|48411100000TSUMSNE|sne|374580100_MN|fer|091320_MN|fer945434P_25_A1nicA
584531KA|bg|181730BA|bg|91169000000TSUMSNE|sne|038810_MN|fer346634P_25_A2hasA

729761100_MN|fer|629761100_MN|fer|529761100_MN|fer|957371_MN|fer297734P_25_AkiR02C710037A
21L2070346|nekir|306230KA|bg|75937000000TSUMSNE|sne|843110_MN|fer704934P_25_Ae3ameS

169050KA|bg|588110KA|bg|542530KA|bg|98666000000TSUMSNE|sne927044P_25_A
728940KA|bg|205440KA|bg|31423000000TSUMSNE|sne|052920_MN|fer110644P_25_A1kntE

191402KA|bg|263791KA|bg|09273000000TSUMSNE|sne|319300100_MN|fer06744P_25_AsraM
764831CB|bg|664831CB|bg|08745000000TSUMSNE|sne|094541_MN|fer749944P_25_A624110CB

958660CB|bg|58211000000TSUMSNE|sne|73680100000TSUMSNE|sne|58520100000TSUMSNE|sne518454P_25_A11fgF
748451KA|bg|125820KA|bg|43943000000TSUMSNE|sne|385771_MN|fer057654P_25_Ab1hpA
932390BA|bg|263030CB|bg|58266000000TSUMSNE|sne|991571_MN|fer224064P_25_Aa21apsH

41381100000TSUMSNE|sne|20565000000TSUMSNE|sne|97878000000TSUMSNE|sne|453770100_MN|fer274264P_25_A07377C
208320CB|bg|535300KA|bg|94947000000TSUMSNE|sne|689791_MN|fer779364P_25_A041memT

234240KA|bg|64280100000TSUMSNE|sne|28953000000TSUMSNE|sne|723771_MN|fer075464P_25_A1pwW
379440KA|bg|167240KA|bg|50895000000TSUMSNE|sne|925920_MN|fer884764P_25_A3d53clS

80E3041223|nekir|741231KA|bg|75246000000TSUMSNE|sne|890361100_MN|fer860864P_25_AhhcT
611014FE|bg|602110KA|bg|95675000000TSUMSNE|sne|573720_MN|fer939964P_25_A2ccG

715361KA|bg|061870KA|bg|425840KA|bg|62272000000TSUMSNE|sne730074P_25_A2sbrdhK
23689000000TSUMSNE|sne|44439000000TSUMSNE|sne|762820_RN|fer|517820_MN|fer332274P_25_A1ohcF

905820CB|bg|071010KA|bg|76390100000TSUMSNE|sne|414110_MN|fer423274P_25_AiplS
152130KA|bg|479751CB|bg|93114000000TSUMSNE|sne|314371_MN|fer682774P_25_Ab8baR
339741KA|bg|882410KA|bg|19200000000TSUMSNE|sne|318010_MN|fer134774P_25_AtnM

9776571CT|ct|1-325440PAN|pan019684P_25_A
49221100000TSUMSNE|sne|14096000000TSUMSNE|sne|43733000000TSUMSNE|sne|788620_MN|fer695884P_25_A2s1pA

083330KA|bg|71524000000TSUMSNE|sne|540641100_MN|fer|854001100_MN|fer326884P_25_Aa961maF
42090100000TSUMSNE|sne|19637000000TSUMSNE|sne|545311100_MN|fer|360320_MN|fer046884P_25_A1amiL

164070CB|bg|00504000000TSUMSNE|sne|56827000000TSUMSNE|sne|186871_MN|fer828884P_25_AbkgD
179161KA|bg|909541KA|bg|57033000000TSUMSNE|sne|492900_MN|fer109294P_25_Aa4xtS

81910E|bg|90281M|bg970394P_25_A1aecT
21J510029I|nekir|005641KA|bg|18782000000TSUMSNE|sne|037900_MN|fer442005P_25_AnrtA

011741KA|bg|099851KA|bg|13467000000TSUMSNE|sne|081371_MN|fer203405P_25_AacpmP
710010KA|bg|130980CB|bg|15534000000TSUMSNE|sne|909300100_MN|fer033405P_25_A1biknA

00611100000TSUMSNE|sne|30611100000TSUMSNE|sne|515861100_MN|fer|978320_MN|fer884705P_25_A1pirgpR
164221KA|bg|616933YA|bg|56514000000TSUMSNE|sne|892620_MN|fer609905P_25_A271tfI
665030KA|bg|765580KA|bg|44332000000TSUMSNE|sne|657820_MN|fer89115P_25_A5a53clS

41L700037D|nekir|673605BB|bg|597250KA|bg|52480100000TSUMSNE|sne048515P_25_A
02D8142384|nekir|703920KA|bg|15818000000TSUMSNE|sne|097910_MN|fer920715P_25_A2ffemT

088200KA|bg|45114L|bg|09543000000TSUMSNE|sne|625110_MN|fer386715P_25_AnlgaT
325800_MN|fer|149602_MN|fer|249602_MN|fer|543302_MN|fer387915P_25_AktL

63090100000TSUMSNE|sne|11090100000TSUMSNE|sne|57980100000TSUMSNE|sne|32980100000TSUMSNE|sne924025P_25_A
853380CB|bg|045280CB|bg|73984000000TSUMSNE|sne|225930100_MN|fer82125P_25_A1oeL

100-809790PAN|pan|1-343720PAN|pan706125P_25_A
1-426570PAN|pan|01F7440306|nekir|425130KA|bg793225P_25_A44memT

396800KA|bg|75551100000TSUMSNE|sne|36006000000TSUMSNE|sne|919271_MN|fer27225P_25_A648pfZ
82351100000TSUMSNE|sne|41703000000TSUMSNE|sne|126174100_MX|fer|251900_MN|fer847725P_25_Aa3ameS
65631100000TSUMSNE|sne|08373000000TSUMSNE|sne|727900_MN|fer|999830100_MN|fer448435P_25_A1a8ptA
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1-606380PAN|pan|01B140039B|nekir|109752BB|bg|532740KA|bg041735P_25_A42chhdZ
454640CB|bg|09973000000TSUMSNE|sne|53711100000TSUMSNE|sne|006271_MN|fer52345P_25_AkiR02H6540276

291331KA|bg|234610KA|bg|41443000000TSUMSNE|sne|237331_MN|fer695445P_25_AkiR70C6041394
846770KA|bg|34703000000TSUMSNE|sne|91835000000TSUMSNE|sne|785020_MN|fer087055P_25_A4srfS

1-497111PAN|pan|1-926111PAN|pan970555P_25_A
64699000000TSUMSNE|sne|50432000000TSUMSNE|sne|83481100000TSUMSNE|sne|566910_MN|fer621955P_25_A6lrA

014509_MX|fer|389419_MX|fer|257753_MX|fer|496030_MN|fer816955P_25_A2mtifI
313200KA|bg|728300KA|bg|81287000000TSUMSNE|sne|574320_MN|fer827065P_25_AlhreS
042770KA|bg|912930KA|bg|69124000000TSUMSNE|sne|677741_MN|fer056165P_25_A1awV

20K3300111|nekir|960400KA|bg|532921KA|bg|477361100_MN|fer500665P_25_A2koaT
75690100000TSUMSNE|sne|53192000000TSUMSNE|sne|24130100000TSUMSNE|sne|118910_MN|fer817665P_25_A2sscA

75032000000TSUMSNE|sne|986030_MN|fer|063310100_MN|fer|263310100_MN|fer761765P_25_ArxtpN-6xbC
54513000000TSUMSNE|sne|77451100000TSUMSNE|sne|534212_MN|fer|242350_MN|fer81865P_25_A2pxoF

253210KA|bg|40212000000TSUMSNE|sne|827674100_MX|fer|057800_MN|fer31075P_25_AnxN
250250CB|bg|44421100000TSUMSNE|sne|61223000000TSUMSNE|sne|889620_MN|fer092175P_25_AsmtP

216741CB|bg|506741CB|bg|09597000000TSUMSNE|sne|912180100_MN|fer706175P_25_Aa1oyM
685390GB|bg|518380KA|bg|683540KA|bg|091530KA|bg17175P_25_Aa961maF

240161YA|bg|176602KA|bg|74833000000TSUMSNE|sne|297620_MN|fer744275P_25_A5tapgA
100-301790PAN|pan|194289_MX|fer|488300100_MX|fer866575P_25_A7839mG

84638D|bg|303071KA|bg|24411100000TSUMSNE|sne|719900_MN|fer237875P_25_A5rcC
781271KA|bg|464030CB|bg|854580KA|bg|324351_MN|fer044185P_25_A2fsaW

53418000000TSUMSNE|sne|47831100000TSUMSNE|sne|796309_MX|fer|986341100_MN|fer418285P_25_A01sg-2H
81222L|bg|787120CB|bg|956801FA|bg|389541_MN|fer38285P_25_A5ancK

53458000000TSUMSNE|sne|37797000000TSUMSNE|sne|195951100_MN|fer|200431_MN|fer579485P_25_A2g1knsC
063129_MX|fer|453129_MX|fer|579231_MX|fer|424311100_MN|fer262885P_25_A1nmA

9189951CT|ct|1-549730PAN|pan|539490CB|bg|119250CB|bg719885P_25_AkiR91D5100122
100-844690PAN|pan|681409_MX|fer|279788_MX|fer|149100100_MX|fer841985P_25_A6346mG

103951KA|bg|882371KA|bg|630750CB|bg|731571_MN|fer532095P_25_A2sraV
22711100000TSUMSNE|sne|21711100000TSUMSNE|sne|71711100000TSUMSNE|sne|675110_MN|fer700295P_25_AipfT

728340KA|bg|941230KA|bg|017720_RN|fer|409800_MN|fer5495P_25_Aa1cgrapP
409812KA|bg|815581KA|bg|07931000000TSUMSNE|sne|790450_MN|fer719495P_25_Ac2k4piP

4638361CT|ct|371920CB|bg735595P_25_A74lprM
1833161CT|ct|01N930033E|nekir|645450KA|bg753695P_25_A

84697000000TSUMSNE|sne|965531100_MN|fer|865531100_MN|fer|765531100_MN|fer436895P_25_AkiR70I7000911
281110CB|bg|531141KA|bg|30720100000TSUMSNE|sne|857110_MN|fer535006P_25_A93pfZ

67529000000TSUMSNE|sne|33590100000TSUMSNE|sne|593520100_MN|fer|172900_MN|fer745006P_25_AcrS
821451KA|bg|86251100000TSUMSNE|sne|32552000000TSUMSNE|sne|958730100_MN|fer190206P_25_Ar1fsC

279590CB|bg|321970KA|bg|39075000000TSUMSNE|sne|198920_MN|fer898206P_25_AfrkN
491410KA|bg|80976000000TSUMSNE|sne|10102000000TSUMSNE|sne|743180100_MN|fer715416P_25_A1btbohR

5912461CT|ct|1-691230PAN|pan856516P_25_A
74633000000TSUMSNE|sne|12953000000TSUMSNE|sne|91821100000TSUMSNE|sne|371180100_MN|fer956616P_25_A2hcrL

26425000000TSUMSNE|sne|11451100000TSUMSNE|sne|377080100_MN|fer|260110_MN|fer831916P_25_A1kpdP
426370BB|bg|741400KA|bg|66107000000TSUMSNE|sne|042620_MN|fer837916P_25_A3dmarG
888561KA|bg|690641KA|bg|65743000000TSUMSNE|sne|585700_MN|fer73026P_25_A2axnA
433400KA|bg|905861KA|bg|74272000000TSUMSNE|sne|058620_MN|fer244226P_25_A3lcdP

09289000000TSUMSNE|sne|47666000000TSUMSNE|sne|230374100_MX|fer|295700_MN|fer811526P_25_A8raC
038561KA|bg|751141CB|bg|83614000000TSUMSNE|sne|491330100_MN|fer390236P_25_A3c3ftG
1-823060PAN|pan|640250CB|bg|50908000000TSUMSNE|sne|771381_MN|fer106236P_25_A118pfZ

092940KA|bg|41507X|bg|93394000000TSUMSNE|sne|116310_MN|fer065336P_25_AladoN
365011CB|bg|265011CB|bg|11144000000TSUMSNE|sne|101900_MN|fer281536P_25_AsarR

83741100000TSUMSNE|sne|06920100000TSUMSNE|sne|05082000000TSUMSNE|sne|484110_MN|fer402046P_25_AmatS
07650100000TSUMSNE|sne|86650100000TSUMSNE|sne|120661100_MN|fer|755180100_MN|fer500246P_25_A1atmaC

452360CB|bg|329050CB|bg|476620_MN|fer271346P_25_Ac1hpA
70I5300181|nekir|964620CB|bg|701930KA|bg|620910KA|bg012446P_25_A9luC

143090KA|bg|79090100000TSUMSNE|sne|49090100000TSUMSNE|sne|552571_MN|fer1546P_25_Aa42ceS
359340KA|bg|554071KA|bg|83154000000TSUMSNE|sne|388871_MN|fer375846P_25_AbaroG

90C2100102|nekir|991800KA|bg|285589_MX|fer|025100100_MX|fer582946P_25_A4719mG
851451KA|bg|971741KA|bg|01946000000TSUMSNE|sne|994110_MN|fer973056P_25_ApartS

25920100000TSUMSNE|sne|15920100000TSUMSNE|sne|792100100_MN|fer|885771_MN|fer86256P_25_A1lsnhT
100-697700PAN|pan450356P_25_A

100-336390PAN|pan|30E0440348|nekir|084810KA|bg|746910_MN|fer739356P_25_A12lpR
423261KA|bg|745461KA|bg|645841KA|bg|085461100_MN|fer849556P_25_A633030CB

315001CB|bg|881670KA|bg|738600JA|bg|072300_RN|fer170166P_25_A3ghnS
70139000000TSUMSNE|sne|05091000000TSUMSNE|sne|670631100_MN|fer|130110_MN|fer314366P_25_A2ah4P

638400CB|bg|472461KA|bg|79613000000TSUMSNE|sne|240210_MN|fer996466P_25_A1luC
423130KA|bg|04368000000TSUMSNE|sne|71743000000TSUMSNE|sne|116541_MN|fer415866P_25_A2knaK

663400KA|bg|190900YA|bg|46922000000TSUMSNE|sne|084910_MN|fer478076P_25_A9gabE
797331KA|bg|21322100000TSUMSNE|sne|65302100000TSUMSNE|sne|546951100_MN|fer984376P_25_AfarA

901750CB|bg|334804FA|bg|706210KA|bg|526871_MN|fer035376P_25_A902memT
1-233950PAN|pan|1-449750PAN|pan|1-387170PAN|pan788576P_25_A

54764000000TSUMSNE|sne|36086000000TSUMSNE|sne|461541100_MN|fer|975110_MN|fer015676P_25_AptgT
999751KA|bg|95911100000TSUMSNE|sne|90313000000TSUMSNE|sne|935120_MN|fer275386P_25_A2bsW

97203000000TSUMSNE|sne|458174100_MX|fer|769541100_MN|fer|920571_MN|fer827386P_25_Ac4gtA
41K810037C|nekir|624250KA|bg|421050KA|bg|803350KA|bg029486P_25_AkiR50J9350394

1-427321PAN|pan|071910CB|bg|998940CB|bg|552620_MN|fer44517P_25_A62a52clS
1-136421PAN|pan|30E880031A|nekir|722830KA|bg|79807000000TSUMSNE|sne42547P_25_A
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1320761CT|ct|1-672350PAN|pan|01D2440217|nekir|647841KA|bg92667P_25_A
1-399411PAN|pan|1-610511PAN|pan|1-210511PAN|pan|597131CB|bg34677P_25_A

95711100000TSUMSNE|sne|68382000000TSUMSNE|sne|06711100000TSUMSNE|sne|569610_MN|fer8497P_25_A1pakcN
729700KA|bg|136210KA|bg|409674100_MX|fer|943474100_MX|fer03618P_25_AkiR02G1000182

9476751CT|ct|30D9240182|nekir|722820KA|bg|853381_MN|fer02058P_25_A1pig54ddaG
91A7400369|nekir|373970KA|bg|20252000000TSUMSNE|sne|937211100_MN|fer850768P_25_A1cncK

352380KA|bg|78812100000TSUMSNE|sne|07063000000TSUMSNE|sne|781381_MN|fer00978P_25_Aa701maF
301050CB|bg|185141KA|bg|02552000000TSUMSNE|sne|353102_MN|fer70088P_25_A7a6clS

8466161CT|ct|1-155280PAN|pan|80D790037A|nekir|854340KA|bg029388P_25_A
19890100000TSUMSNE|sne|06066000000TSUMSNE|sne|993120_MN|fer|388970100_MN|fer772529P_25_Ab11lcB

9323171CT|ct|12G910039D|nekir|30D370039B|nekir|856041KA|bg318239P_25_A
49051100000TSUMSNE|sne|87962000000TSUMSNE|sne|59051100000TSUMSNE|sne|886900_MN|fer571339P_25_ApaiX

8053361CT|ct|546570CB|bg|53947000000TSUMSNE|sne|281900_MN|fer425049P_25_A3ais8tS
741110KA|bg|99154000000TSUMSNE|sne|81254000000TSUMSNE|sne|266320_MN|fer55049P_25_A1mcP

59985X|bg|411340KA|bg|86824000000TSUMSNE|sne|397900_MN|fer61549P_25_A4kmaC
60518000000TSUMSNE|sne|539374100_MX|fer|731930100_MN|fer|807910_MN|fer78569P_25_AcocS

050461100_MN|fer|940461100_MN|fer|150461100_MN|fer|048800_MN|fer84899P_25_Adc3kiP
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snoisseccA eborp tneligAlobmyS
02M6340385|nekir|014620CB|bg|578030KA|bg|012330100_MN|fer743101P_15_A1slP

32010X|bg|259331KA|bg|17922000000TSUMSNE|sne|948010_MN|fer690201P_15_AcyM
969921CB|bg|62056X|bg|00278000000TSUMSNE|sne|631800_MN|fer908201P_15_A1lanG

42M0100132|nekir|282900KA|bg|30182000000TSUMSNE|sne|099720_MN|fer860501P_15_Ab6dpyL
833241KA|bg|594280KA|bg|12133000000TSUMSNE|sne|750351_MN|fer025501P_15_A1omoN

631780KA|bg|326171KA|bg|35458000000TSUMSNE|sne|851330100_MN|fer729501P_15_A21lsaR
91833000000TSUMSNE|sne|65459000000TSUMSNE|sne|584951100_MN|fer|670871_MN|fer856701P_15_Al2fcM

73557000000TSUMSNE|sne|00417000000TSUMSNE|sne|55920100000TSUMSNE|sne|528541_MN|fer099801P_15_A4nteC
833340CB|bg|28720K|bg|88942000000TSUMSNE|sne|877900_MN|fer103011P_15_A3C

41430K|bg|79040X|bg|26904000000TSUMSNE|sne|080330_MN|fer259111P_15_A91tduN
22091Y|bg|257631KA|bg|78722000000TSUMSNE|sne|279610_MN|fer437211P_15_A8a7clS

075521FA|bg|785242JA|bg|23243000000TSUMSNE|sne|233110_MN|fer264411P_15_A71lcC
41G420037A|nekir|987240KA|bg|29819000000TSUMSNE|sne|796431100_MN|fer359511P_15_A3nxtC

538670KA|bg|179050CB|bg|609260CB|bg|744271_MN|fer106611P_15_AkiR22E120033A
993210KA|bg|70954000000TSUMSNE|sne|818920_MN|fer|873361100_MN|fer935811P_15_AkiR30A9400072

508710KA|bg|532440KA|bg|26373000000TSUMSNE|sne|034180100_MN|fer130911P_15_A03aaN
667303VA|bg|352400KA|bg|145480KA|bg|38491100000TSUMSNE|sne947911P_15_A

98001100000TSUMSNE|sne|50461100000TSUMSNE|sne|649141100_MN|fer|725120_MN|fer882121P_15_AskkM
88302100000TSUMSNE|sne|42752000000TSUMSNE|sne|427461100_MN|fer|577331_MN|fer123221P_15_A33lI

68043000000TSUMSNE|sne|970909_MX|fer|066361100_MN|fer|082720_MN|fer582421P_15_A1dkN
949110KA|bg|54212100000TSUMSNE|sne|43332000000TSUMSNE|sne|594120_MN|fer900521P_15_A3lrvP

954051KA|bg|809300KA|bg|58523000000TSUMSNE|sne|093520_MN|fer711521P_15_A4poP
428880KA|bg|37493U|bg|61410000000TSUMSNE|sne|412800_MN|fer863521P_15_AsraH

309230KA|bg|177640KA|bg|90434000000TSUMSNE|sne|954541_MN|fer626621P_15_A305pfZ
31P0140122|nekir|098800KA|bg|20823000000TSUMSNE|sne|057320_MN|fer577821P_15_A48pfZ

948400KA|bg|50723000000TSUMSNE|sne|65558000000TSUMSNE|sne|798720_MN|fer210531P_15_A2nphR
47281000000TSUMSNE|sne|57507000000TSUMSNE|sne|950931_MN|fer|478720_MN|fer772631P_15_Ad1knsC

546332FA|bg|773120CB|bg|10880000000TSUMSNE|sne|721431_MN|fer303631P_15_A51f4pyC
443560VA|bg707731P_15_A

171060CB|bg|327310CB|bg|99635000000TSUMSNE|sne|806771_MN|fer875931P_15_Al2pbsiceS
33857000000TSUMSNE|sne|73331100000TSUMSNE|sne|53331100000TSUMSNE|sne|870641_MN|fer575441P_15_A2rbU

67327000000TSUMSNE|sne|226461100_MN|fer|126461100_MN|fer|210020_MN|fer335541P_15_A41fnR
672451KA|bg|685961KA|bg|51130000000TSUMSNE|sne|578900_MN|fer621641P_15_Ab1nkdC
668970CB|bg|091630KA|bg|34496000000TSUMSNE|sne|410891_MN|fer482741P_15_A1nialS

59323U|bg|17191100000TSUMSNE|sne|10724000000TSUMSNE|sne|357010_MN|fer568841P_15_A4dxM
174800KA|bg|676910KA|bg|68746000000TSUMSNE|sne|133820_RN|fer471551P_15_A276pfZ

520830CB|bg|991371KA|bg|088770KA|bg|20939000000TSUMSNE|sne305951P_15_A
492371KA|bg|079130KA|bg|29588000000TSUMSNE|sne|141381_MN|fer380261P_15_A2nflE

886271KA|bg|52283000000TSUMSNE|sne|95283000000TSUMSNE|sne|339841_MN|fer830361P_15_A1a4oclS
1-079520PAN|pan|774409_MX|fer|184498_MX|fer162361P_15_A5896mG

124200KA|bg|156940BA|bg|42013000000TSUMSNE|sne|697520_MN|fer033561P_15_A33lprM
15460000000TSUMSNE|sne|194289_MX|fer|488300100_MX|fer|949080100_MN|fer523661P_15_A5ctT

100-788600PAN|pan|01E3043394|nekir|136610KA|bg372761P_15_A41ppR
692810CB|bg|597080CB|bg|909700JA|bg|263331_MN|fer265761P_15_A1rdrE

100-355121PAN|pan|168120BA|bg708071P_15_A6k3paM
847640KA|bg|95864000000TSUMSNE|sne|80158000000TSUMSNE|sne|681381_MN|fer443271P_15_A3nxoF

003390BA|bg|151341KA|bg|73322000000TSUMSNE|sne|878031_MN|fer411371P_15_A12hdcP
18140J|bg|116831CB|bg|416831CB|bg|393700_MN|fer067371P_15_AbtcA

783245FA|bg|917640KA|bg|58198000000TSUMSNE|sne|370641_MN|fer180471P_15_A41chhdZ
649920KA|bg|99695000000TSUMSNE|sne|426861100_MN|fer|416891_MN|fer462471P_15_Ac4dc2C

888280KA|bg|63341100000TSUMSNE|sne|33015000000TSUMSNE|sne|682571_MN|fer166671P_15_AkiR51E400034C
484110KA|bg|720150KA|bg|16943000000TSUMSNE|sne|889800_MN|fer129971P_15_A3ccdgI
391022KA|bg|564690CB|bg|31144000000TSUMSNE|sne|871351_MN|fer100081P_15_A2c2fiE

996400KA|bg|41334000000TSUMSNE|sne|59380100000TSUMSNE|sne|577820_MN|fer190081P_15_A1s2pyC
121610CB|bg|78613000000TSUMSNE|sne|03351100000TSUMSNE|sne|139331_MN|fer251181P_15_Aa1toP

86619000000TSUMSNE|sne|25367000000TSUMSNE|sne|33812000000TSUMSNE|sne|924520_MN|fer792181P_15_Aa1bnipreS
66371100000TSUMSNE|sne|69202100000TSUMSNE|sne|89033000000TSUMSNE|sne|737900_MN|fer844181P_15_A2tacB

916951100_MN|fer|816951100_MN|fer|716951100_MN|fer|345910_MN|fer441281P_15_ApgiP
914591FA|bg|554221KA|bg|10820100000TSUMSNE|sne|658110_MN|fer358481P_15_A2zdO

67490100000TSUMSNE|sne|68192000000TSUMSNE|sne|87490100000TSUMSNE|sne|247541_MN|fer365581P_15_A53xhD
01285000000TSUMSNE|sne|14800100000TSUMSNE|sne|87811100000TSUMSNE|sne|549700_MN|fer411881P_15_A8spE

56468000000TSUMSNE|sne|19183000000TSUMSNE|sne|015930100_MN|fer|335800100_MN|fer548881P_15_A1arodA
06056000000TSUMSNE|sne|486861100_MN|fer|620771_MN|fer|150271_MN|fer272981P_15_A3ccmT

5427761CT|ct433981P_15_A
736941KA|bg|19870100000TSUMSNE|sne|59175000000TSUMSNE|sne|470350_MN|fer772091P_15_A26puN

712771_MN|fer|383800_MN|fer|000031100_MN|fer|999921100_MN|fer780191P_15_A052peC
79048000000TSUMSNE|sne|29550100000TSUMSNE|sne|19550100000TSUMSNE|sne|833520_MN|fer055291P_15_A1piakruA

34521100000TSUMSNE|sne|28363000000TSUMSNE|sne|685930100_MN|fer|648471_MN|fer400491P_15_AktcylG
742060CB|bg|742360CB|bg|06356000000TSUMSNE|sne|375900_MN|fer032491P_15_A1ciZ

39581100000TSUMSNE|sne|34741000000TSUMSNE|sne|925311100_MN|fer|877700_MN|fer605591P_15_A1fsC
847730KA|bg|435050KA|bg|74143000000TSUMSNE|sne|006541_MN|fer526591P_15_A033pfZ

66481M|bg|23268D|bg|100574100_MX|fer|712990100_MN|fer825791P_15_A2c6yL

HP 6m
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674010CB|bg|438910CB|bg|583580100_MN|fer|661820_MN|fer255991P_15_AkiR01C4100061
21097000000TSUMSNE|sne|23010100000TSUMSNE|sne|13010100000TSUMSNE|sne|029720_MN|fer685002P_15_A

744020CB|bg|951260CB|bg|87725000000TSUMSNE|sne|688891_MN|fer016002P_15_A21btbZ
843361KA|bg|22199000000TSUMSNE|sne|09484000000TSUMSNE|sne|993040100_MN|fer732102P_15_Ab1praL

17629000000TSUMSNE|sne|684110_MN|fer|066312_MN|fer|956312_MN|fer084102P_15_A3tatS
165511CB|bg|065511CB|bg|678010KA|bg|969080100_MN|fer646402P_15_Al1ghT

762400100_MX|fer|326084100_MX|fer|382400100_MX|fer|321330100_MN|fer948602P_15_A88241mG
871700KA|bg|61308000000TSUMSNE|sne|02241000000TSUMSNE|sne|923520_MN|fer433902P_15_A2d1xetcT
922980KA|bg|05903000000TSUMSNE|sne|68550100000TSUMSNE|sne|274420_MN|fer884112P_15_A1dptlG

258970KA|bg|969780KA|bg|48722000000TSUMSNE|sne|264541_MN|fer603412P_15_A4suaH
68225000000TSUMSNE|sne|675274100_MX|fer|493274100_MX|fer|922702_MN|fer726512P_15_A9calP

705730KA|bg|939840CB|bg|44345000000TSUMSNE|sne|313571_MN|fer207612P_15_AkiR51J220031A
100-982110PAN|pan|685520CB|bg|252641_MN|fer561812P_15_A31d1cbT

396210BA|bg|69441100000TSUMSNE|sne|83848000000TSUMSNE|sne|185010_MN|fer410122P_15_A74dC
015274100_MX|fer|756274100_MX|fer|294274100_MX|fer|113520_MN|fer354222P_15_Ae944dtrE41D

02943U|bg|956323FA|bg|92842000000TSUMSNE|sne|395900_MN|fer764222P_15_A1gcbA
158910KA|bg|44270100000TSUMSNE|sne|28491000000TSUMSNE|sne|470030_MN|fer855222P_15_A786pfZ

54834000000TSUMSNE|sne|948011100_MN|fer|018380100_MN|fer|181571_MN|fer397522P_15_Al5rrP
472241KA|bg|167350KA|bg|61905000000TSUMSNE|sne|384571_MN|fer849522P_15_A33xnS

442731KA|bg|97912100000TSUMSNE|sne|06094000000TSUMSNE|sne|230991_MN|fer929722P_15_A531peC
015451KA|bg|19270100000TSUMSNE|sne|79334000000TSUMSNE|sne|030641_MN|fer297822P_15_A3hhkelP

521251KA|bg|918820CB|bg|939273QD|bg|434720_MN|fer336922P_15_Ab1drpR
100-166410PAN|pan|999450BA|bg|83660000000TSUMSNE|sne|458080_MN|fer437032P_15_A3a43clS

71O9343384|nekir|758210KA|bg|425910KA|bg|502702_MN|fer284132P_15_A3fsgI
3548561CT|ct|100-927810PAN|pan|22A0400071|nekir|846600KA|bg816132P_15_A42hdC

352200CB|bg|40182000000TSUMSNE|sne|96720100000TSUMSNE|sne|938331_MN|fer127632P_15_AchdamM
459543FA|bg|359543FA|bg|259543FA|bg|159543FA|bg436242P_15_A61psuD

00611100000TSUMSNE|sne|30611100000TSUMSNE|sne|515861100_MN|fer|978320_MN|fer379442P_15_A1pirgpR
81160100000TSUMSNE|sne|414311100_MN|fer|514311100_MN|fer|690010_MN|fer345642P_15_A3fbE

910570BA|bg|05016000000TSUMSNE|sne|89499000000TSUMSNE|sne|934620_MN|fer687842P_15_A08cdcC
063500KA|bg|68181100000TSUMSNE|sne|99020000000TSUMSNE|sne|138320_MN|fer334152P_15_AkiR10H5300051

62422100000TSUMSNE|sne|80304000000TSUMSNE|sne|08581100000TSUMSNE|sne|705800_MN|fer128152P_15_A3b2hS
564700100_MN|fer|075461100_MN|fer|965461100_MN|fer|790620_MN|fer725352P_15_AlffR

042800KA|bg|994001CB|bg|30202000000TSUMSNE|sne|642720_MN|fer316552P_15_AfprnS
422221KA|bg|54578000000TSUMSNE|sne|19013000000TSUMSNE|sne|232180100_MN|fer413752P_15_Ae975dtrE5D

962770KA|bg|814713FA|bg|76822000000TSUMSNE|sne|125330_MN|fer311852P_15_Ab4mtpaL
04223M|bg|16381000000TSUMSNE|sne|20780100000TSUMSNE|sne|588800_MN|fer925852P_15_A22pmP

453800KA|bg|899212FA|bg|91112000000TSUMSNE|sne|311320_MN|fer869952P_15_AapsA
958200KA|bg|899212FA|bg|91112000000TSUMSNE|sne|311320_MN|fer579952P_15_AapsA

89878D|bg|24216000000TSUMSNE|sne|804031100_MN|fer|674700_MN|fer150062P_15_A1frA
00801100000TSUMSNE|sne|70248000000TSUMSNE|sne|637730100_MN|fer|157271_MN|fer151562P_15_A01feghrA

35640X|bg|63630J|bg|84232000000TSUMSNE|sne|837010_MN|fer594562P_15_Aa6yL
674051KA|bg|335951KA|bg|34132000000TSUMSNE|sne|089910_MN|fer932762P_15_AfatiL
605720CB|bg|512800KA|bg|21947000000TSUMSNE|sne|365520_MN|fer805762P_15_AkiR50O2100102

366820KA|bg|78777000000TSUMSNE|sne|337871_MN|fer|847110_MN|fer436962P_15_A41pfZ
485231KA|bg|556410KA|bg|56350100000TSUMSNE|sne|507700_MN|fer601272P_15_ApbriC
518900KA|bg|563050KA|bg|39332000000TSUMSNE|sne|308820_MN|fer486372P_15_A1ebG
625330KA|bg|446200KA|bg|34474000000TSUMSNE|sne|543620_MN|fer421472P_15_A1csnaM

47131U|bg|66351100000TSUMSNE|sne|407774100_MX|fer|491900_MN|fer725572P_15_A2a21clS
60022100000TSUMSNE|sne|28270100000TSUMSNE|sne|17210000000TSUMSNE|sne|444910_MN|fer635772P_15_A2pmaR

530151KA|bg|457051KA|bg|66833000000TSUMSNE|sne|833720_MN|fer810872P_15_A63spV
848320CB|bg|548331KA|bg|72378000000TSUMSNE|sne|329541_MN|fer217972P_15_A1lleR

223940KA|bg|38509000000TSUMSNE|sne|51075000000TSUMSNE|sne|072330100_MN|fer799972P_15_A7a4clS
615780KA|bg|381980KA|bg|47125000000TSUMSNE|sne|228271_MN|fer966582P_15_AzgiP

99441100000TSUMSNE|sne|13733000000TSUMSNE|sne|922061100_MN|fer|494130_MN|fer297682P_15_A572pfZ
464221KA|bg|64512000000TSUMSNE|sne|82993000000TSUMSNE|sne|370181_MN|fer716782P_15_A1hhkelP

622290CB|bg|605810KA|bg|60516000000TSUMSNE|sne|863771_MN|fer619882P_15_A2ctmT
181200CB|bg|106900KA|bg|91702000000TSUMSNE|sne|012420_MN|fer918192P_15_AkiR90P3300132
102701CB|bg|002701CB|bg|81273000000TSUMSNE|sne|612541_MN|fer249203P_15_Aa01lsaR
397800100_MN|fer|046820_MN|fer|297800100_MN|fer|197800100_MN|fer026303P_15_AnrhW

642920KA|bg|79143000000TSUMSNE|sne|43571100000TSUMSNE|sne|971900_MN|fer735503P_15_A2lag3tS
461260CB|bg|05597U|bg|65332000000TSUMSNE|sne|514110_MN|fer745503P_15_A2ianS

1159561CT|ct|32E8040348|nekir|173631KA|bg111803P_15_A
232541CB|bg|657851KA|bg|03223000000TSUMSNE|sne|625720_MN|fer660013P_15_Aa1fegsaR
315755JA|bg|065280KA|bg|60291100000TSUMSNE|sne|047771_MN|fer674113P_15_AamgR

27941X|bg|099600FA|bg|83030000000TSUMSNE|sne|954700_MN|fer474213P_15_A2a2pA
50791100000TSUMSNE|sne|20902100000TSUMSNE|sne|765071100_MN|fer|624520100_MN|fer530313P_15_A5cdpeD

551120CB|bg|30938U|bg|443374100_MX|fer|893900_MN|fer587513P_15_A6piafnT
17598D|bg|508541KA|bg|487941KA|bg|125110_MN|fer842323P_15_A4cdS

074001CB|bg|922600KA|bg|72970100000TSUMSNE|sne|961820_MN|fer135323P_15_A1e17maF
762400100_MX|fer|382400100_MX|fer|326084100_MX|fer|321330100_MN|fer867423P_15_A88241mG

651520CB|bg|353700KA|bg|70073000000TSUMSNE|sne|672520_MN|fer838423P_15_AlpvE
151921KA|bg|127540KA|bg|38934000000TSUMSNE|sne|502702_MN|fer236723P_15_A3fsgI

102820KA|bg|42770100000TSUMSNE|sne|22770100000TSUMSNE|sne|782520_MN|fer717033P_15_ApopS
04903000000TSUMSNE|sne|710061100_MN|fer|610061100_MN|fer|241800_MN|fer180533P_15_A1bnG

28712100000TSUMSNE|sne|98004000000TSUMSNE|sne|00829000000TSUMSNE|sne|844271_MN|fer101733P_15_A34fnR
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11614000000TSUMSNE|sne|28680100000TSUMSNE|sne|756901100_MN|fer|880800_MN|fer644243P_15_A7saG
13931000000TSUMSNE|sne|82041100000TSUMSNE|sne|151741_MN|fer|038541_MN|fer610343P_15_A2tmhE

82055000000TSUMSNE|sne|382361100_MN|fer|482361100_MN|fer|993371_MN|fer693543P_15_A5btbZ
60E2110071|nekir|194351KA|bg|571700KA|bg|572820_MN|fer478643P_15_AkiR60E2110071

489641KA|bg|883330KA|bg|11374000000TSUMSNE|sne|645351_MN|fer594943P_15_A1taobM
7790161CT|ct|100-461210PAN|pan|01A180031C|nekir|838180KA|bg229943P_15_AkiR01A180031C

58620100000TSUMSNE|sne|96203000000TSUMSNE|sne|75836000000TSUMSNE|sne|531800_MN|fer278153P_15_A9a6clS
298330KA|bg|31284000000TSUMSNE|sne|65646000000TSUMSNE|sne|976871_MN|fer612253P_15_A563pfZ

843130KA|bg|275682QD|bg|06216000000TSUMSNE|sne|122381_MN|fer650353P_15_A4taF
139051CB|bg|56659000000TSUMSNE|sne|46659000000TSUMSNE|sne|111180100_MN|fer591753P_15_A1fmT

75979000000TSUMSNE|sne|344031100_MN|fer|444031100_MN|fer|482800_MN|fer466753P_15_A1sarH
36452000000TSUMSNE|sne|804240100_MN|fer|806830100_MN|fer|406871_MN|fer638063P_15_Aa4lnxT

01M210032C|nekir|607630KA|bg|731280KA|bg|297620_MN|fer682163P_15_A5tapgA
61032M|bg|54621100000TSUMSNE|sne|85153000000TSUMSNE|sne|779331_MN|fer836263P_15_AfrT

657041KA|bg|707431KA|bg|68862000000TSUMSNE|sne|174271_MN|fer052463P_15_A5hitI
292231KA|bg|44971100000TSUMSNE|sne|61135000000TSUMSNE|sne|474010_MN|fer251563P_15_A1ts3sH

268711CB|bg|368711CB|bg|55940100000TSUMSNE|sne|371381_MN|fer958563P_15_A34drknA
709541CB|bg|70232000000TSUMSNE|sne|03251100000TSUMSNE|sne|074700_MN|fer118663P_15_AdopA

78602000000TSUMSNE|sne|83612100000TSUMSNE|sne|450131100_MN|fer|719310_MN|fer091173P_15_A1gttP
899850CB|bg|998870KA|bg|88448000000TSUMSNE|sne|024330100_MN|fer361373P_15_A1kcoD

351700CB|bg|69276000000TSUMSNE|sne|60294000000TSUMSNE|sne|178720_MN|fer733083P_15_A3feghrA
84301100000TSUMSNE|sne|94301100000TSUMSNE|sne|739541100_MN|fer|758110_MN|fer963383P_15_A3zdO

95939000000TSUMSNE|sne|57548000000TSUMSNE|sne|44581000000TSUMSNE|sne|921110_MN|fer199383P_15_A4nitpeS
817861KA|bg|698861KA|bg|72922000000TSUMSNE|sne|900900_MN|fer190483P_15_A12daR

687552YA|bg|65086000000TSUMSNE|sne|54639000000TSUMSNE|sne|396910_MN|fer990883P_15_Aa1taB
086340CB|bg|17227000000TSUMSNE|sne|785361100_MN|fer|709720_MN|fer616193P_15_A1l2txgA

886710KA|bg|71322000000TSUMSNE|sne|66481100000TSUMSNE|sne|464720_MN|fer453493P_15_AkiR01M9640375
888940KA|bg|203670KA|bg|15492000000TSUMSNE|sne|335720_MN|fer493493P_15_A2napsT

22C0141384|nekir|181920KA|bg|768690FA|bg|186310_MN|fer523693P_15_A2nyS
65386000000TSUMSNE|sne|92421100000TSUMSNE|sne|522720_MN|fer|520771_MN|fer493793P_15_A1llboC

01854000000TSUMSNE|sne|165861100_MN|fer|265861100_MN|fer|855571_MN|fer746893P_15_A644pfZ
38323000000TSUMSNE|sne|20711100000TSUMSNE|sne|10711100000TSUMSNE|sne|656010_MN|fer956104P_15_AnpsS

0715361CT|ct|1-338090PAN|pan|22H9500181|nekir|709700KA|bg875304P_15_AkiR22H9500181
908071KA|bg|845400KA|bg|65250000000TSUMSNE|sne|186800_MN|fer606504P_15_A1grdN

42255000000TSUMSNE|sne|023380100_MN|fer|058920100_MN|fer|763010_MN|fer643604P_15_A1igaM
392010KA|bg|752950FA|bg|56328000000TSUMSNE|sne|378310_MN|fer697604P_15_A1a4tluS

06460100000TSUMSNE|sne|16460100000TSUMSNE|sne|366331_MN|fer|806500100_MN|fer283804P_15_A4bgtI
171500KA|bg|896161KA|bg|47164000000TSUMSNE|sne|077800_MN|fer254904P_15_A11ndlC

25685000000TSUMSNE|sne|30149000000TSUMSNE|sne|078871_MN|fer|508810_MN|fer517014P_15_A1b3ts3sH
87917X|bg|31202100000TSUMSNE|sne|94302100000TSUMSNE|sne|142010_MN|fer774714P_15_ApitkA

910841KA|bg|202921KA|bg|78417000000TSUMSNE|sne|154820_MN|fer809814P_15_A1praL
617081KA|bg|425400KA|bg|57724000000TSUMSNE|sne|479280100_MN|fer539814P_15_A2lrueN

722820KA|bg|327900KA|bg|413300KA|bg|853381_MN|fer680914P_15_A1pig54ddaG
20741100000TSUMSNE|sne|30741100000TSUMSNE|sne|18082000000TSUMSNE|sne|261620_MN|fer672024P_15_A2cdxlP

634450CB|bg|90543000000TSUMSNE|sne|04841100000TSUMSNE|sne|283900_MN|fer137024P_15_A1yhT
116990CB|bg|704690CB|bg|958940CB|bg|707310KA|bg936224P_15_A3peviH

056174100_MX|fer|993010_MN|fer|593010_MN|fer|793010_MN|fer835234P_15_A22T-2H
176340CB|bg|140920KA|bg|10575000000TSUMSNE|sne|854271_MN|fer744634P_15_A178pfZ

846957YB|bg|052830CB|bg|107331KA|bg|718810_MN|fer392834P_15_A1lacramS
568861KA|bg|937641KA|bg|77477000000TSUMSNE|sne|244910_MN|fer865044P_15_A91ktS
457220CB|bg|071022KA|bg|27161000000TSUMSNE|sne|688900_MN|fer347044P_15_A1rsleC

711920KA|bg|18602000000TSUMSNE|sne|639891_MN|fer|376841_MN|fer278344P_15_A7ulS
591231CB|bg|50783000000TSUMSNE|sne|49920100000TSUMSNE|sne|491620_MN|fer714644P_15_AkiR02P4700181

844610CB|bg|367761KA|bg|03217000000TSUMSNE|sne|411620_MN|fer043844P_15_A1s2fiE
719541KA|bg|41561100000TSUMSNE|sne|04323000000TSUMSNE|sne|417120_MN|fer789844P_15_A11pbW

50F8042384|nekir|172920KA|bg|20470100000TSUMSNE|sne|98466000000TSUMSNE|sne259054P_15_AkiR30O6300111
658130CB|bg|20470100000TSUMSNE|sne|98466000000TSUMSNE|sne|038671_MN|fer559054P_15_AkiR30O6300111

100-909320PAN|pan|090440BA|bg|68323000000TSUMSNE|sne|964420_MN|fer671154P_15_A14ehlhB
7039951CT|ct|400-422000PAN|pan|80K120038A|nekir|207340KA|bg689154P_15_AkiR80K120038A

610490CB|bg|700500KA|bg|47145000000TSUMSNE|sne|434220_MN|fer867254P_15_A41f4pyC
043661KA|bg|755603FA|bg|41892000000TSUMSNE|sne|882720_MN|fer301454P_15_AabnaM
903561KA|bg|873751KA|bg|37454000000TSUMSNE|sne|478871_MN|fer399454P_15_A2ccmT

04723Z|bg|92582D|bg|75984000000TSUMSNE|sne|402110_MN|fer802554P_15_A31nptP
905551KA|bg|18821Y|bg|38152000000TSUMSNE|sne|660900_MN|fer662554P_15_A1gniR

52921100000TSUMSNE|sne|43283000000TSUMSNE|sne|367761100_MN|fer|771130_MN|fer758654P_15_A221tfI
042351KA|bg|477230KA|bg|90202000000TSUMSNE|sne|155520_MN|fer045854P_15_A21afudN
523700KA|bg|313151KA|bg|42682000000TSUMSNE|sne|169520_MN|fer913164P_15_AmtaG

30H6340348|nekir|164810KA|bg682264P_15_A2cfcH
200861KA|bg|805061KA|bg|428912KA|bg|097900_MN|fer320564P_15_A1mlaC

542310KA|bg|194300CB|bg|02873000000TSUMSNE|sne|752420_MN|fer285564P_15_A3dhdH
916600CB|bg857564P_15_A99461mG

326830CB|bg|733500KA|bg|39501100000TSUMSNE|sne|376271_MN|fer882664P_15_A5dmrF
3693751CT|ct|100-029290PAN|pan|848300CB|bg|030620_MN|fer427074P_15_A2s2fiE

80621100000TSUMSNE|sne|87182000000TSUMSNE|sne|030111100_MN|fer|963330100_MN|fer209474P_15_Ac1rvcA
7042951CT|ct|100-659390PAN|pan|57570100000TSUMSNE|sne375574P_15_A1rapL

70168U|bg|62491100000TSUMSNE|sne|80843000000TSUMSNE|sne|429010_MN|fer767674P_15_AtmnN
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03139000000TSUMSNE|sne|65190100000TSUMSNE|sne|57483000000TSUMSNE|sne|680871_MN|fer296774P_15_Ah2aF
03870100000TSUMSNE|sne|31530000000TSUMSNE|sne|486361100_MN|fer|335520_MN|fer771974P_15_ApisoN

691141CB|bg|218670KA|bg|87816000000TSUMSNE|sne|930330100_MN|fer253974P_15_A9cdhlK
930030CB|bg|043210KA|bg|15851100000TSUMSNE|sne|393620_MN|fer332084P_15_A1larmN

662011100_MN|fer|752520100_MN|fer|505900_MN|fer|052520100_MN|fer255284P_15_AafgeV
95957X|bg|431150CB|bg|91236000000TSUMSNE|sne|330110_MN|fer091684P_15_A2cpbaP

871311CB|bg|081630KA|bg|93450100000TSUMSNE|sne|876871_MN|fer081884P_15_A3mtrrL
719051KA|bg|48812000000TSUMSNE|sne|108541100_MN|fer|797700_MN|fer225984P_15_Ab2altC

772390BA|bg|570210KA|bg|472850CB|bg|288271_MN|fer128984P_15_A3yfdW
876030KA|bg|84911100000TSUMSNE|sne|43262000000TSUMSNE|sne|929871_MN|fer225394P_15_A1dlazaK

277251KA|bg|604941KA|bg|64043000000TSUMSNE|sne|189700_MN|fer234694P_15_A1lscA
770841KA|bg|749630KA|bg|174240KA|bg|962271_MN|fer365794P_15_A81spV

947280KA|bg|446163FA|bg|44895000000TSUMSNE|sne|560820_MN|fer304894P_15_A3ypnC
872171KA|bg|165610KA|bg|54813000000TSUMSNE|sne|967810_MN|fer136894P_15_A5anfD

500863EB|bg221994P_15_A
932991_MN|fer|042991_MN|fer|142991_MN|fer|735271_MN|fer200005P_15_Ad6ameS

884980CB|bg|571380KA|bg|68995000000TSUMSNE|sne|402381_MN|fer166005P_15_A281fnR
955071KA|bg|998441KA|bg|00872000000TSUMSNE|sne|497441_MN|fer469205P_15_Aa36memT
009261KA|bg|328940KA|bg|00973000000TSUMSNE|sne|486071_MN|fer400305P_15_A7enpC
855500CB|bg|672110KA|bg|93146000000TSUMSNE|sne|555080_MN|fer334305P_15_Ab2papP

400400KA|bg|53000100000TSUMSNE|sne|30815000000TSUMSNE|sne|613620_MN|fer653605P_15_A1b3hdlA
547331KA|bg|212451KA|bg|44460000000TSUMSNE|sne|153900_MN|fer557605P_15_A1peT

010731KA|bg|257540KA|bg|965250KA|bg|003820_RN|fer432705P_15_AkiR61P6240335
122371KA|bg|994920KA|bg|13612000000TSUMSNE|sne|089820_MN|fer088705P_15_A4r4ppP

911921KA|bg|356680CB|bg|62687000000TSUMSNE|sne|956461100_MN|fer511805P_15_A1knarT
39326U|bg|129310KA|bg|11090100000TSUMSNE|sne|55090100000TSUMSNE|sne419015P_15_A

95902100000TSUMSNE|sne|94191100000TSUMSNE|sne|08980100000TSUMSNE|sne|11090100000TSUMSNE|sne619015P_15_A
415700KA|bg|65116U|bg|80513000000TSUMSNE|sne|339620_MN|fer671115P_15_A1pairT

510400CB|bg643115P_15_A
10488U|bg|669240KA|bg|56685000000TSUMSNE|sne|208720_RN|fer806115P_15_A2gatM

231861KA|bg|09003000000TSUMSNE|sne|44470100000TSUMSNE|sne|525800_MN|fer270215P_15_AdalA
892380KA|bg|812610CB|bg|57678000000TSUMSNE|sne|337271_MN|fer028215P_15_AareD

316180KA|bg|320670KA|bg|811391KA|bg|700900_MN|fer452315P_15_A1caR
627941KA|bg|433110KA|bg|38973000000TSUMSNE|sne|212620100_MN|fer006315P_15_AasnE

922610BA|bg|032610BA|bg|09307000000TSUMSNE|sne|907030_MN|fer147615P_15_A5ssrpmT
391022KA|bg|274180BA|bg|31144000000TSUMSNE|sne|871351_MN|fer122101P_25_A2c2fiE
423371KA|bg|760254YA|bg|71484000000TSUMSNE|sne|158920_MN|fer387201P_25_A1h2cnyD

603241KA|bg|25290100000TSUMSNE|sne|59088000000TSUMSNE|sne|976800_MN|fer660301P_25_A3aocN
42D4040346|nekir|951230KA|bg2665301P_25_A

894210KA|bg|27090100000TSUMSNE|sne|42373000000TSUMSNE|sne|345110_MN|fer85401P_25_Aa1pkS
05880100000TSUMSNE|sne|766861100_MN|fer|866861100_MN|fer|243620_MN|fer007401P_25_A2a411maF

8760561CT|ct|986419_MX|fer|009553_MX|fer2111811P_25_A61a6clS
701050CB|bg|758541KA|bg|739821KA|bg|593120_MN|fer038221P_25_A1uoyH

100-410490PAN|pan|02O480031C|nekir|788180KA|bg|866310_MN|fer742421P_25_Ac5mdK
1-955780PAN|pan|51J400030E|nekir|948680KA|bg|081220CB|bg279031P_25_A1tnlag4B

06460100000TSUMSNE|sne|16460100000TSUMSNE|sne|366331_MN|fer|806500100_MN|fer782341P_25_A4bgtI
100-784110PAN|pan|80A0410339|nekir|700430KA|bg|436330100_MN|fer62541P_25_Ab11gyZ

0809061CT|ct|1-146140PAN|pan|190641_MN|fer|505361100_MN|fer362641P_25_A3ltA
516674100_MX|fer|461774100_MX|fer|401374100_MX|fer|759610_MN|fer468941P_25_A2ngmH

71659000000TSUMSNE|sne|537030_RN|fer|437030_RN|fer|337030_RN|fer634051P_25_AkiR91L6800071
763410KA|bg|39697000000TSUMSNE|sne|45080100000TSUMSNE|sne|181620_MN|fer228251P_25_A1hctapG

178740KA|bg|63621100000TSUMSNE|sne|53621100000TSUMSNE|sne|43621100000TSUMSNE|sne087161P_25_A
30148000000TSUMSNE|sne|92650100000TSUMSNE|sne|71903000000TSUMSNE|sne|583110_MN|fer794561P_25_AikS

83712100000TSUMSNE|sne|74480100000TSUMSNE|sne|113361100_MN|fer|167310_MN|fer17561P_25_ArrS
833221KA|bg|104330KA|bg|757930KA|bg|718520_MN|fer748771P_25_AkiR22O9000021

7248851CT|ct|446850CB|bg112971P_25_A5mymZ
100-999390PAN|pan833981P_25_A

9193061CT|ct|1-171570PAN|pan|32I3440356|nekir|096230KA|bg708091P_25_Aa29maF
597500CB|bg|95950100000TSUMSNE|sne|03703000000TSUMSNE|sne|529720_MN|fer332391P_25_Apa1uanrT

058474100_MX|fer|582274100_MX|fer|805329_MX|fer|103209_MX|fer279691P_25_A8795mG
280895PN|ct|322935JA|bg569791P_25_A1rdrE

61F760039B|nekir|12G270031D|nekir|264740KA|bg|589380KA|bg741991P_25_A1svlC
04903000000TSUMSNE|sne|710061100_MN|fer|610061100_MN|fer|241800_MN|fer199502P_25_A1bnG

954051KA|bg|809300KA|bg|58523000000TSUMSNE|sne|093520_MN|fer294602P_25_A4poP
04575000000TSUMSNE|sne|08821100000TSUMSNE|sne|94797000000TSUMSNE|sne|750620_MN|fer267602P_25_A224pfZ

781530KA|bg|58469000000TSUMSNE|sne|807030_RN|fer|824820_RN|fer633212P_25_AkiR02F1340286
1-716330PAN|pan|201862BB|bg485812P_25_A

004774100_MX|fer|748574100_MX|fer|006574100_MX|fer|531771_MN|fer039812P_25_AkiR02K030038D
565021CB|bg|775521CB|bg|77603000000TSUMSNE|sne|396610_MN|fer577222P_25_A6k3paM

16620100000TSUMSNE|sne|72945000000TSUMSNE|sne|55206000000TSUMSNE|sne|845900_MN|fer69622P_25_A211fnR
10671100000TSUMSNE|sne|24281100000TSUMSNE|sne|45891100000TSUMSNE|sne|089100100_MN|fer872922P_25_A1hcmiL

6998071CT|ct|1-909301PAN|pan643232P_25_A
877110KA|bg|862130KA|bg|739541100_MN|fer|758110_MN|fer721432P_25_A3zdO

100-453610PAN|pan|50I240033A|nekir|866061VA|bg|527020KA|bg157142P_25_AkiR70A6400072
100-355410PAN|pan|70E3100062|nekir|591110KA|bg|106540CB|bg60242P_25_AzuF

974251KA|bg|24216000000TSUMSNE|sne|804031100_MN|fer|674700_MN|fer834242P_25_A1frA
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200-138400PAN|pan|02G1040266|nekir|393870KA|bg|01422100000TSUMSNE|sne367442P_25_A
214780KA|bg|008600KA|bg|94820100000TSUMSNE|sne|648820_MN|fer466942P_25_A02psU

586551KA|bg|681080KA|bg|89349000000TSUMSNE|sne|596040100_MN|fer021352P_25_AdlveU
568861KA|bg|937641KA|bg|77477000000TSUMSNE|sne|244910_MN|fer706452P_25_A91ktS
502641KA|bg|754450CB|bg|93742000000TSUMSNE|sne|203800_MN|fer402752P_25_A1ba09psH

1-893311PAN|pan|28709000000TSUMSNE|sne773752P_25_Aca2h2tsiH
722741KA|bg|394130KA|bg|89096000000TSUMSNE|sne|366461100_MN|fer919752P_25_AkiR60H1000389

121060CB|bg|10473000000TSUMSNE|sne|00688000000TSUMSNE|sne|476271_MN|fer852952P_25_A02fhP
742500KA|bg|44603000000TSUMSNE|sne|18261100000TSUMSNE|sne|512420_MN|fer419262P_25_A395pfZ

94889000000TSUMSNE|sne|58709000000TSUMSNE|sne|416520100_MN|fer|316520100_MN|fer619662P_25_Ab7dutO
72611100000TSUMSNE|sne|37739000000TSUMSNE|sne|463930100_MN|fer|416800_MN|fer006762P_25_ApboM

990781FA|bg|035700KA|bg|47023000000TSUMSNE|sne|394320_MN|fer0172P_25_A5lmC
912800KA|bg|53033000000TSUMSNE|sne|16089000000TSUMSNE|sne|891641_MN|fer580172P_25_A11a5clS
790110CB|bg|54641100000TSUMSNE|sne|21960000000TSUMSNE|sne|548800_MN|fer864172P_25_Aa2k4piP

324812KA|bg|299670KA|bg|36923000000TSUMSNE|sne|292820_MN|fer529172P_25_A1empP
1661361CT|ct|1-829301PAN|pan|61J020028C|nekir|865050KA|bg423572P_25_A93mbR

2953261CT|ct|100-836121PAN|pan|02A520031C|nekir|905180KA|bg493772P_25_AblgaD
10I810030D|nekir|277050KA|bg957972P_25_A1glG

1-102321PAN|pan128082P_25_A
0605851CT|ct|737060CB|bg|09720100000TSUMSNE|sne|278271_MN|fer541182P_25_A4knaK
159300CB|bg|386110KA|bg|77372000000TSUMSNE|sne|815010_MN|fer207182P_25_A5pbfgI

35094000000TSUMSNE|sne|24070100000TSUMSNE|sne|41948000000TSUMSNE|sne|467871_MN|fer476582P_25_Aa861maF
31C703031E|nekir|193094WA|bg|557350KA|bg|886771_MN|fer884682P_25_Ajfa2H

87053000000TSUMSNE|sne|93389000000TSUMSNE|sne|838461100_MN|fer|247720_MN|fer729782P_25_A2pifrrL
61B800033E|nekir|71K733032B|nekir|840640KA|bg|233341KA|bg676592P_25_A2bncaC

30L213032B|nekir|266540KA|bg|628540KA|bg|55936000000TSUMSNE|sne561892P_25_A
332230KA|bg|53988000000TSUMSNE|sne|06973000000TSUMSNE|sne|564271_MN|fer486992P_25_A9chhdZ

925264FB|bg|129330KA|bg|44332000000TSUMSNE|sne|657820_MN|fer947703P_25_A5a53clS
43396000000TSUMSNE|sne|33517000000TSUMSNE|sne|016830100_MN|fer|628700_MN|fer220903P_25_A1hcaD

1-287730PAN|pan|553221KA|bg192313P_25_AbkgD
864460CB|bg|398331KA|bg|69920100000TSUMSNE|sne|439820_MN|fer325313P_25_AkiR60B2540394

1-917580PAN|pan|21P770031D|nekir|130480KA|bg|22259000000TSUMSNE|sne579323P_25_A
4176661CT|ct|01P5100062|nekir|222110KA|bg|039720_RN|fer35423P_25_AkiR12A0200111

0797951CT|ct|100-533200PAN|pan|32M601034A|nekir|565040KA|bg38623P_25_A2cfcH
779271KA|bg|97210100000TSUMSNE|sne|94257000000TSUMSNE|sne|408351_MN|fer403823P_25_A3ghkelP

31531100000TSUMSNE|sne|21531100000TSUMSNE|sne|58679000000TSUMSNE|sne|972111100_MN|fer528823P_25_A1yfdW
038998_MX|fer|219198_MX|fer|255271_MN|fer|165110_MN|fer78233P_25_AgdT

618710KA|bg|281900KA|bg|807030_RN|fer|824820_RN|fer980533P_25_AkiR02F1340286
897900KA|bg|395561KA|bg|42161000000TSUMSNE|sne|461720_MN|fer13833P_25_A72crrL
651751KA|bg|263680KA|bg|16504000000TSUMSNE|sne|665271_MN|fer970043P_25_A1cdnuR
091630KA|bg|322520CB|bg|34496000000TSUMSNE|sne|410891_MN|fer373143P_25_A1nialS

74203000000TSUMSNE|sne|54979000000TSUMSNE|sne|180930100_MN|fer|696720_MN|fer199143P_25_A1reiM
8641061CT|ct|100-914121PAN|pan|097550CB|bg|225530CB|bg748743P_25_A252220UA

011730CB|bg|06178000000TSUMSNE|sne|43435000000TSUMSNE|sne|995520100_MN|fer830353P_25_A62mirT
62061000000TSUMSNE|sne|46178000000TSUMSNE|sne|370361100_MN|fer|351271_MN|fer363353P_25_AlrocL

0347461CT|ct|1-089611PAN|pan|60O620036C|nekir|002380KA|bg479453P_25_AkiR31A4000051
910841KA|bg|202921KA|bg|78417000000TSUMSNE|sne|154820_MN|fer211163P_25_A1praL

11M4060346|nekir|105930KA|bg|647361KA|bg|585230KA|bg505563P_25_AkiR11M4060346
498461KA|bg|907700KA|bg|22150000000TSUMSNE|sne|324620_MN|fer197763P_25_A1irM
475300KA|bg|878700KA|bg|88729000000TSUMSNE|sne|334620_MN|fer603863P_25_A001memT

29744000000TSUMSNE|sne|59844000000TSUMSNE|sne|895030_MN|fer|946702_MN|fer514963P_25_A2nacR
0062851CT|ct|307173EB|bg|111450CB|bg|92276000000TSUMSNE|sne675773P_25_A3s1pA

32334000000TSUMSNE|sne|018084100_MX|fer|286974100_MX|fer|331030_MN|fer064083P_25_A1dbrS
953020CB|bg|065050KA|bg|39252000000TSUMSNE|sne|327574100_MX|fer799083P_25_A861640001COL

30N0500132|nekir|50D6200132|nekir|419900KA|bg|205900KA|bg900183P_25_A1aiT
7079261CT|ct|9477671CT|ct|71H543032B|nekir|351640KA|bg71383P_25_A5taN

116750CB|bg|628130KA|bg|416540KA|bg|085510_RN|fer423983P_25_Ato2xoS
861940CB|bg|20807000000TSUMSNE|sne|309874100_MX|fer|651180100_MN|fer426193P_25_A1pnrT
791261KA|bg|82031100000TSUMSNE|sne|329274100_MX|fer|541330100_MN|fer192493P_25_AkiR51N2000911

68885000000TSUMSNE|sne|922474100_MX|fer|695474100_MX|fer|611920_MN|fer844493P_25_A11dbtbK
421430KA|bg|03450100000TSUMSNE|sne|067241100_MN|fer|647241100_MN|fer880593P_25_A51hdcP

1-528270PAN|pan|42L330038F|nekir|380460CB|bg|658980KA|bg810893P_25_A7agloG
572300CB|bg|06339000000TSUMSNE|sne|348221100_MN|fer|093541_MN|fer975104P_25_A2opnT

100-042100PAN|pan|61B4342364|nekir|705910KA|bg|582674100_MX|fer263504P_25_A384640001COL
794661KA|bg|782841KA|bg|930400KA|bg|992520_MN|fer541704P_25_Aa4lnxT

606990CB|bg|793420CB|bg|65547000000TSUMSNE|sne|886771_MN|fer296704P_25_Ajfa2H
361461KA|bg|67541100000TSUMSNE|sne|77541100000TSUMSNE|sne|653180100_MN|fer3314P_25_AkiR60H0300162

368800KA|bg|500900KA|bg|58484000000TSUMSNE|sne|045520_MN|fer593314P_25_AnlS
100-513800PAN|pan|70M4640385|nekir|739030KA|bg|077110_MN|fer515314P_25_A2fzkI

671231KA|bg|324551KA|bg|05143000000TSUMSNE|sne|653120_MN|fer734714P_25_A1baG
1-693611PAN|pan|80H8550346|nekir|612730CB|bg|074230KA|bg602424P_25_A4mtrrL

860322JA|bg|952350KA|bg|30117000000TSUMSNE|sne|040431_MN|fer365424P_25_A1xdD
636431KA|bg|223180KA|bg|067680CB|bg|807030_RN|fer436524P_25_A051745COL

61C8040348|nekir|533810CB|bg|991150CB|bg|393810KA|bg506624P_25_A2a51clS
600061KA|bg|86007000000TSUMSNE|sne|31743000000TSUMSNE|sne|007010_MN|fer420724P_25_ArldL

895561KA|bg|971432FA|bg|32672000000TSUMSNE|sne|056110_MN|fer644824P_25_AnsT
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82599000000TSUMSNE|sne|23612100000TSUMSNE|sne|978674100_MX|fer|326330_MN|fer439034P_25_A1d1nucD
39722000000TSUMSNE|sne|48411100000TSUMSNE|sne|374580100_MN|fer|091320_MN|fer945434P_25_A1nicA

584531KA|bg|181730BA|bg|91169000000TSUMSNE|sne|038810_MN|fer346634P_25_A2hasA
169050KA|bg|588110KA|bg|542530KA|bg|98666000000TSUMSNE|sne927044P_25_A

728940KA|bg|205440KA|bg|31423000000TSUMSNE|sne|052920_MN|fer110644P_25_A1kntE
783850CB|bg|408430KA|bg|06446000000TSUMSNE|sne|273110_MN|fer553154P_25_A3canlag6tS
575200KA|bg|033300KA|bg|40252000000TSUMSNE|sne|720620_MN|fer950654P_25_A1ndfP

61P6240335|nekir|22B130038I|nekir|805151KA|bg|219910KA|bg014654P_25_AkiR61P6240335
748451KA|bg|125820KA|bg|43943000000TSUMSNE|sne|385771_MN|fer057654P_25_Ab1hpA

33857000000TSUMSNE|sne|73331100000TSUMSNE|sne|53331100000TSUMSNE|sne|870641_MN|fer057954P_25_A2rbU
932390BA|bg|263030CB|bg|58266000000TSUMSNE|sne|991571_MN|fer224064P_25_Aa21apsH

69731100000TSUMSNE|sne|19731100000TSUMSNE|sne|90361000000TSUMSNE|sne|451720_MN|fer873164P_25_A1mibmT
081541CB|bg|248651KA|bg|40579000000TSUMSNE|sne|238771_MN|fer041374P_25_A632pfZ
152130KA|bg|479751CB|bg|93114000000TSUMSNE|sne|314371_MN|fer682774P_25_Ab8baR

90J3042224|nekir|588885BC|bg|995071KA|bg|032670KA|bg360284P_25_Aa2arT
100-526910PAN|pan|01I610036G|nekir|423546YB|bg|202090KA|bg042984P_25_A2oxeR

079921CB|bg|969921CB|bg|00278000000TSUMSNE|sne|631800_MN|fer667194P_25_A1lanG
712371KA|bg|829160CB|bg|95219000000TSUMSNE|sne|168271_MN|fer030394P_25_A41a7clS

936780KA|bg|52041100000TSUMSNE|sne|572461100_MN|fer|223720_MN|fer881794P_25_A1grrP
274940KA|bg|517250CB|bg|09579000000TSUMSNE|sne|731431_MN|fer884005P_25_AsraL

80266000000TSUMSNE|sne|53661100000TSUMSNE|sne|833721100_MN|fer|006831_MN|fer170305P_25_A1a7hdlA
665030KA|bg|765580KA|bg|44332000000TSUMSNE|sne|657820_MN|fer89115P_25_A5a53clS

20870100000TSUMSNE|sne|99424000000TSUMSNE|sne|170409_MX|fer|368520_MN|fer165215P_25_A95mirT
895071KA|bg|608230KA|bg|77492000000TSUMSNE|sne|586271_MN|fer750515P_25_A42a52clS

63090100000TSUMSNE|sne|11090100000TSUMSNE|sne|57980100000TSUMSNE|sne|32980100000TSUMSNE|sne924025P_25_A
100-809790PAN|pan|1-343720PAN|pan706125P_25_A

73130100000TSUMSNE|sne|466600100_MN|fer|015310_MN|fer|518300100_MN|fer624425P_25_A1l1.4bpE
228071KA|bg|730551KA|bg|94842000000TSUMSNE|sne|851541_MN|fer008725P_25_A2nilimE

146210CB|bg374035P_25_A11spR
65631100000TSUMSNE|sne|08373000000TSUMSNE|sne|727900_MN|fer|999830100_MN|fer448435P_25_A1a8ptA

100-258810PAN|pan|1-611170PAN|pan079245P_25_A
454640CB|bg|09973000000TSUMSNE|sne|53711100000TSUMSNE|sne|006271_MN|fer52345P_25_AkiR02H6540276

51901L|bg|24153000000TSUMSNE|sne|706240100_MN|fer|946310_MN|fer710445P_25_AkyR
846770KA|bg|34703000000TSUMSNE|sne|91835000000TSUMSNE|sne|785020_MN|fer087055P_25_A4srfS

10088000000TSUMSNE|sne|39775000000TSUMSNE|sne|69190100000TSUMSNE|sne|826900_MN|fer91755P_25_ApndA
022341KA|bg|509830KA|bg|11452000000TSUMSNE|sne|768441_MN|fer873755P_25_A1omlS

300670KA|bg|52460100000TSUMSNE|sne|33112000000TSUMSNE|sne|230641_MN|fer485165P_25_A86prS
75032000000TSUMSNE|sne|986030_MN|fer|063310100_MN|fer|263310100_MN|fer761765P_25_ArxtpN-6xbC

250250CB|bg|44421100000TSUMSNE|sne|61223000000TSUMSNE|sne|889620_MN|fer092175P_25_AsmtP
100-301790PAN|pan|194289_MX|fer|488300100_MX|fer866575P_25_A7839mG

899530KA|bg|954851KA|bg|24779000000TSUMSNE|sne|493330100_MN|fer923775P_25_AkiR22A960032A
84638D|bg|303071KA|bg|24411100000TSUMSNE|sne|719900_MN|fer237875P_25_A5rcC

781271KA|bg|464030CB|bg|854580KA|bg|324351_MN|fer044185P_25_A2fsaW
086541KA|bg|666400CB|bg|35270000000TSUMSNE|sne|398010_MN|fer42585P_25_A1ueN

9189951CT|ct|1-549730PAN|pan|539490CB|bg|119250CB|bg719885P_25_AkiR91D5100122
100-844690PAN|pan|681409_MX|fer|279788_MX|fer|149100100_MX|fer841985P_25_A6346mG

103951KA|bg|882371KA|bg|630750CB|bg|731571_MN|fer532095P_25_A2sraV
22711100000TSUMSNE|sne|21711100000TSUMSNE|sne|71711100000TSUMSNE|sne|675110_MN|fer700295P_25_AipfT
21529000000TSUMSNE|sne|66450100000TSUMSNE|sne|98790000000TSUMSNE|sne|030110_MN|fer327395P_25_A1ah4P

4638361CT|ct|371920CB|bg735595P_25_A74lprM
1833161CT|ct|01N930033E|nekir|645450KA|bg753695P_25_A

84697000000TSUMSNE|sne|965531100_MN|fer|865531100_MN|fer|765531100_MN|fer436895P_25_AkiR70I7000911
281110CB|bg|531141KA|bg|30720100000TSUMSNE|sne|857110_MN|fer535006P_25_A93pfZ

67529000000TSUMSNE|sne|33590100000TSUMSNE|sne|593520100_MN|fer|172900_MN|fer745006P_25_AcrS
620970KA|bg|910061100_MN|fer|197441_MN|fer|810061100_MN|fer810206P_25_A1pia1roT

1-071101PAN|pan|1-854801PAN|pan|989090CB|bg|17148000000TSUMSNE|sne787206P_25_A
797991KA|bg|92870100000TSUMSNE|sne|486361100_MN|fer|335520_MN|fer11816P_25_ApisoN

1-018850PAN|pan|1-774920PAN|pan791226P_25_A
94889000000TSUMSNE|sne|58709000000TSUMSNE|sne|416520100_MN|fer|316520100_MN|fer837326P_25_Ab7dutO

43964U|bg|53668000000TSUMSNE|sne|25585000000TSUMSNE|sne|046910_MN|fer043626P_25_AbnptiP
1-823060PAN|pan|640250CB|bg|50908000000TSUMSNE|sne|771381_MN|fer106236P_25_A118pfZ

422921KA|bg|736742FA|bg|98682000000TSUMSNE|sne|866271_MN|fer870536P_25_A4prL
887940CB|bg|745651KA|bg|18649000000TSUMSNE|sne|831351_MN|fer282736P_25_A1fpiW

83741100000TSUMSNE|sne|06920100000TSUMSNE|sne|05082000000TSUMSNE|sne|484110_MN|fer402046P_25_AmatS
452360CB|bg|329050CB|bg|476620_MN|fer271346P_25_Ac1hpA

02241100000TSUMSNE|sne|91241100000TSUMSNE|sne|81241100000TSUMSNE|sne|769520_MN|fer979646P_25_Ae274dtrE61D
80621100000TSUMSNE|sne|87182000000TSUMSNE|sne|030111100_MN|fer|963330100_MN|fer623746P_25_Ac1rvcA

90C2100102|nekir|991800KA|bg|285589_MX|fer|025100100_MX|fer582946P_25_A4719mG
482931KA|bg|064980KA|bg|24853000000TSUMSNE|sne|540871_MN|fer703056P_25_A4fssaR
851451KA|bg|971741KA|bg|01946000000TSUMSNE|sne|994110_MN|fer973056P_25_ApartS
007930CB|bg|211841KA|bg|56014000000TSUMSNE|sne|093771_MN|fer558056P_25_Ad1oyM

31683D|bg|784840CB|bg|58962000000TSUMSNE|sne|649900_MN|fer809056P_25_A2xlpC
100-336390PAN|pan|30E0440348|nekir|084810KA|bg|746910_MN|fer739356P_25_A12lpR

765400KA|bg|379730KA|bg|02730000000TSUMSNE|sne|337320_MN|fer633656P_25_AtorC
899850CB|bg|998870KA|bg|88448000000TSUMSNE|sne|024330100_MN|fer229066P_25_A1kcoD

315001CB|bg|881670KA|bg|738600JA|bg|072300_RN|fer170166P_25_A3ghnS
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408921CB|bg|250921KA|bg|002930100_MN|fer|751641_MN|fer612266P_25_AkiR01C690032C
450760CB|bg|55889000000TSUMSNE|sne|19709000000TSUMSNE|sne|392180100_MN|fer226366P_25_A2drpR

84767S|bg070076P_25_AlhV
307310CB|bg|145770KA|bg|99662000000TSUMSNE|sne|197310_MN|fer414476P_25_A1nlkM

200430KA|bg|55889000000TSUMSNE|sne|19709000000TSUMSNE|sne|392180100_MN|fer819186P_25_A2drpR
09157000000TSUMSNE|sne|807030_RN|fer|824820_RN|fer|668900_MN|fer641386P_25_A11hdC

97203000000TSUMSNE|sne|458174100_MX|fer|769541100_MN|fer|920571_MN|fer827386P_25_Ac4gtA
41K810037C|nekir|624250KA|bg|421050KA|bg|803350KA|bg029486P_25_AkiR50J9350394

162658QG|bg|40313000000TSUMSNE|sne|884774100_MX|fer|443120_MN|fer55996P_25_AcseT
1-427321PAN|pan|071910CB|bg|998940CB|bg|552620_MN|fer44517P_25_A62a52clS

1-136421PAN|pan|30E880031A|nekir|722830KA|bg|79807000000TSUMSNE|sne42547P_25_A
1-600380PAN|pan|31G910031B|nekir|510540KA|bg|66701100000TSUMSNE|sne474557P_25_A

0711467P_25_A
729700KA|bg|136210KA|bg|409674100_MX|fer|943474100_MX|fer03618P_25_AkiR02G1000182

02E700037A|nekir|91O920036A|nekir|511361KA|bg|486140KA|bg653918P_25_A
71450100000TSUMSNE|sne|33063000000TSUMSNE|sne|607274100_MX|fer|914180100_MN|fer6838P_25_Aa2piD

4176561CT|ct|1-486180PAN|pan|61N040036A|nekir|138140KA|bg664348P_25_A
9476751CT|ct|30D9240182|nekir|722820KA|bg|853381_MN|fer02058P_25_A1pig54ddaG
21G220030E|nekir|321235BB|bg|140780KA|bg|049791_MN|fer179158P_25_A2fpiW

8042061CT|ct|1-817880PAN|pan|02D6340336|nekir|270870KA|bg760068P_25_A
91A7400369|nekir|373970KA|bg|20252000000TSUMSNE|sne|937211100_MN|fer850768P_25_A1cncK

01I400030C|nekir|546740KA|bg|902774100_MX|fer|696274100_MX|fer962578P_25_A6312mG
8466161CT|ct|1-155280PAN|pan|80D790037A|nekir|854340KA|bg029388P_25_A
9323171CT|ct|12G910039D|nekir|30D370039B|nekir|856041KA|bg318239P_25_A

60518000000TSUMSNE|sne|539374100_MX|fer|731930100_MN|fer|807910_MN|fer78569P_25_AcocS
42E9040122|nekir|078800KA|bg|36059000000TSUMSNE|sne|775310100_MN|fer07499P_25_AkiR50O4500111
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654120CB|bg|100230KA|bg|26706000000TSUMSNE|sne|700720_MN|fer680101P_15_A793pfZ

84836M|bg|714120CB|bg|33061000000TSUMSNE|sne|715800_MN|fer559101P_15_Ah4atL
070780KA|bg|940780KA|bg|10590100000TSUMSNE|sne|266661100_MN|fer589101P_15_Aa58cdcC

230030KA|bg|879913FA|bg|87533000000TSUMSNE|sne|102350_MN|fer034401P_15_A1eegaM
211641KA|bg|086441KA|bg|56510000000TSUMSNE|sne|463010_MN|fer747401P_15_A4h2ftG
327161KA|bg|114880KA|bg|59512000000TSUMSNE|sne|749800_MN|fer069401P_15_A1cmsP
554770KA|bg|973500KA|bg|20404000000TSUMSNE|sne|236920_MN|fer023501P_15_A11r1ppP
337110KA|bg|872200CB|bg|24493000000TSUMSNE|sne|871420_MN|fer804501P_15_A41glA

44819000000TSUMSNE|sne|75147000000TSUMSNE|sne|57812100000TSUMSNE|sne|006102_MN|fer978501P_15_Ab5oyM
281500KA|bg|07684000000TSUMSNE|sne|399974100_MX|fer|060820_MN|fer979601P_15_A2f53clS

94148000000TSUMSNE|sne|225580100_MN|fer|819380100_MN|fer|582720_MN|fer694901P_15_AkiR10I9200071
614058IA|bg|241810KA|bg|156720_RN|fer|336300_RN|fer946901P_15_A3geM

936340KA|bg|078161KA|bg|15430000000TSUMSNE|sne|216271_MN|fer461111P_15_A1dnR
686300KA|bg|121210KA|bg|97752000000TSUMSNE|sne|373620_MN|fer952111P_15_A2pa2kdC
245050KA|bg|459271KA|bg|01154000000TSUMSNE|sne|615271_MN|fer595111P_15_AkytsD

41430K|bg|79040X|bg|26904000000TSUMSNE|sne|080330_MN|fer259111P_15_A91tduN
977151KA|bg|733251KA|bg|66253000000TSUMSNE|sne|837810_MN|fer553211P_15_AptgI
899110KA|bg|965751KA|bg|41178000000TSUMSNE|sne|368130_MN|fer300311P_15_AqpneC

5953261CT|ct|60G750031A|nekir|868730KA|bg967311P_15_A
12321100000TSUMSNE|sne|02733000000TSUMSNE|sne|72321100000TSUMSNE|sne|130900_MN|fer583411P_15_A7pbbR

331061KA|bg|07360100000TSUMSNE|sne|17112000000TSUMSNE|sne|568820_MN|fer195411P_15_AkiR30A5000111
200820KA|bg|427840KA|bg|001220BA|bg|707910_MN|fer628411P_15_A31hdC

699670KA|bg|230710KA|bg|95296000000TSUMSNE|sne|804920_MN|fer556511P_15_AdcqI
82137000000TSUMSNE|sne|67361100000TSUMSNE|sne|833161100_MN|fer|084420_MN|fer889511P_15_Al5pb3hS

984641KA|bg|48399X|bg|98202000000TSUMSNE|sne|357310_MN|fer704611P_15_A48399X
736922FA|bg|635010KA|bg|38433000000TSUMSNE|sne|306831_MN|fer185611P_15_A22cdcC

538670KA|bg|179050CB|bg|609260CB|bg|744271_MN|fer106611P_15_AkiR22E120033A
038500KA|bg|872161KA|bg|05642000000TSUMSNE|sne|158520_MN|fer786611P_15_AkiR41I0100071

922231CB|bg|792541CB|bg|02933000000TSUMSNE|sne|748500100_MN|fer445911P_15_AagA
813281BA|bg|45180100000TSUMSNE|sne|07460000000TSUMSNE|sne|472920_MN|fer190321P_15_A7pbW
949110KA|bg|54212100000TSUMSNE|sne|43332000000TSUMSNE|sne|594120_MN|fer900521P_15_A3lrvP

954051KA|bg|809300KA|bg|58523000000TSUMSNE|sne|093520_MN|fer711521P_15_A4poP
192280CB|bg|159300KA|bg|13592000000TSUMSNE|sne|228620_MN|fer153521P_15_Ab1ecL

428880KA|bg|37493U|bg|61410000000TSUMSNE|sne|412800_MN|fer863521P_15_AsraH
200810BA|bg|561220CB|bg|44943000000TSUMSNE|sne|910010_MN|fer891621P_15_A2kpaD

914761KA|bg|83361000000TSUMSNE|sne|157440100_MN|fer|882800_MN|fer792721P_15_A1b11dsH
484151KA|bg|528051KA|bg|44332000000TSUMSNE|sne|657820_MN|fer755921P_15_A5a53clS

53300000000TSUMSNE|sne|360111100_MN|fer|260111100_MN|fer|447700_MN|fer598921P_15_A1tmoC
30118000000TSUMSNE|sne|66972000000TSUMSNE|sne|781010_MN|fer|981770100_MN|fer101031P_15_Ab2rgcF

83284U|bg|18156000000TSUMSNE|sne|77994000000TSUMSNE|sne|478310_MN|fer244131P_15_A1fpD
994474100_MX|fer|931930100_MN|fer|831930100_MN|fer|795871_MN|fer948231P_15_Ag2kmaC

78072000000TSUMSNE|sne|90779000000TSUMSNE|sne|023111100_MN|fer|794010_MN|fer879231P_15_A1hdI
703380KA|bg|186820KA|bg|83472000000TSUMSNE|sne|088010_MN|fer700431P_15_AlcN

507850CB|bg|15040000000TSUMSNE|sne|38870100000TSUMSNE|sne|365271_MN|fer822431P_15_AflH
546332FA|bg|773120CB|bg|10880000000TSUMSNE|sne|721431_MN|fer303631P_15_A51f4pyC

599131KA|bg|78854000000TSUMSNE|sne|634019_MX|fer|700431_MN|fer251831P_15_A1dsiC
47888000000TSUMSNE|sne|99627000000TSUMSNE|sne|28541100000TSUMSNE|sne|352800_MN|fer845831P_15_A3bgmH
85049000000TSUMSNE|sne|17520100000TSUMSNE|sne|72300000000TSUMSNE|sne|697010_MN|fer314141P_15_Aa01celC

93887000000TSUMSNE|sne|04867000000TSUMSNE|sne|901010_MN|fer|456702_MN|fer913441P_15_A5anfE
941261KA|bg|756400KA|bg|09513000000TSUMSNE|sne|267820_MN|fer215441P_15_A91mbR
397450CB|bg|287180KA|bg|87557000000TSUMSNE|sne|255910_MN|fer696441P_15_A01bcbA
672451KA|bg|685961KA|bg|51130000000TSUMSNE|sne|578900_MN|fer621641P_15_Ab1nkdC
668970CB|bg|091630KA|bg|34496000000TSUMSNE|sne|410891_MN|fer482741P_15_A1nialS

70P1000113|nekir|969310KA|bg|179310KA|bg|940071KA|bg456741P_15_A162xeT
392240KA|bg|85439000000TSUMSNE|sne|092861100_MN|fer|557271_MN|fer417741P_15_A41srfS

8294761CT|ct|100-705490PAN|pan|42I5040336|nekir|421810KA|bg228741P_15_A2noP
59401Y|bg|757453FA|bg|62413000000TSUMSNE|sne|978900_MN|fer375841P_15_A18tfI

655750CB|bg|633180KA|bg|52155000000TSUMSNE|sne|712541_MN|fer305941P_15_A1sariD
376300KA|bg|941020KA|bg|07010100000TSUMSNE|sne|563620_MN|fer806051P_15_A1ngaJ

421330KA|bg|27243U|bg|76381100000TSUMSNE|sne|676700_MN|fer240351P_15_A61gsP
174800KA|bg|676910KA|bg|68746000000TSUMSNE|sne|133820_RN|fer471551P_15_A276pfZ

444140KA|bg|62085000000TSUMSNE|sne|50364000000TSUMSNE|sne|591180100_MN|fer729651P_15_Aa4dirA
952480FA|bg|800661CB|bg|58043000000TSUMSNE|sne|740210_MN|fer455751P_15_A7drB

60017000000TSUMSNE|sne|329574100_MX|fer|434474100_MX|fer|234110_MN|fer595751P_15_AcprnS
931810KA|bg|286030KA|bg|92629000000TSUMSNE|sne|831620_MN|fer359751P_15_AkiR32J7040336
235770KA|bg|262300CB|bg|48603000000TSUMSNE|sne|255541_MN|fer263161P_15_A2lnG

032221KA|bg|319731CB|bg|01388000000TSUMSNE|sne|080180100_MN|fer703261P_15_A3fhP
15460000000TSUMSNE|sne|194289_MX|fer|488300100_MX|fer|949080100_MN|fer523661P_15_A5ctT

537720CB|bg|097720CB|bg|05439000000TSUMSNE|sne|976461100_MN|fer849661P_15_A8onA
274940KA|bg|060600CB|bg|09579000000TSUMSNE|sne|731431_MN|fer321861P_15_AsraL
773041KA|bg|375800FA|bg|69154000000TSUMSNE|sne|534800_MN|fer674071P_15_A1sncK

286312KA|bg|15963000000TSUMSNE|sne|86095000000TSUMSNE|sne|858810_MN|fer796171P_15_A1pbeP

BF 15m



I. Arisi et al. / Data Mining of mRNA Biomarkers for AD Model 49

Supplementary Table 2
(Continued)

78890100000TSUMSNE|sne|74066000000TSUMSNE|sne|388970100_MN|fer|993120_MN|fer277171P_15_Ab11lcB
786780FA|bg|04370100000TSUMSNE|sne|83706000000TSUMSNE|sne|903110_MN|fer574271P_15_A1a001S

18140J|bg|116831CB|bg|416831CB|bg|393700_MN|fer067371P_15_AbtcA
50831100000TSUMSNE|sne|662719_MX|fer|635198_MX|fer|085520_MN|fer226771P_15_AdknP

484110KA|bg|720150KA|bg|16943000000TSUMSNE|sne|889800_MN|fer129971P_15_A3ccdgI
86619000000TSUMSNE|sne|25367000000TSUMSNE|sne|33812000000TSUMSNE|sne|924520_MN|fer792181P_15_Aa1bnipreS
66371100000TSUMSNE|sne|69202100000TSUMSNE|sne|89033000000TSUMSNE|sne|737900_MN|fer844181P_15_A2tacB

758431KA|bg|292961KA|bg|92530000000TSUMSNE|sne|854910_MN|fer599381P_15_A1faP
364640KA|bg|979340KA|bg|73035000000TSUMSNE|sne|231350_MN|fer322481P_15_A7bhdcP

14994000000TSUMSNE|sne|719380100_MN|fer|225351_MN|fer|722871_MN|fer043481P_15_Ab3ncS
914591FA|bg|554221KA|bg|10820100000TSUMSNE|sne|658110_MN|fer358481P_15_A2zdO

812041FA|bg|49241100000TSUMSNE|sne|22813000000TSUMSNE|sne|029110_MN|fer688481P_15_A2gcbA
67490100000TSUMSNE|sne|68192000000TSUMSNE|sne|87490100000TSUMSNE|sne|247541_MN|fer365581P_15_A53xhD

0863851CT|ct|100-349900PAN|pan|22O5250375|nekir|987710KA|bg964681P_15_A3kiS
1-661911PAN|pan|70M9340394|nekir|467670KA|bg|582574100_MX|fer897681P_15_A1882mG

77581000000TSUMSNE|sne|75760100000TSUMSNE|sne|923161100_MN|fer|207331_MN|fer012781P_15_A11loN
73810000000TSUMSNE|sne|44302100000TSUMSNE|sne|79571100000TSUMSNE|sne|591351_MN|fer531881P_15_A7oxbF

32374U|bg|98233000000TSUMSNE|sne|890574100_MX|fer|782900_MN|fer373881P_15_A1mitS
82638U|bg|644200KA|bg|18722000000TSUMSNE|sne|853311100_MN|fer509981P_15_A1daD

712771_MN|fer|383800_MN|fer|000031100_MN|fer|999921100_MN|fer780191P_15_A052peC
061131KA|bg|580382YA|bg|34491000000TSUMSNE|sne|643491_MN|fer964191P_15_A13fnR

246374100_MX|fer|035274100_MX|fer|677374100_MX|fer|059084100_MX|fer161391P_15_A5464mG
636940CB|bg|152900KA|bg|90185000000TSUMSNE|sne|503520_MN|fer203391P_15_A7sprM

96476X|bg|431180KA|bg|94194000000TSUMSNE|sne|215800_MN|fer497391P_15_A1prL
34521100000TSUMSNE|sne|28363000000TSUMSNE|sne|685930100_MN|fer|648471_MN|fer400491P_15_AktcylG

003770KA|bg|561900CB|bg|77034000000TSUMSNE|sne|183900_MN|fer990491P_15_ApsrhT
847730KA|bg|435050KA|bg|74143000000TSUMSNE|sne|006541_MN|fer526591P_15_A033pfZ
711961KA|bg|578061KA|bg|66692000000TSUMSNE|sne|368110_MN|fer721691P_15_A1sspaP
370340CB|bg|194410KA|bg|51712000000TSUMSNE|sne|578820_MN|fer340791P_15_A3ccrX
951891KA|bg|833202KA|bg|87023000000TSUMSNE|sne|836700_MN|fer952791P_15_A7tcC

2136361CT|ct|1-683811PAN|pan|30G250031C|nekir|553840KA|bg816791P_15_A5datA
1-632190PAN|pan|11K1000033|nekir|253410KA|bg|51434000000TSUMSNE|sne546791P_15_A5tkeT

88211100000TSUMSNE|sne|92068000000TSUMSNE|sne|540181_MN|fer|173120_MN|fer704991P_15_A1nlaC
627831CB|bg|379121FA|bg|75466000000TSUMSNE|sne|837110100_MN|fer744991P_15_A447rflO

674010CB|bg|438910CB|bg|583580100_MN|fer|661820_MN|fer255991P_15_AkiR01C4100061
530380KA|bg|627710KA|bg|43585000000TSUMSNE|sne|584720_MN|fer765991P_15_A62deM

58821100000TSUMSNE|sne|68821100000TSUMSNE|sne|48821100000TSUMSNE|sne|852820_MN|fer816991P_15_Al1pizD
744020CB|bg|951260CB|bg|87725000000TSUMSNE|sne|688891_MN|fer016002P_15_A21btbZ
486800KA|bg|829480KA|bg|28034000000TSUMSNE|sne|461620_MN|fer501102P_15_A8alpnP

17629000000TSUMSNE|sne|684110_MN|fer|066312_MN|fer|956312_MN|fer084102P_15_A3tatS
624980KA|bg|37049000000TSUMSNE|sne|50981000000TSUMSNE|sne|009110_MN|fer037102P_15_A1udpM
341651KA|bg|84834000000TSUMSNE|sne|19221100000TSUMSNE|sne|171641_MN|fer470202P_15_A2dpacN

415970FA|bg|303960FA|bg|42873000000TSUMSNE|sne|989700_MN|fer831302P_15_A1hxoF
478350KA|bg|83661000000TSUMSNE|sne|950111100_MN|fer|456331_MN|fer047402P_15_A43dC
384141KA|bg|50852000000TSUMSNE|sne|390374100_MX|fer|029900_MN|fer108402P_15_A2hinC

61977000000TSUMSNE|sne|22316000000TSUMSNE|sne|345930100_MN|fer|108010_MN|fer601502P_15_A1flM
982641KA|bg|745820CB|bg|897674100_MX|fer|477620_MN|fer568502P_15_ApixbH

762400100_MX|fer|326084100_MX|fer|382400100_MX|fer|321330100_MN|fer948602P_15_A88241mG
120561KA|bg|759840KA|bg|37450100000TSUMSNE|sne|576871_MN|fer381702P_15_A1f53clS

414440BA|bg|99080100000TSUMSNE|sne|71103000000TSUMSNE|sne|535120_MN|fer270012P_15_A1umS
451741KA|bg|830161KA|bg|439451KA|bg|545441_MN|fer143112P_15_Aj3fiE

905231CB|bg|705231CB|bg|52033000000TSUMSNE|sne|403520_MN|fer469112P_15_A1tmcL
12351100000TSUMSNE|sne|02351100000TSUMSNE|sne|03953000000TSUMSNE|sne|876180100_MN|fer048212P_15_A008pfZ

212181KA|bg|755312KA|bg|691200CB|bg|691420_MN|fer701412P_15_A02d1cbT
396530KA|bg|975600CB|bg|36272000000TSUMSNE|sne|018331_MN|fer791412P_15_Ab71ktS

68225000000TSUMSNE|sne|675274100_MX|fer|493274100_MX|fer|922702_MN|fer726512P_15_A9calP
705730KA|bg|939840CB|bg|44345000000TSUMSNE|sne|313571_MN|fer207612P_15_AkiR51J220031A

742921KA|bg|65177000000TSUMSNE|sne|87111100000TSUMSNE|sne|384280100_MN|fer722712P_15_Ab3rfE
604010KA|bg|32859000000TSUMSNE|sne|995029_MX|fer|038621_MX|fer514712P_15_AkiR30P4000142

95508000000TSUMSNE|sne|53650100000TSUMSNE|sne|43650100000TSUMSNE|sne|387310_MN|fer715712P_15_A1lemM
624612KA|bg|501212KA|bg|973820KA|bg|639620_MN|fer160912P_15_Al1axO

087051KA|bg|711820KA|bg|73481000000TSUMSNE|sne|270110_MN|fer399022P_15_A1nfP
79660100000TSUMSNE|sne|82902000000TSUMSNE|sne|771661100_MN|fer|017820_MN|fer362122P_15_AgsrA

015274100_MX|fer|756274100_MX|fer|294274100_MX|fer|113520_MN|fer354222P_15_Ae944dtrE41D
469461KA|bg|291451KA|bg|37372000000TSUMSNE|sne|338671_MN|fer465422P_15_Af1mpP

54834000000TSUMSNE|sne|948011100_MN|fer|018380100_MN|fer|181571_MN|fer397522P_15_Al5rrP
0197622P_15_A

315500KA|bg|47354000000TSUMSNE|sne|257574100_MX|fer|115910_MN|fer090722P_15_A3pmaR
696030KA|bg|977040KA|bg|82283000000TSUMSNE|sne|841920_MN|fer668722P_15_A4xmT
862330KA|bg|205440KA|bg|31423000000TSUMSNE|sne|052920_MN|fer995922P_15_A1kntE

521251KA|bg|918820CB|bg|939273QD|bg|434720_MN|fer336922P_15_Ab1drpR
4796851CT|ct|100-896420PAN|pan|033300CB|bg|665541_MN|fer483232P_15_A2gfgA

46982000000TSUMSNE|sne|74890100000TSUMSNE|sne|129380100_MN|fer|507910_MN|fer875332P_15_A1kcbR
343500KA|bg|753734FE|bg|44823000000TSUMSNE|sne|064520_MN|fer518332P_15_Aa621memT

319831CB|bg|68033000000TSUMSNE|sne|40012100000TSUMSNE|sne|888620_MN|fer909532P_15_A2gkhP
0168371CT|ct|5720951CT|ct|07072Z|bg395732P_15_A2plpA
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947820KA|bg|098280KA|bg|40801000000TSUMSNE|sne|676910_MN|fer667932P_15_A1dclP
85187U|bg|75187U|bg|25332000000TSUMSNE|sne|951110_MN|fer766142P_15_AcdkrP

04130100000TSUMSNE|sne|95014000000TSUMSNE|sne|254361100_MN|fer|828910_MN|fer411242P_15_Apa4cprT
459543FA|bg|359543FA|bg|259543FA|bg|159543FA|bg436242P_15_A61psuD

953584_MX|fer|153509_MX|fer|958484_MX|fer|068010_MN|fer627342P_15_A6lyM
153210KA|bg|954070CB|bg|21002000000TSUMSNE|sne|450180100_MN|fer039342P_15_A1lsrQ

320010KA|bg|203800KA|bg|56943000000TSUMSNE|sne|613381_MN|fer160442P_15_A5cpanS
924741KA|bg|90207U|bg|56553000000TSUMSNE|sne|036310_MN|fer721942P_15_A1dkP

09282000000TSUMSNE|sne|25219000000TSUMSNE|sne|28041100000TSUMSNE|sne|521351_MN|fer843942P_15_Aa61ceS
001541KA|bg|661250CB|bg|45944000000TSUMSNE|sne|975900_MN|fer873052P_15_A1a03clS

7969161CT|ct|1-396850PAN|pan|426610CB|bg451152P_15_AbtcA
131280KA|bg|680712KA|bg|010050CB|bg|570641_MN|fer805152P_15_A2dmeL

38520J|bg|150541KA|bg|33912000000TSUMSNE|sne|489900_MN|fer745352P_15_AlstC
33494L|bg|589541CB|bg|64247000000TSUMSNE|sne|564700_MN|fer174452P_15_A2criB
19246M|bg|028941KA|bg|56053000000TSUMSNE|sne|891110_MN|fer558452P_15_A2sgtP

015820CB|bg|377500KA|bg|54122000000TSUMSNE|sne|353110_MN|fer689452P_15_A1freS
76310100000TSUMSNE|sne|70661100000TSUMSNE|sne|39713000000TSUMSNE|sne|400620_MN|fer063552P_15_A3c5tN

226010KA|bg|09311100000TSUMSNE|sne|57068000000TSUMSNE|sne|147610_MN|fer718552P_15_A1bracS
824061KA|bg|36180100000TSUMSNE|sne|44992000000TSUMSNE|sne|685910_MN|fer701752P_15_A1j2ebU

616511CB|bg|071110KA|bg|95598000000TSUMSNE|sne|238920_MN|fer651752P_15_A1kgrdD
844640KA|bg|219320CB|bg|868520CB|bg|086850CB|bg665852P_15_A

93036X|bg|19741100000TSUMSNE|sne|95082000000TSUMSNE|sne|501900_MN|fer176852P_15_A1usR
895831KA|bg|759961KA|bg|46674000000TSUMSNE|sne|910381_MN|fer405062P_15_A4feghrA
068951KA|bg|900090KA|bg|53704000000TSUMSNE|sne|539271_MN|fer856062P_15_A2dhdmA

966600CB|bg|447710KA|bg|332231KA|bg|651330100_MN|fer423162P_15_A33oxbF
98370100000TSUMSNE|sne|13170000000TSUMSNE|sne|75400100000TSUMSNE|sne|730431_MN|fer817162P_15_AylcA

84641U|bg|40429000000TSUMSNE|sne|475084100_MX|fer|853110_MN|fer234262P_15_A2srfS
214650PN|ct|84641U|bg734262P_15_A2srfS

362140BA|bg|112961KA|bg|81003000000TSUMSNE|sne|971350_MN|fer178262P_15_AsnaN
307641KA|bg|348920FA|bg|86702000000TSUMSNE|sne|078810_MN|fer594462P_15_A2magP

08280100000TSUMSNE|sne|89993000000TSUMSNE|sne|207361100_MN|fer|832702_MN|fer371562P_15_A72oxbF
725641KA|bg|16291100000TSUMSNE|sne|45204000000TSUMSNE|sne|495181_MN|fer301662P_15_A4cdE

939821KA|bg|118111FA|bg|61632000000TSUMSNE|sne|103120_MN|fer872762P_15_A2a51clS
773630KA|bg|273091KA|bg|52472000000TSUMSNE|sne|714220_MN|fer073762P_15_Ac2mtI
605720CB|bg|512800KA|bg|21947000000TSUMSNE|sne|365520_MN|fer805762P_15_AkiR50O2100102
487450CB|bg|876140KA|bg|63871000000TSUMSNE|sne|822931_MN|fer778762P_15_A3ldbhR
423741KA|bg|723820CB|bg|88490100000TSUMSNE|sne|296571_MN|fer339762P_15_A11ghnS

72631100000TSUMSNE|sne|871719_MX|fer|098298_MX|fer|181720_MN|fer874072P_15_A4niP
185951KA|bg|11382000000TSUMSNE|sne|43241100000TSUMSNE|sne|224900_MN|fer918072P_15_A2farT

32M4000911|nekir|784400KA|bg|944022KA|bg|367771_MN|fer524172P_15_A4lpfhL
46309M|bg|03170000000TSUMSNE|sne|209561100_MN|fer|416700_MN|fer640272P_15_A1bnntC

296400KA|bg|15501100000TSUMSNE|sne|75682000000TSUMSNE|sne|621641_MN|fer695372P_15_AdroS
47131U|bg|66351100000TSUMSNE|sne|407774100_MX|fer|491900_MN|fer725572P_15_A2a21clS

176661100_MN|fer|076661100_MN|fer|966661100_MN|fer|855271_MN|fer481872P_15_A5nimeG
648730KA|bg|19332000000TSUMSNE|sne|37291100000TSUMSNE|sne|229010_MN|fer235872P_15_A04lprM

57141100000TSUMSNE|sne|15086000000TSUMSNE|sne|558361100_MN|fer|771100100_MN|fer482972P_15_A241150CB
160161KA|bg|449951KA|bg|976420CB|bg|329541_MN|fer407972P_15_A1lleR

851731KA|bg|510374100_MX|fer|369274100_MX|fer|964310_MN|fer795082P_15_A11axnA
113641KA|bg|41584L|bg|29775000000TSUMSNE|sne|803381_MN|fer829082P_15_A2noP

245700KA|bg|395441KA|bg|61986000000TSUMSNE|sne|000820_MN|fer395182P_15_Ab1cdpapP
660274100_MX|fer|413274100_MX|fer|223209_MX|fer|608311100_MN|fer292382P_15_A01441mG

499020KA|bg|096710KA|bg|36097000000TSUMSNE|sne|432900_MN|fer615382P_15_A11xoS
196840PN|ct|100-597310PAN|pan|771950FA|bg|48128000000TSUMSNE|sne896382P_15_A

933032FA|bg|46575000000TSUMSNE|sne|96631100000TSUMSNE|sne|261320_MN|fer241682P_15_A1drnZ
857080CB|bg|90820J|bg|71820100000TSUMSNE|sne|380800_MN|fer560092P_15_A34paG

062010KA|bg|001261KA|bg|18372000000TSUMSNE|sne|325320_MN|fer947192P_15_ArceP
49011100000TSUMSNE|sne|79011100000TSUMSNE|sne|342361100_MN|fer|265520_MN|fer668192P_15_A1siF

586610KA|bg|178111CB|bg|35860000000TSUMSNE|sne|449820_MN|fer725292P_15_Amth4P
817250CB|bg|164820KA|bg|48473000000TSUMSNE|sne|300641_MN|fer989392P_15_A6pneS
741910KA|bg|164300CB|bg|77660100000TSUMSNE|sne|088120_MN|fer590492P_15_Aa1rakrP

986310KA|bg|42009000000TSUMSNE|sne|39811100000TSUMSNE|sne|540720_MN|fer571592P_15_A41pacG
14241100000TSUMSNE|sne|836574100_MX|fer|832010_MN|fer|783520100_MN|fer256592P_15_A2drB

77182L|bg|009441KA|bg|89034000000TSUMSNE|sne|638700_MN|fer806692P_15_Aa54ddaG
417940KA|bg|33398000000TSUMSNE|sne|72976000000TSUMSNE|sne|223620_MN|fer342992P_15_AarsM

628711CB|bg|528711CB|bg|86369000000TSUMSNE|sne|971800_MN|fer493103P_15_A2tpsG
28663000000TSUMSNE|sne|989274100_MX|fer|972871_MN|fer|854541_MN|fer835203P_15_AkxP

375791KA|bg|46080100000TSUMSNE|sne|86057000000TSUMSNE|sne|028800_MN|fer793303P_15_AdpeP
73696000000TSUMSNE|sne|29696000000TSUMSNE|sne|548871_MN|fer|575271_MN|fer827303P_15_A772pfZ

722530KA|bg|27402100000TSUMSNE|sne|43753000000TSUMSNE|sne|829871_MN|fer937303P_15_A1l1pafA
1-423911PAN|pan|10B3040375|nekir|114770KA|bg692403P_15_A1ncpT

209441KA|bg|577200KA|bg|73596000000TSUMSNE|sne|589220_MN|fer958403P_15_A6dnafZ
96608000000TSUMSNE|sne|097084100_MX|fer|457084100_MX|fer|808510_MN|fer246503P_15_A1-5patrK

693430KA|bg|581941KA|bg|662060CB|bg|399620_MN|fer861703P_15_A1hadD
875720CB|bg|203320CB|bg|601060CB|bg|361921KA|bg392903P_15_A133640CB

132341KA|bg|444061KA|bg|09464000000TSUMSNE|sne|259010_MN|fer549113P_15_A2zaO
471974100_MX|fer|491084100_MX|fer|267771_MN|fer|601040100_MN|fer590213P_15_A1kaA
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50791100000TSUMSNE|sne|20902100000TSUMSNE|sne|765071100_MN|fer|624520100_MN|fer530313P_15_A5cdpeD
02G520032A|nekir|625830KA|bg|00415000000TSUMSNE|sne|54560100000TSUMSNE|sne021313P_15_A

34093000000TSUMSNE|sne|29208000000TSUMSNE|sne|258900_MN|fer|108730100_MN|fer023313P_15_A6dC
468700KA|bg|985570KA|bg|15401000000TSUMSNE|sne|634620_MN|fer582413P_15_Aa68memT
032271KA|bg|767130KA|bg|38333000000TSUMSNE|sne|826541_MN|fer376513P_15_A11psU

748361KA|bg|288630KA|bg|81858000000TSUMSNE|sne|525330100_MN|fer098513P_15_A6kncK
21321100000TSUMSNE|sne|258374100_MX|fer|518374100_MX|fer|625520_MN|fer881613P_15_AucsI

81H2100182|nekir|827210KA|bg|244809_MX|fer|121111100_MN|fer949613P_15_A6cdcC
17080100000TSUMSNE|sne|27080100000TSUMSNE|sne|58558000000TSUMSNE|sne|849520_MN|fer068023P_15_Aa41msL

51G400036C|nekir|488030CB|bg|068940KA|bg|772820_MN|fer212323P_15_A9asihS
17598D|bg|508541KA|bg|487941KA|bg|125110_MN|fer842323P_15_A4cdS

074001CB|bg|922600KA|bg|72970100000TSUMSNE|sne|961820_MN|fer135323P_15_A1e17maF
49650100000TSUMSNE|sne|74655000000TSUMSNE|sne|73506000000TSUMSNE|sne|286702_MN|fer790423P_15_Ab1fiK

788430KA|bg|602010CB|bg|57283000000TSUMSNE|sne|987351_MN|fer303423P_15_ApilyM
299370FA|bg|715730KA|bg|84773000000TSUMSNE|sne|508610_MN|fer393423P_15_AupnrnH

762400100_MX|fer|382400100_MX|fer|326084100_MX|fer|321330100_MN|fer867423P_15_A88241mG
27116X|bg|577180KA|bg|32768000000TSUMSNE|sne|945800_MN|fer329423P_15_A1a2naM

71O920036C|nekir|80P503034B|nekir|120120KA|bg|561461KA|bg156523P_15_A74dC
100-890910PAN|pan|50G733032B|nekir|240640KA|bg747523P_15_A

043870KA|bg|036241FA|bg|21643000000TSUMSNE|sne|239310_MN|fer922623P_15_A52xdD
307350KA|bg|251900CB|bg|13475000000TSUMSNE|sne|715020_MN|fer232723P_15_ApeneL

955412KA|bg|44760100000TSUMSNE|sne|39657000000TSUMSNE|sne|055541_MN|fer409723P_15_A1fpiY
433431KA|bg|898831CB|bg|41003000000TSUMSNE|sne|102330100_MN|fer966823P_15_A1pbcN

203630KA|bg|10105000000TSUMSNE|sne|701111100_MN|fer|685271_MN|fer869823P_15_Aa223pfZ
375150CB|bg|71816000000TSUMSNE|sne|23273000000TSUMSNE|sne|812330_RN|fer215923P_15_A1berR
182110CB|bg|70294000000TSUMSNE|sne|69100100000TSUMSNE|sne|263541_MN|fer397923P_15_A1glA
068831KA|bg|59388000000TSUMSNE|sne|97174000000TSUMSNE|sne|941381_MN|fer558923P_15_A895pfZ
692700KA|bg|52299000000TSUMSNE|sne|00514000000TSUMSNE|sne|886920_MN|fer521033P_15_A1nxrS

782951KA|bg|411371KA|bg|38385000000TSUMSNE|sne|961641_MN|fer583133P_15_Ab2piaP
797451KA|bg|204700KA|bg|23586000000TSUMSNE|sne|238620_MN|fer264133P_15_A1frrgC
385831CB|bg|285831CB|bg|85900000000TSUMSNE|sne|404820_MN|fer676233P_15_Atm1poT
763050KA|bg|911820KA|bg|87334000000TSUMSNE|sne|145271_MN|fer943333P_15_Aa021memT
803930KA|bg|868931KA|bg|02991000000TSUMSNE|sne|844571_MN|fer958333P_15_A2svlC
737900KA|bg|394310KA|bg|97153000000TSUMSNE|sne|583920_MN|fer987433P_15_A61tduN
191741CB|bg|091741CB|bg|00432000000TSUMSNE|sne|070920_MN|fer207533P_15_A411memT
126110KA|bg|091951KA|bg|31513000000TSUMSNE|sne|375520_MN|fer196633P_15_A9srfS

781120KA|bg|95578000000TSUMSNE|sne|97320000000TSUMSNE|sne|124910_MN|fer015733P_15_A023dC
013623FA|bg|552770KA|bg|65835000000TSUMSNE|sne|241350_MN|fer177733P_15_A71bhdcP

973731KA|bg|82790100000TSUMSNE|sne|19982000000TSUMSNE|sne|822900_MN|fer232933P_15_A1atnS
804350KA|bg|30689000000TSUMSNE|sne|49914000000TSUMSNE|sne|004040100_MN|fer380043P_15_A2teT

797080100_MN|fer|497080100_MN|fer|597080100_MN|fer|618110_MN|fer002043P_15_A2pb3G
43643000000TSUMSNE|sne|67958000000TSUMSNE|sne|08056000000TSUMSNE|sne|909720_MN|fer538243P_15_Al2dc2C

919071KA|bg|746161KA|bg|65754000000TSUMSNE|sne|211900_MN|fer178243P_15_A01a001S
13931000000TSUMSNE|sne|82041100000TSUMSNE|sne|151741_MN|fer|038541_MN|fer610343P_15_A2tmhE

804900KA|bg|554820KA|bg|42225000000TSUMSNE|sne|942571_MN|fer370543P_15_A1lpasP
162523FA|bg|11062000000TSUMSNE|sne|919000100_MX|fer|691350_MN|fer842543P_15_A2nxfS

07850100000TSUMSNE|sne|96850100000TSUMSNE|sne|33293000000TSUMSNE|sne|088331_MN|fer698543P_15_A2hafaP
446530FA|bg|87503000000TSUMSNE|sne|547461100_MN|fer|479800_MN|fer615643P_15_A2a4ptP

434951KA|bg|684681KA|bg|99303000000TSUMSNE|sne|574710_MN|fer628643P_15_AcgarR
249931KA|bg|57280100000TSUMSNE|sne|66305000000TSUMSNE|sne|458810_MN|fer268643P_15_A02tfI

44270X|bg|25051X|bg|38441100000TSUMSNE|sne|402311100_MN|fer301743P_15_A1macN
538210KA|bg|465700KA|bg|73989000000TSUMSNE|sne|920210_MN|fer845843P_15_AtiscE
734250CB|bg|843300FA|bg|97252000000TSUMSNE|sne|027800_MN|fer143943P_15_A1cpN

250180KA|bg|66588U|bg|25933000000TSUMSNE|sne|438310_MN|fer692253P_15_A1prfS
119821KA|bg|684151KA|bg|72852000000TSUMSNE|sne|997010_MN|fer800353P_15_A1ppniM

129512KA|bg|529451KA|bg|51929000000TSUMSNE|sne|851180100_MN|fer272453P_15_AkiR10I1000031
999271KA|bg|83139000000TSUMSNE|sne|07210100000TSUMSNE|sne|547920_MN|fer164453P_15_Ab9d1cbT

794941KA|bg|433841KA|bg|012610CB|bg|219520_MN|fer625453P_15_AkiR02I1100102
77990100000TSUMSNE|sne|82689000000TSUMSNE|sne|93460000000TSUMSNE|sne|449700_MN|fer667453P_15_A1l51spE

499131CB|bg|57547000000TSUMSNE|sne|34236000000TSUMSNE|sne|422900_MN|fer441653P_15_A07pnrnS
87246M|bg|405441KA|bg|01612000000TSUMSNE|sne|396700_MN|fer613853P_15_AaghC

154670KA|bg|271135FA|bg|90013000000TSUMSNE|sne|249010_MN|fer557853P_15_A1gsN
8285951CT|ct|32I523032B|nekir|249540KA|bg234953P_15_A

506310KA|bg|685490CB|bg|259920_MN|fer|759241100_MN|fer374953P_15_A5544mG
68750100000TSUMSNE|sne|68887000000TSUMSNE|sne|78750100000TSUMSNE|sne|367910_MN|fer601063P_15_AnepS

36452000000TSUMSNE|sne|804240100_MN|fer|806830100_MN|fer|406871_MN|fer638063P_15_Aa4lnxT
01M210032C|nekir|607630KA|bg|731280KA|bg|297620_MN|fer682163P_15_A5tapgA

1-908090PAN|pan|22J7100061|nekir|715730CB|bg|384500KA|bg823163P_15_A
10150100000TSUMSNE|sne|381819_MX|fer|429774100_MX|fer|101920_MN|fer609163P_15_Aa7prR

61032M|bg|54621100000TSUMSNE|sne|85153000000TSUMSNE|sne|779331_MN|fer836263P_15_AfrT
1-981911PAN|pan|31F1440336|nekir|653823VA|bg|098130KA|bg176263P_15_A

877010BA|bg|458550CB|bg|94614000000TSUMSNE|sne|137331_MN|fer852363P_15_A22ssrP
657041KA|bg|707431KA|bg|68862000000TSUMSNE|sne|174271_MN|fer052463P_15_A5hitI
062041KA|bg|873940KA|bg|69212000000TSUMSNE|sne|946920_MN|fer656563P_15_A101memT
326220CB|bg|059731KA|bg|87095000000TSUMSNE|sne|236771_MN|fer458563P_15_Aa34maF
921210FA|bg|298780CB|bg|55082000000TSUMSNE|sne|760010_MN|fer259563P_15_A1tmdrT
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3428851CT|ct|1-865870PAN|pan|11N6900349|nekir|181530KA|bg520763P_15_A7nusN
295661KA|bg|965761KA|bg|34394000000TSUMSNE|sne|131110_MN|fer521763P_15_A1dloP

100-962890PAN|pan|279635NC|bg|729100BA|bg|617310_MN|fer343763P_15_A1pb3G
431310KA|bg|726110KA|bg|16269000000TSUMSNE|sne|923620_MN|fer348763P_15_Ag2rloP
759541FA|bg|193451KA|bg|02027000000TSUMSNE|sne|452350_MN|fer195863P_15_A6elT

55256M|bg|009761KA|bg|36152000000TSUMSNE|sne|583010_MN|fer558863P_15_A2eK-2H
553061FA|bg|41836000000TSUMSNE|sne|160820_RN|fer|739110_MN|fer513073P_15_A1adpnG

78602000000TSUMSNE|sne|83612100000TSUMSNE|sne|450131100_MN|fer|719310_MN|fer091173P_15_A1gttP
952202KA|bg|91111100000TSUMSNE|sne|32622000000TSUMSNE|sne|979920_MN|fer777373P_15_A53mirT
658252FA|bg|76205000000TSUMSNE|sne|16967000000TSUMSNE|sne|162010_MN|fer383473P_15_A1cabaR

48885U|bg762573P_15_AlnbD
188641KA|bg|949980KA|bg|95792000000TSUMSNE|sne|836102_MN|fer304773P_15_A41ltteM

446380KA|bg|526750CB|bg|22879000000TSUMSNE|sne|913061100_MN|fer351083P_15_A4rbU
51973000000TSUMSNE|sne|379874100_MX|fer|569874100_MX|fer|227820_MN|fer942083P_15_A1lsM

286480KA|bg|713410KA|bg|26221000000TSUMSNE|sne|441620_MN|fer816483P_15_AsddhD
07089000000TSUMSNE|sne|13103000000TSUMSNE|sne|50697000000TSUMSNE|sne|768271_MN|fer831783P_15_A264pfZ

687552YA|bg|65086000000TSUMSNE|sne|54639000000TSUMSNE|sne|396910_MN|fer990883P_15_Aa1taB
986541KA|bg|89661000000TSUMSNE|sne|48400100000TSUMSNE|sne|947810_MN|fer851883P_15_Ad3fiE

51J3000911|nekir|074400KA|bg974983P_15_AkiR51J3000911
51F6200051|nekir|892500KA|bg|132210CB|bg|12181100000TSUMSNE|sne605983P_15_A

623221KA|bg|74191000000TSUMSNE|sne|19848000000TSUMSNE|sne|071180100_MN|fer644093P_15_A2scaP
61882000000TSUMSNE|sne|377429_MX|fer|179141100_MN|fer|874720_MN|fer685093P_15_AkiR60N4940375

92723000000TSUMSNE|sne|29520100000TSUMSNE|sne|475361100_MN|fer|683900_MN|fer937093P_15_A1pjT
662841KA|bg|56629X|bg|69222000000TSUMSNE|sne|554900_MN|fer577093P_15_A1e2ebU

669951KA|bg|11096000000TSUMSNE|sne|137161100_MN|fer|744700_MN|fer951193P_15_AgnA
587761KA|bg|60591000000TSUMSNE|sne|574174100_MX|fer|175700100_MN|fer866193P_15_Ae837dtrE8D

09289000000TSUMSNE|sne|47666000000TSUMSNE|sne|230374100_MX|fer|295700_MN|fer500293P_15_A8raC
140960CB|bg|20894D|bg|48834000000TSUMSNE|sne|337010_MN|fer303293P_15_A3nrrL

219251KA|bg|870230KA|bg|63233000000TSUMSNE|sne|585541_MN|fer815293P_15_A1dpmuhT
288320CB|bg|657161KA|bg|94006000000TSUMSNE|sne|951641_MN|fer645293P_15_A288320CB

71251100000TSUMSNE|sne|99575000000TSUMSNE|sne|99806000000TSUMSNE|sne|827871_MN|fer349293P_15_AdlpepaN
50A1550336|nekir|820230KA|bg|11744000000TSUMSNE|sne|216520100_MN|fer585493P_15_A22xnS

144931CB|bg|044931CB|bg|11093000000TSUMSNE|sne|706330_MN|fer129593P_15_A4lhcU
357570KA|bg|54602100000TSUMSNE|sne|95165000000TSUMSNE|sne|916620_MN|fer258693P_15_A2otsG

02149000000TSUMSNE|sne|76400100000TSUMSNE|sne|08983000000TSUMSNE|sne|263180100_MN|fer936793P_15_AparrT
381970KA|bg|621341KA|bg|75511100000TSUMSNE|sne|291771_MN|fer774993P_15_Ab5dnneD

16589000000TSUMSNE|sne|59446000000TSUMSNE|sne|199761100_MN|fer|552331_MN|fer668993P_15_A2kooH
138531KA|bg|599570KA|bg|36678D|bg|635900_MN|fer632004P_15_AeahwY

832084100_MX|fer|432084100_MX|fer|873571_MN|fer|971030_MN|fer996004P_15_A4pilC
38323000000TSUMSNE|sne|20711100000TSUMSNE|sne|10711100000TSUMSNE|sne|656010_MN|fer956104P_15_AnpsS

751371KA|bg|049610KA|bg|80202000000TSUMSNE|sne|270350_MN|fer376104P_15_A6dgF
96380100000TSUMSNE|sne|81683000000TSUMSNE|sne|945311100_MN|fer|146571_MN|fer635304P_15_A4pbtL

055000JA|bg|505331KA|bg|99962000000TSUMSNE|sne|066240100_MN|fer636304P_15_A7damS
248210KA|bg|180030CB|bg|274374100_MX|fer|522381_MN|fer085704P_15_A42psU

095541CB|bg|76217000000TSUMSNE|sne|98326000000TSUMSNE|sne|805920_MN|fer989704P_15_A5fgcP
736131KA|bg|193910KA|bg|37323000000TSUMSNE|sne|294800_MN|fer371904P_15_AbhdL

92620100000TSUMSNE|sne|03620100000TSUMSNE|sne|16509000000TSUMSNE|sne|679910_MN|fer496904P_15_A1crsP
50370100000TSUMSNE|sne|60370100000TSUMSNE|sne|49062000000TSUMSNE|sne|688310_MN|fer185014P_15_A3prfgdH

426741KA|bg|682741KA|bg|829430KA|bg|182320_MN|fer328014P_15_AahdS
805451KA|bg|998280KA|bg|96818000000TSUMSNE|sne|511641_MN|fer819014P_15_AkiR21P700038A

37411100000TSUMSNE|sne|27411100000TSUMSNE|sne|662874100_MX|fer|218310_MN|fer700114P_15_A1pa2kdC
131141CB|bg|98989000000TSUMSNE|sne|33405000000TSUMSNE|sne|838310_MN|fer254114P_15_A6cprT

60N4070346|nekir|906230KA|bg|981509_MX|fer|823684_MX|fer152314P_15_A0894mG
810860CB|bg|067720CB|bg|283700KA|bg|950820_MN|fer552314P_15_A456pfZ

668880KA|bg|994330KA|bg|92254000000TSUMSNE|sne|282271_MN|fer358314P_15_A3ocmT
690670KA|bg|96292000000TSUMSNE|sne|110389_MX|fer|393910_MN|fer342614P_15_A9csoxE

031140KA|bg|248651KA|bg|40579000000TSUMSNE|sne|238771_MN|fer123714P_15_A632pfZ
87917X|bg|31202100000TSUMSNE|sne|94302100000TSUMSNE|sne|142010_MN|fer774714P_15_ApitkA

833410KA|bg|085761KA|bg|63096000000TSUMSNE|sne|301920_MN|fer861814P_15_AfnaM
722820KA|bg|327900KA|bg|413300KA|bg|853381_MN|fer680914P_15_A1pig54ddaG

20741100000TSUMSNE|sne|30741100000TSUMSNE|sne|18082000000TSUMSNE|sne|261620_MN|fer672024P_15_A2cdxlP
22P1300160|nekir|368970CB|bg|41519000000TSUMSNE|sne|382571_MN|fer514024P_15_A1a5drS

858781KA|bg|918210KA|bg|93862000000TSUMSNE|sne|266620_MN|fer442124P_15_A2sprP
270980KA|bg|14803000000TSUMSNE|sne|008161100_MN|fer|844620_MN|fer800324P_15_A7lhlK

142051KA|bg|78421100000TSUMSNE|sne|93007000000TSUMSNE|sne|844991_MN|fer444324P_15_A2zeF
473910KA|bg|490500KA|bg|19703000000TSUMSNE|sne|198520_MN|fer088324P_15_A3dcramS

858011100_MN|fer|758011100_MN|fer|958011100_MN|fer|894310_MN|fer679324P_15_AmerC
075702KA|bg|83599000000TSUMSNE|sne|10502000000TSUMSNE|sne|929910_MN|fer844424P_15_A3omuS

53921100000TSUMSNE|sne|13053000000TSUMSNE|sne|73921100000TSUMSNE|sne|335441_MN|fer937424P_15_A3tanmN
49551100000TSUMSNE|sne|59551100000TSUMSNE|sne|086274100_MX|fer|199331_MN|fer955624P_15_A1jstF

59546000000TSUMSNE|sne|861890100_MN|fer|291531100_MN|fer|463400100_MN|fer080724P_15_A2pasA
605700KA|bg|281510KA|bg|83401100000TSUMSNE|sne|954520_MN|fer875824P_15_Ab431maF

72742000000TSUMSNE|sne|027084100_MX|fer|817084100_MX|fer|018251_MN|fer640924P_15_Al5cdC
854741KA|bg|970630KA|bg|14355000000TSUMSNE|sne|993330100_MN|fer769134P_15_A1dofG

056174100_MX|fer|993010_MN|fer|593010_MN|fer|793010_MN|fer835234P_15_A22T-2H
946174100_MX|fer|056174100_MX|fer|993010_MN|fer|793010_MN|fer445234P_15_A22T-2H
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815861KA|bg|334140FA|bg|06603000000TSUMSNE|sne|817310_MN|fer039234P_15_A3cpparT
593361100_MN|fer|693361100_MN|fer|493361100_MN|fer|569700_MN|fer764334P_15_AlvE

112010CB|bg|624500KA|bg|08661000000TSUMSNE|sne|702641_MN|fer152534P_15_Aa4luC
028561KA|bg|044600KA|bg|26742000000TSUMSNE|sne|833920_MN|fer229534P_15_A9hpsR
176340CB|bg|140920KA|bg|10575000000TSUMSNE|sne|854271_MN|fer744634P_15_A178pfZ
961850CB|bg|845231KA|bg|21524000000TSUMSNE|sne|082520_MN|fer384634P_15_AniK

433440FA|bg|82692000000TSUMSNE|sne|82122100000TSUMSNE|sne|487610_MN|fer697634P_15_A1grlP
100-146120PAN|pan|499202FA|bg|59162000000TSUMSNE|sne|693130_MN|fer860734P_15_A1mnnC

703011100_MN|fer|603011100_MN|fer|503011100_MN|fer|976610_MN|fer666834P_15_A1paeK
21058000000TSUMSNE|sne|38399000000TSUMSNE|sne|59017000000TSUMSNE|sne|262820_MN|fer843934P_15_A3dteS

110641KA|bg|695250KA|bg|75845000000TSUMSNE|sne|624371_MN|fer568044P_15_Ab011maF
12N9120319|nekir|586330KA|bg|253221KA|bg|379410100_MN|fer190244P_15_A31xnS

202461KA|bg|01022100000TSUMSNE|sne|22413000000TSUMSNE|sne|508910_MN|fer184244P_15_A7cpanA
832640KA|bg|83490100000TSUMSNE|sne|31647000000TSUMSNE|sne|443920_MN|fer443344P_15_A2pycA

575220CB|bg|97652000000TSUMSNE|sne|685674100_MX|fer|051431_MN|fer393344P_15_A1butO
100102KA|bg|302010TC|bg|68202000000TSUMSNE|sne|834620_MN|fer805344P_15_A1apP
121251KA|bg|859612KA|bg|62432000000TSUMSNE|sne|628171_MN|fer774644P_15_A1dndlC

072330CB|bg|874870KA|bg|738491KA|bg|290351_MN|fer744844P_15_A2lpuN
719541KA|bg|41561100000TSUMSNE|sne|04323000000TSUMSNE|sne|417120_MN|fer789844P_15_A11pbW

08370100000TSUMSNE|sne|87370100000TSUMSNE|sne|93341000000TSUMSNE|sne|597910_MN|fer659944P_15_A7cjanD
254200KA|bg|865300KA|bg|56192000000TSUMSNE|sne|421620_MN|fer001054P_15_AkiR31F8000111

50F8042384|nekir|172920KA|bg|20470100000TSUMSNE|sne|98466000000TSUMSNE|sne259054P_15_AkiR30O6300111
842110CB|bg|732841KA|bg|66742000000TSUMSNE|sne|758441_MN|fer142554P_15_A842110CB

905551KA|bg|18821Y|bg|38152000000TSUMSNE|sne|660900_MN|fer662554P_15_A1gniR
926141KA|bg|559841KA|bg|69612000000TSUMSNE|sne|256720_RN|fer799554P_15_A3geM

277680CB|bg|189650CB|bg|211810KA|bg|827030_MN|fer311654P_15_AkiR32L3100399
10C4040336|nekir|211810KA|bg411654P_15_AkiR32L3100399

881841KA|bg|63834U|bg|41952000000TSUMSNE|sne|796110_MN|fer861854P_15_AbfgeV
042351KA|bg|477230KA|bg|90202000000TSUMSNE|sne|155520_MN|fer835854P_15_A21afudN
042351KA|bg|477230KA|bg|90202000000TSUMSNE|sne|155520_MN|fer045854P_15_A21afudN
523700KA|bg|313151KA|bg|42682000000TSUMSNE|sne|169520_MN|fer913164P_15_AmtaG

30H6340348|nekir|164810KA|bg682264P_15_A2cfcH
551241KA|bg|802171KA|bg|05034000000TSUMSNE|sne|825120_MN|fer320464P_15_A21tshC

688105FA|bg|43280100000TSUMSNE|sne|21292000000TSUMSNE|sne|135310_MN|fer803464P_15_A4bnG
871820KA|bg|724940KA|bg|92181100000TSUMSNE|sne|27963000000TSUMSNE|sne741564P_15_AkiR60O1542363

393380KA|bg|291741KA|bg|53260000000TSUMSNE|sne|897700_MN|fer841564P_15_AbstC
96071L|bg|59020000000TSUMSNE|sne|98641100000TSUMSNE|sne|940180100_MN|fer904564P_15_A1llM

542310KA|bg|194300CB|bg|02873000000TSUMSNE|sne|752420_MN|fer285564P_15_A3dhdH
642330KA|bg|52851100000TSUMSNE|sne|02152000000TSUMSNE|sne|844120_MN|fer178564P_15_A2plE

368305FA|bg|175911CB|bg|90832000000TSUMSNE|sne|745441_MN|fer122664P_15_A2rhmA
6933161CT|ct|40M640031D|nekir|604150KA|bg|819271KA|bg535664P_15_A9ctT

748861KA|bg|846410KA|bg|78362000000TSUMSNE|sne|842320_MN|fer578664P_15_AsdbS
556230KA|bg|049640KA|bg|628961KA|bg|719261100_MN|fer042864P_15_Aa4dnneD

1-420750PAN|pan162964P_15_A
3693751CT|ct|100-029290PAN|pan|848300CB|bg|030620_MN|fer427074P_15_A2s2fiE

31E1400132|nekir|655420CB|bg|18622000000TSUMSNE|sne|879541_MN|fer627274P_15_A2mildP
80404U|bg|301761KA|bg|70020000000TSUMSNE|sne|437110_MN|fer912374P_15_AeaiS

40C0340335|nekir|129910KA|bg455374P_15_AkiR40C0340335
47309D|bg|692310KA|bg|11494000000TSUMSNE|sne|786900_MN|fer675374P_15_A1xepA

449720KA|bg|21450100000TSUMSNE|sne|74110000000TSUMSNE|sne|339900_MN|fer694474P_15_A1a6loC
4360471CT|ct|1-468090PAN|pan|61O2100102|nekir|612800KA|bg907474P_15_Aa901cdcC

754460CB|bg|463940CB|bg|435680KA|bg|084431100_MN|fer294674P_15_A2dxclP
402461KA|bg|574910CB|bg|37106000000TSUMSNE|sne|676271_MN|fer886874P_15_A01dmaS

03870100000TSUMSNE|sne|31530000000TSUMSNE|sne|486361100_MN|fer|335520_MN|fer771974P_15_ApisoN
756680KA|bg|04286000000TSUMSNE|sne|95286000000TSUMSNE|sne|247920_MN|fer825974P_15_A01cdhlK

47631100000TSUMSNE|sne|37631100000TSUMSNE|sne|856474100_MX|fer|671420_MN|fer339974P_15_A1parD
222602KA|bg|304720CB|bg|79112000000TSUMSNE|sne|546871_MN|fer409084P_15_AhmlB
037250CB|bg|429440KA|bg|07292000000TSUMSNE|sne|828900_MN|fer029184P_15_A2ancC

14547M|bg|879751CB|bg|34443000000TSUMSNE|sne|266700_MN|fer039184P_15_A51hdC
22A6300162|nekir|231361KA|bg|786110KA|bg|981721100_MN|fer562284P_15_A75131mG
792674100_MX|fer|624089_MX|fer|886030_RN|fer|290900_MN|fer374284P_15_A71spR

5911951CT|ct|100-271710PAN|pan|60821X|bg|172820_RN|fer512384P_15_A4rxhP
30141U|bg|06772000000TSUMSNE|sne|75811100000TSUMSNE|sne|648610_MN|fer062584P_15_A1lgR

181540KA|bg|275400KA|bg|48885000000TSUMSNE|sne|167820_MN|fer193584P_15_AnraP
66897000000TSUMSNE|sne|798084100_MX|fer|473371_MN|fer|761870100_MN|fer998584P_15_A1srfS

759941KA|bg|228110KA|bg|36259000000TSUMSNE|sne|353541_MN|fer872784P_15_A3fpiY
291580FA|bg|948200KA|bg|85817000000TSUMSNE|sne|776610_MN|fer063784P_15_A1lacpH

452251KA|bg|125061KA|bg|515761KA|bg|16255000000TSUMSNE|sne105784P_15_Ab1lkboM
75690100000TSUMSNE|sne|53192000000TSUMSNE|sne|24130100000TSUMSNE|sne|118910_MN|fer993884P_15_A2sscA

681601CB|bg|286200KA|bg|13618000000TSUMSNE|sne|097920_MN|fer501394P_15_A1d5tteM
876030KA|bg|84911100000TSUMSNE|sne|43262000000TSUMSNE|sne|929871_MN|fer225394P_15_A1dlazaK

41614000000TSUMSNE|sne|42671100000TSUMSNE|sne|43181100000TSUMSNE|sne|706541_MN|fer226494P_15_A31ctT
09665X|bg|34939000000TSUMSNE|sne|20797000000TSUMSNE|sne|226700_MN|fer210594P_15_A1xbC

278700KA|bg|016110KA|bg|77533000000TSUMSNE|sne|213620_MN|fer171594P_15_AkiR32G9200162
393663FA|bg|891110KA|bg|79014000000TSUMSNE|sne|193620_MN|fer160794P_15_Ad2r2ppP

961110CB|bg|71675M|bg|40634000000TSUMSNE|sne|103010_MN|fer400894P_15_A11anG
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51363000000TSUMSNE|sne|142274100_MX|fer|523311100_MN|fer|561800_MN|fer130894P_15_A1airG
513161KA|bg|851200CB|bg|66812000000TSUMSNE|sne|242420_MN|fer242894P_15_A1koiR
947280KA|bg|446163FA|bg|44895000000TSUMSNE|sne|560820_MN|fer304894P_15_A3ypnC

100-582390PAN|pan|171230CB|bg|547720CB|bg|431271_MN|fer046894P_15_AkxdP
50933000000TSUMSNE|sne|977030_RN|fer|087030_RN|fer|179331_MN|fer035994P_15_A01drknA

22O6200369|nekir|010630KA|bg|024161100_MN|fer|307310_MN|fer440005P_15_ArldlV
479540BA|bg|753861KA|bg|34471000000TSUMSNE|sne|367331_MN|fer424005P_15_A1pittnD

73778000000TSUMSNE|sne|19903000000TSUMSNE|sne|95341100000TSUMSNE|sne|460931_MN|fer872105P_15_A2pinT
01815000000TSUMSNE|sne|23912100000TSUMSNE|sne|24935000000TSUMSNE|sne|729841_MN|fer858105P_15_A4ahkelP

955071KA|bg|998441KA|bg|00872000000TSUMSNE|sne|497441_MN|fer469205P_15_Aa36memT
811500KA|bg|040800KA|bg|56285000000TSUMSNE|sne|055120_MN|fer303305P_15_A1c1tlag1C
855500CB|bg|672110KA|bg|93146000000TSUMSNE|sne|555080_MN|fer334305P_15_Ab2papP

26760100000TSUMSNE|sne|29875000000TSUMSNE|sne|36760100000TSUMSNE|sne|058671_MN|fer778305P_15_AftpB
454300CB|bg|534700KA|bg|39922000000TSUMSNE|sne|702420_MN|fer225405P_15_A1lreD

78780100000TSUMSNE|sne|47361100000TSUMSNE|sne|48780100000TSUMSNE|sne|530620_MN|fer052605P_15_A55lprM
623741KA|bg|242371KA|bg|54857000000TSUMSNE|sne|937271_MN|fer847605P_15_A1flrG

162050KA|bg|15850100000TSUMSNE|sne|974974100_MX|fer|114520_MN|fer921705P_15_AkiR21F9400111
81I7100142|nekir|525010KA|bg402705P_15_A1dfretM

299051KA|bg|693880KA|bg|48344000000TSUMSNE|sne|072820_MN|fer814015P_15_A1b1hdlA
539780KA|bg|150690CB|bg|03605000000TSUMSNE|sne|256871_MN|fer366015P_15_Ah3tpuS

39326U|bg|129310KA|bg|11090100000TSUMSNE|sne|55090100000TSUMSNE|sne419015P_15_A
95902100000TSUMSNE|sne|94191100000TSUMSNE|sne|08980100000TSUMSNE|sne|11090100000TSUMSNE|sne619015P_15_A

090651CB|bg|83701100000TSUMSNE|sne|24760000000TSUMSNE|sne|115700_MN|fer799015P_15_Ab7ptA
231861KA|bg|09003000000TSUMSNE|sne|44470100000TSUMSNE|sne|525800_MN|fer270215P_15_AdalA

651200CB|bg|518461KA|bg|05933000000TSUMSNE|sne|042420_MN|fer580315P_15_A4sniG
316180KA|bg|320670KA|bg|811391KA|bg|700900_MN|fer452315P_15_A1caR

916670KA|bg|703024FA|bg|62054000000TSUMSNE|sne|704710_MN|fer035315P_15_A5gapS
24917000000TSUMSNE|sne|64492000000TSUMSNE|sne|458161100_MN|fer|109441_MN|fer439315P_15_A1edsC

170161FA|bg|005320CB|bg|62803000000TSUMSNE|sne|147910_MN|fer504415P_15_A5a2clS
0640515P_15_A

1-515750PAN|pan|199851YA|bg|332031CB|bg|845300_RN|fer610615P_15_Ag2rrpS
715200KA|bg|404151KA|bg|20654000000TSUMSNE|sne|486620_MN|fer516615P_15_A01bfudN

41472000000TSUMSNE|sne|35531100000TSUMSNE|sne|572874100_MX|fer|688720_MN|fer499615P_15_Api11ktS
276551KA|bg|53048000000TSUMSNE|sne|23048000000TSUMSNE|sne|404700_MN|fer873815P_15_A9madA

243030KA|bg|568541KA|bg|44032000000TSUMSNE|sne|689541_MN|fer463915P_15_Af38maF
865990CB|bg|036840CB|bg|444529_MX|fer|267026_MX|fer931025P_15_A8195mG

984781KA|bg|035411CB|bg|38943000000TSUMSNE|sne|205700_MN|fer873025P_15_A3b1ptA
875761KA|bg|498341KA|bg|66792000000TSUMSNE|sne|768310_MN|fer639025P_15_A3racB

81673000000TSUMSNE|sne|829080100_MN|fer|729080100_MN|fer|530900_MN|fer820001P_25_AjpbR
081310KA|bg|01327X|bg|17097000000TSUMSNE|sne|163900_MN|fer055301P_25_A1pdfT

42D4040346|nekir|951230KA|bg2665301P_25_A
894210KA|bg|27090100000TSUMSNE|sne|42373000000TSUMSNE|sne|345110_MN|fer85401P_25_Aa1pkS

476230KA|bg|011871KA|bg|92704000000TSUMSNE|sne|039110_MN|fer510501P_25_A7nclC
04453501P_25_A

71C600034F|nekir|056341KA|bg|18720100000TSUMSNE|sne|541641_MN|fer364601P_25_A1kaJ
186341KA|bg|41701100000TSUMSNE|sne|51595000000TSUMSNE|sne|211800_MN|fer3701P_25_A2idG

23851100000TSUMSNE|sne|33851100000TSUMSNE|sne|43851100000TSUMSNE|sne|056702_MN|fer706801P_25_AantD
1359261CT|ct|9678851CT|ct|41A401034A|nekir|205040KA|bg984011P_25_A1btaS
5198171CT|ct|51K920038G|nekir|401915UB|bg|040541KA|bg5286111P_25_A3c3ftG

91D200036F|nekir|378961KA|bg0367111P_25_A
31F300030E|nekir|726925BB|bg|728680KA|bg|053120_MN|fer276311P_25_AlmhC

4609061CT|ct|90N810031A|nekir|434730KA|bg9059311P_25_A
428440KA|bg|350350KA|bg|43500100000TSUMSNE|sne|362820_RN|fer33411P_25_AkiR10D600031B
119531KA|bg|365941KA|bg|47029000000TSUMSNE|sne|482900_MN|fer494411P_25_A6tatS

5226851CT|ct|1-420901PAN|pan|414900FA|bg307411P_25_A11xoS
1522061CT|ct|90K2640276|nekir|058230KA|bg6663611P_25_AkiR90K2640276
4249161CT|ct|12L620032E|nekir|191450KA|bg7222711P_25_A

818905IA|bg9993711P_25_A
398679_MX|fer|827080_MN|fer|171461100_MN|fer|658010_MN|fer015711P_25_A6hyM

498651CB|bg|890651CB|bg|18270100000TSUMSNE|sne|484280100_MN|fer665711P_25_A72xnS
498651CB|bg|890651CB|bg|18270100000TSUMSNE|sne|484280100_MN|fer965711P_25_A72xnS
91F240034C|nekir|773141KA|bg|82003000000TSUMSNE|sne|275920_MN|fer10021P_25_A44prE

820681KA|bg|46103000000TSUMSNE|sne|175589_MX|fer|305900_MN|fer424021P_25_ApcV
80J510033E|nekir|91B310031A|nekir|057780KA|bg|383730KA|bg121421P_25_A63a52clS

629171KA|bg|781412KA|bg|29775000000TSUMSNE|sne|803381_MN|fer550621P_25_A2noP
65702100000TSUMSNE|sne|52605000000TSUMSNE|sne|04698000000TSUMSNE|sne|166310_MN|fer511721P_25_Ab5ameS

064230KA|bg|090371KA|bg|29707000000TSUMSNE|sne|135441_MN|fer860821P_25_AkiR11G9040309
934551YA|bg|50841100000TSUMSNE|sne|52526000000TSUMSNE|sne|531330100_MN|fer382821P_25_A941fnR

135290CB|bg|065930KA|bg|56262000000TSUMSNE|sne|523571_MN|fer453921P_25_A4sbB
1-955780PAN|pan|51J400030E|nekir|948680KA|bg|081220CB|bg279031P_25_A1tnlag4B
6511561CT|ct|1-441050PAN|pan|90J501032B|nekir|254361KA|bg90131P_25_A2hdlA

32H433032B|nekir|639940KA|bg|320640KA|bg|601380KA|bg201231P_25_A1ncH
073331P_25_A

666491KA|bg|307451KA|bg|27214000000TSUMSNE|sne|430381_MN|fer634331P_25_A1mhkelP
32553000000TSUMSNE|sne|90412100000TSUMSNE|sne|11402000000TSUMSNE|sne|982420_MN|fer570431P_25_A5lpbsO

879800KA|bg|317300KA|bg|68335000000TSUMSNE|sne|475520_MN|fer141431P_25_AygiP
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150870KA|bg|255022KA|bg|40613000000TSUMSNE|sne|892820_MN|fer889431P_25_A556pfZ
722310KA|bg|74091100000TSUMSNE|sne|11578000000TSUMSNE|sne|084520_MN|fer571531P_25_A821memT

658774100_MX|fer|362774100_MX|fer|383084100_MX|fer|947700_MN|fer351631P_25_Ac7xoC
152619_MX|fer|852026_MX|fer|391774100_MX|fer|569300_RN|fer630831P_25_A35601mG
1093951CT|ct|1-618280PAN|pan|41K690038A|nekir|361440KA|bg20041P_25_A1omlS

321601CB|bg|850670KA|bg|31686000000TSUMSNE|sne|283571_MN|fer582441P_25_Aa27maF
96170100000TSUMSNE|sne|85805000000TSUMSNE|sne|69948000000TSUMSNE|sne|858110_MN|fer863441P_25_A4zdO

100-784110PAN|pan|80A0410339|nekir|700430KA|bg|436330100_MN|fer62541P_25_Ab11gyZ
52035000000TSUMSNE|sne|62760000000TSUMSNE|sne|17929000000TSUMSNE|sne|910641_MN|fer584641P_25_A3dhC
17929000000TSUMSNE|sne|16680100000TSUMSNE|sne|52035000000TSUMSNE|sne|910641_MN|fer01841P_25_A3dhC

2277071CT|ct|1-532650PAN|pan|697000BB|bg83941P_25_A
516674100_MX|fer|461774100_MX|fer|401374100_MX|fer|759610_MN|fer468941P_25_A2ngmH

29371100000TSUMSNE|sne|54800100000TSUMSNE|sne|21515000000TSUMSNE|sne|059831_MN|fer82151P_25_A18rdW
476161KA|bg|459980KA|bg|48854000000TSUMSNE|sne|506541_MN|fer769351P_25_A4cdhlK

1-904321PAN|pan|40J701036F|nekir|745071KA|bg017451P_25_A2nseS
218451KA|bg|451310KA|bg|04563000000TSUMSNE|sne|527730100_MN|fer751P_25_Ab711maF

79280100000TSUMSNE|sne|132890100_MN|fer|354330100_MN|fer|032890100_MN|fer204751P_25_A1pdP
266861KA|bg|470641KA|bg|09464000000TSUMSNE|sne|259010_MN|fer804751P_25_A2zaO

200-241000PAN|pan|884119_MX|fer|349753_MX|fer088751P_25_A7491mG
11K3141364|nekir|177620CB|bg|125410KA|bg|507520_MN|fer017851P_25_A1dlbcD

737774100_MX|fer|967474100_MX|fer|482520_MN|fer|293930100_MN|fer984361P_25_A01bsmT
565400KA|bg|337810KA|bg|06732000000TSUMSNE|sne|172010_MN|fer91461P_25_A1dpG

9624851CT|ct|1-780720PAN|pan|762060CB|bg|605011100_MN|fer535761P_25_A762060CB
50B880031C|nekir|439180KA|bg37961P_25_AkiR30J710039D

64688000000TSUMSNE|sne|34006000000TSUMSNE|sne|752820_RN|fer|307891_MN|fer460171P_25_A1knW
074400KA|bg|45562000000TSUMSNE|sne|05060100000TSUMSNE|sne|128920_MN|fer296171P_25_AkiR51J3000911

2543661CT|ct|1-261630PAN|pan847571P_25_A
802171KA|bg|102300CB|bg|05034000000TSUMSNE|sne|825120_MN|fer904671P_25_A21tshC

26327000000TSUMSNE|sne|78019000000TSUMSNE|sne|40451100000TSUMSNE|sne|025930100_MN|fer062771P_25_A2mnD
392450KA|bg|684981KA|bg|16543000000TSUMSNE|sne|189331_MN|fer218771P_25_A9glA
500561KA|bg|362680KA|bg|36097000000TSUMSNE|sne|432900_MN|fer810871P_25_A11xoS
015341KA|bg|067581KA|bg|58123000000TSUMSNE|sne|023900_MN|fer151871P_25_A6a6clS

7248851CT|ct|446850CB|bg112971P_25_A5mymZ
36270100000TSUMSNE|sne|01916000000TSUMSNE|sne|438341100_MN|fer|414180100_MN|fer493181P_25_A5mrG

91797000000TSUMSNE|sne|84781000000TSUMSNE|sne|250891_MN|fer|535110_MN|fer863381P_25_A3xbT
1-741511PAN|pan|060874100_MX|fer|164674100_MX|fer|780274100_MX|fer565781P_25_A089830001COL

10460100000TSUMSNE|sne|318320_MN|fer|834520100_MN|fer|934520100_MN|fer162881P_25_Ad2kmaC
06283000000TSUMSNE|sne|82819000000TSUMSNE|sne|92819000000TSUMSNE|sne|585271_MN|fer853881P_25_Ab4praL

100-999390PAN|pan833981P_25_A
113030CB|bg|397400KA|bg|34053000000TSUMSNE|sne|867820_MN|fer816981P_25_A8cmrA

597500CB|bg|95950100000TSUMSNE|sne|03703000000TSUMSNE|sne|529720_MN|fer332391P_25_Apa1uanrT
02510000000TSUMSNE|sne|91389000000TSUMSNE|sne|062820_RN|fer|070450_MN|fer192391P_25_A1l3gfA

840198_MX|fer|938774100_MX|fer|229574100_MX|fer|393571_MN|fer532591P_25_AkiR10G5550394
121810KA|bg|123741KA|bg|156720_RN|fer|336300_RN|fer865691P_25_A3geM

1-907411PAN|pan|100-918990PAN|pan982891P_25_A
8942961CT|ct|1-890940PAN|pan63202P_25_A

933032FA|bg|46575000000TSUMSNE|sne|96631100000TSUMSNE|sne|261320_MN|fer857302P_25_A1drnZ
1-471090PAN|pan|80A5100031|nekir|127270VD|bg|900500KA|bg320402P_25_A1cpbaP

781120KA|bg|95578000000TSUMSNE|sne|97320000000TSUMSNE|sne|124910_MN|fer447402P_25_A023dC
247210KA|bg|83599000000TSUMSNE|sne|10502000000TSUMSNE|sne|929910_MN|fer275502P_25_A3omuS

954051KA|bg|809300KA|bg|58523000000TSUMSNE|sne|093520_MN|fer294602P_25_A4poP
648550CB|bg|141761KA|bg|543541KA|bg|801820_MN|fer566802P_25_A05aaN

042110KA|bg|987010KA|bg|04105000000TSUMSNE|sne|519520_MN|fer484902P_25_A88memT
147910CB|bg|02052000000TSUMSNE|sne|85022100000TSUMSNE|sne|960180100_MN|fer725902P_25_A11sgR

02D100030A|nekir|30D5200111|nekir|741730KA|bg|019300KA|bg875902P_25_AkiR02D100030A
91O8740375|nekir|326770KA|bg461012P_25_AkiR32M1740394

856071KA|bg|104980KA|bg|657331KA|bg|27120000000TSUMSNE|sne107512P_25_A2pcA
22E5241305|nekir|341710KA|bg294712P_25_AkiR22E5241305

309970100_MN|fer|209970100_MN|fer|109970100_MN|fer|990571_MN|fer788122P_25_A1nipeR
042210CB|bg|698040KA|bg|248774100_MX|fer|227674100_MX|fer032222P_25_A

087210KA|bg|09724000000TSUMSNE|sne|807461100_MN|fer|144420_MN|fer426222P_25_A2bpsH
613861KA|bg|331500KA|bg|64483000000TSUMSNE|sne|204320_MN|fer198222P_25_Ab21lyM
522161KA|bg|755820KA|bg|94215000000TSUMSNE|sne|378871_MN|fer769222P_25_A2kcdA
368420CB|bg|964230KA|bg|22886000000TSUMSNE|sne|455900_MN|fer962322P_25_A73pfZ
781930KA|bg|326531KA|bg|30156000000TSUMSNE|sne|034520_MN|fer704322P_25_A53lprM

50667000000TSUMSNE|sne|20452000000TSUMSNE|sne|731771_MN|fer|703010_MN|fer184722P_25_AlanG
623921KA|bg|041060CB|bg|17662000000TSUMSNE|sne|898820_MN|fer023922P_25_ArotpR

1-523111PAN|pan|1-264201PAN|pan413232P_25_A
6998071CT|ct|1-909301PAN|pan643232P_25_A

2510061CT|ct|869601CB|bg|15405000000TSUMSNE|sne|708100100_MN|fer66332P_25_A432rflO
63301100000TSUMSNE|sne|99822000000TSUMSNE|sne|127211100_MN|fer|953180100_MN|fer460532P_25_A5rbU

100-968020PAN|pan|90P920036D|nekir|264580KA|bg|407871_MN|fer201732P_25_A3l91ypD
84201100000TSUMSNE|sne|09130100000TSUMSNE|sne|66744000000TSUMSNE|sne|234920_MN|fer998732P_25_AkiR42H2040394

100-355410PAN|pan|70E3100062|nekir|591110KA|bg|106540CB|bg60242P_25_AzuF
483880KA|bg|459612KA|bg|067870KA|bg|419110_MN|fer923242P_25_A2cshW

927310KA|bg|313520BA|bg|13113000000TSUMSNE|sne|076110_MN|fer80342P_25_A1lhcU
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49619000000TSUMSNE|sne|77483000000TSUMSNE|sne|856871_MN|fer|183080100_MN|fer936442P_25_Ab56maF
500-350000PAN|pan|12N6000369|nekir|318530KA|bg|65496000000TSUMSNE|sne598442P_25_A

144720CB|bg|744900KA|bg|265380KA|bg|387520_MN|fer988642P_25_A42spV
323930OC|bg|052230KA|bg|82631100000TSUMSNE|sne|016361100_MN|fer003552P_25_A2lshN
30M450031C|nekir|493640CB|bg|683840KA|bg|29581100000TSUMSNE|sne641652P_25_A

34924000000TSUMSNE|sne|85870100000TSUMSNE|sne|36870100000TSUMSNE|sne|692820_MN|fer799652P_25_A01raC
1-893311PAN|pan|28709000000TSUMSNE|sne773752P_25_Aca2h2tsiH

722741KA|bg|394130KA|bg|89096000000TSUMSNE|sne|366461100_MN|fer919752P_25_AkiR60H1000389
848941KA|bg|32960100000TSUMSNE|sne|03289000000TSUMSNE|sne|665910_MN|fer860362P_25_AgohR
230784JA|bg|52414000000TSUMSNE|sne|56060100000TSUMSNE|sne|472771_MN|fer2362P_25_A1rgeN

446380KA|bg|526750CB|bg|22879000000TSUMSNE|sne|913061100_MN|fer045662P_25_A4rbU
50P420035C|nekir|620371KA|bg|586940KA|bg|57800100000TSUMSNE|sne637762P_25_A

12475000000TSUMSNE|sne|15121100000TSUMSNE|sne|953720_RN|fer|063720_RN|fer945862P_25_AkiR91I6140395
22I530035C|nekir|720341KA|bg|330380KA|bg|958610_MN|fer693962P_25_AlsyB

73130100000TSUMSNE|sne|466600100_MN|fer|015310_MN|fer|518300100_MN|fer094072P_25_A1l1.4bpE
60G801034A|nekir|90K940032A|nekir|995040KA|bg|306830KA|bg594172P_25_AkiR60G801034A

92620100000TSUMSNE|sne|03620100000TSUMSNE|sne|16509000000TSUMSNE|sne|679910_MN|fer825172P_25_A1crsP
8310761CT|ct|9277361CT|ct|1-105730PAN|pan813272P_25_A

70021100000TSUMSNE|sne|33855000000TSUMSNE|sne|517900_MN|fer|390520100_MN|fer745272P_25_A2ftA
43147X|bg|088841KA|bg|954574100_MX|fer|151010_MN|fer007572P_25_A1f2rN

155780CB|bg|87503000000TSUMSNE|sne|547461100_MN|fer|479800_MN|fer706672P_25_A2a4ptP
2953261CT|ct|100-836121PAN|pan|02A520031C|nekir|905180KA|bg493772P_25_AblgaD

582974100_MX|fer|852026_MX|fer|849719_MX|fer|305800_MN|fer295772P_25_A2spR
59641100000TSUMSNE|sne|14497000000TSUMSNE|sne|850181_MN|fer|877910_MN|fer156972P_25_A02btbZ

10I810030D|nekir|277050KA|bg957972P_25_A1glG
8608661CT|ct|1-650640PAN|pan844082P_25_A

1-102321PAN|pan128082P_25_A
79315X|bg|929761KA|bg|29053000000TSUMSNE|sne|158010_MN|fer267282P_25_A88dyM

100-095500PAN|pan|51N040036A|nekir|038140KA|bg421582P_25_A1ficP
31C703031E|nekir|193094WA|bg|557350KA|bg|886771_MN|fer884682P_25_Ajfa2H

084674100_MX|fer|325474100_MX|fer|182274100_MX|fer|864620_MN|fer200782P_25_A2g5ptA
949020CB|bg|892371KA|bg|166661100_MN|fer|775181_MN|fer891882P_25_Aa58cdcC

374651KA|bg|055461KA|bg|955679_MX|fer|263920_MN|fer378882P_25_Ab4pmhC
01M810031C|nekir|61L320031B|nekir|454180KA|bg|060540KA|bg339592P_25_A4ayE

100-146120PAN|pan|499202FA|bg|59162000000TSUMSNE|sne|693130_MN|fer319692P_25_A1mnnC
660161KA|bg|52299000000TSUMSNE|sne|00514000000TSUMSNE|sne|886920_MN|fer230792P_25_A1nxrS
263970KA|bg|29781000000TSUMSNE|sne|50700100000TSUMSNE|sne|918910_MN|fer427792P_25_A41psuD

842400KA|bg|11994000000TSUMSNE|sne|459026_MX|fer|566110_MN|fer137792P_25_Ai2ebU
1-795150PAN|pan|61M2046253|nekir|813746IA|bg|313820KA|bg132992P_25_A3a52clS

1-155650PAN|pan|515913YA|bg|00750100000TSUMSNE|sne|645800100_MN|fer292992P_25_ApbdraT
325961KA|bg|431780KA|bg|80214000000TSUMSNE|sne|614351_MN|fer473103P_25_AsaaA

62858000000TSUMSNE|sne|19902000000TSUMSNE|sne|347351_MN|fer|278700_MN|fer79403P_25_Aa3tmnD
260840KA|bg|71202000000TSUMSNE|sne|741084100_MX|fer|227720_MN|fer642503P_25_A4tduN

759413FA|bg|811451KA|bg|19993000000TSUMSNE|sne|604130_MN|fer257703P_25_A9a21clS
348210KA|bg|706430KA|bg|02419000000TSUMSNE|sne|713820_MN|fer348803P_25_AkiR10E0300182
864460CB|bg|398331KA|bg|69920100000TSUMSNE|sne|439820_MN|fer325313P_25_AkiR60B2540394

1-419860PAN|pan|1-379070PAN|pan075313P_25_A
403501IB|bg|911601CB|bg|632780KA|bg|324920KA|bg147413P_25_A

1-783030PAN|pan030513P_25_A
07466000000TSUMSNE|sne|11093000000TSUMSNE|sne|327610_MN|fer|706330_MN|fer136513P_25_A4lhcU

450180KA|bg|90480100000TSUMSNE|sne|36885000000TSUMSNE|sne|113381_MN|fer14613P_25_A541memT
275500CB|bg|697870KA|bg|66194000000TSUMSNE|sne|847900_MN|fer446613P_25_A1teB

051400KA|bg|273200KA|bg|635510_RN|fer|349720_RN|fer41813P_25_AkiR21B8300111
849980KA|bg|103761KA|bg|233661KA|bg|534620_MN|fer028323P_25_A1mfU

11134000000TSUMSNE|sne|96718000000TSUMSNE|sne|789730100_MN|fer|301010_MN|fer725523P_25_A3lidE
31531100000TSUMSNE|sne|21531100000TSUMSNE|sne|58679000000TSUMSNE|sne|972111100_MN|fer528823P_25_A1yfdW

100-730320PAN|pan|51I840038F|nekir|409980KA|bg|232571_MN|fer413923P_25_AkiR30D7240385
058474100_MX|fer|582274100_MX|fer|853499_MX|fer|182589_MX|fer799033P_25_A5228mG

613061100_MN|fer|713061100_MN|fer|813061100_MN|fer|617281_MN|fer428133P_25_AcsafN
230784JA|bg|52414000000TSUMSNE|sne|56060100000TSUMSNE|sne|472771_MN|fer180233P_25_A1rgeN

330681KA|bg|592691KA|bg|34394000000TSUMSNE|sne|131110_MN|fer871333P_25_A1dloP
58191Y|bg|774380BA|bg|62661100000TSUMSNE|sne|599110_MN|fer409633P_25_AolcP

141252JA|bg|342840KA|bg|72518000000TSUMSNE|sne|484910_MN|fer632733P_25_A2pbfeR
044551KA|bg|216531KA|bg|97237000000TSUMSNE|sne|94801100000TSUMSNE|sne330833P_25_A

922200CB|bg|170151KA|bg|190410KA|bg|091420_MN|fer011833P_25_Ab1pmhC
856230KA|bg|212330KA|bg|00086000000TSUMSNE|sne|112030_MN|fer673833P_25_A81dtcK

399540KA|bg|433050KA|bg|843410KA|bg|405620_MN|fer604343P_25_A5qoC
769040BB|bg|398780KA|bg|638780KA|bg|503330KA|bg787343P_25_AkiR10M730033E

1-728211PAN|pan|1-594201PAN|pan065843P_25_A
971022KA|bg|105022FA|bg|52197000000TSUMSNE|sne|552020_MN|fer279843P_25_A1dnacS

01E0900349|nekir|524611CB|bg|486570KA|bg|611530KA|bg612943P_25_A6f2E
53199000000TSUMSNE|sne|71590100000TSUMSNE|sne|91590100000TSUMSNE|sne|434720_MN|fer892943P_25_Ab1drpR

3915161CT|ct|40D013031E|nekir|918350KA|bg774943P_25_A1pi8kpaM
10353000000TSUMSNE|sne|055974100_MX|fer|273274100_MX|fer|371420_MN|fer837943P_25_A1g1v6ptA

240671YA|bg|983861CB|bg|72713000000TSUMSNE|sne|804130_MN|fer185053P_25_A1fygiG
4689361CT|ct|100-303320PAN|pan|11M4300071|nekir|406600KA|bg686153P_25_A8559mG
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011730CB|bg|06178000000TSUMSNE|sne|43435000000TSUMSNE|sne|995520100_MN|fer830353P_25_A62mirT
43281100000TSUMSNE|sne|66002100000TSUMSNE|sne|16588000000TSUMSNE|sne|037820_MN|fer603453P_25_A62xeP

114850CB|bg|956610CB|bg|044820_RN|fer|616891_MN|fer542653P_25_Ab58cdcC
100-450310PAN|pan|51B2100071|nekir|586060CB|bg|198500KA|bg833163P_25_AkiR51B2100071

3437071CT|ct|1-051130PAN|pan19163P_25_A
830730KA|bg|281150CB|bg|44266000000TSUMSNE|sne|804474100_MX|fer434563P_25_Ae975dtrE5D

93497000000TSUMSNE|sne|50480100000TSUMSNE|sne|40480100000TSUMSNE|sne|201771_MN|fer336563P_25_A19memT
693710KA|bg|60102000000TSUMSNE|sne|124374100_MX|fer|895320_MN|fer126763P_25_Ab5dirA

377030_RN|fer|277030_RN|fer|649761100_MN|fer|864920_MN|fer477763P_25_A128pfZ
50154000000TSUMSNE|sne|76819000000TSUMSNE|sne|238671_MN|fer|553491_MN|fer412863P_25_A1eripS

475300KA|bg|878700KA|bg|88729000000TSUMSNE|sne|334620_MN|fer603863P_25_A001memT
62541X|bg77073P_25_A1macN

1009361CT|ct|1-678430PAN|pan391473P_25_A
849561CB|bg|900820FA|bg|705523FA|bg|401110_MN|fer554573P_25_AeckrP

025800KA|bg|212541KA|bg|13005D|bg|444900_MN|fer467573P_25_A2nlogT
100-492020PAN|pan|22A9243384|nekir|100939MB|bg|193920KA|bg939573P_25_Ac11xeP

929412KA|bg|520381KA|bg|67631100000TSUMSNE|sne|156871_MN|fer601673P_25_A9a03clS
38264000000TSUMSNE|sne|44241100000TSUMSNE|sne|294720_RN|fer|102030_MN|fer408673P_25_A31apsH

1-508030PAN|pan|1-908030PAN|pan505973P_25_A
30N0500132|nekir|50D6200132|nekir|419900KA|bg|205900KA|bg900183P_25_A1aiT

316412KA|bg|072210CB|bg|83125000000TSUMSNE|sne|485020_MN|fer608183P_25_Api2freT
927780KA|bg|072210CB|bg|83125000000TSUMSNE|sne|485020_MN|fer318183P_25_Api2freT

05051X|bg|15000Y|bg|18441100000TSUMSNE|sne|578010_MN|fer457283P_25_A1macN
7079261CT|ct|9477671CT|ct|71H543032B|nekir|351640KA|bg71383P_25_A5taN

263921KA|bg|793250CB|bg|65702100000TSUMSNE|sne|166310_MN|fer428583P_25_Ab5ameS
1-562711PAN|pan|12L7410339|nekir|939770BB|bg|070970KA|bg981783P_25_A7mryL

116750CB|bg|628130KA|bg|416540KA|bg|085510_RN|fer423983P_25_Ato2xoS
458011100_MN|fer|058011100_MN|fer|658011100_MN|fer|894310_MN|fer590193P_25_AmerC
458011100_MN|fer|058011100_MN|fer|658011100_MN|fer|894310_MN|fer890193P_25_AmerC
458011100_MN|fer|058011100_MN|fer|658011100_MN|fer|894310_MN|fer301193P_25_AmerC

23831Y|bg|926141KA|bg|69612000000TSUMSNE|sne|256720_RN|fer505193P_25_A3geM
107610KA|bg|726910KA|bg|69920100000TSUMSNE|sne|439820_MN|fer508193P_25_AkiR60B2540394
315022KA|bg|757561KA|bg|64600000000TSUMSNE|sne|682120_MN|fer706393P_25_A6zeS

68885000000TSUMSNE|sne|922474100_MX|fer|695474100_MX|fer|611920_MN|fer844493P_25_A11dbtbK
421430KA|bg|03450100000TSUMSNE|sne|067241100_MN|fer|647241100_MN|fer880593P_25_A51hdcP

12520100000TSUMSNE|sne|45480100000TSUMSNE|sne|88474000000TSUMSNE|sne|640510100_MN|fer65793P_25_A2pag1paR
1-528270PAN|pan|42L330038F|nekir|380460CB|bg|658980KA|bg810893P_25_A7agloG

377280KA|bg|728240KA|bg|38745000000TSUMSNE|sne|539080100_MN|fer642304P_25_AkiR21C712032B
62679000000TSUMSNE|sne|67830000000TSUMSNE|sne|56751100000TSUMSNE|sne|741030_MN|fer932404P_25_A8drB

571820KA|bg|366310KA|bg|90033000000TSUMSNE|sne|014820_MN|fer391504P_25_ArirkrP
406400KA|bg|06621100000TSUMSNE|sne|95720100000TSUMSNE|sne|766910_MN|fer775504P_25_A2matS

794661KA|bg|782841KA|bg|930400KA|bg|992520_MN|fer541704P_25_Aa4lnxT
330030CB|bg|791620CB|bg|362600KA|bg|72432000000TSUMSNE|sne869704P_25_A

8958851CT|ct|100-533390PAN|pan|42H2040394|nekir|050510KA|bg389704P_25_AkiR42H2040394
142810CB|bg|86082U|bg|99014000000TSUMSNE|sne|498010_MN|fer193804P_25_A1dorueN

279250KA|bg|206230BA|bg|51298000000TSUMSNE|sne|383710_MN|fer254214P_25_A6ntnC
3008061CT|ct|21O310037C|nekir|480050KA|bg583614P_25_A

671231KA|bg|324551KA|bg|05143000000TSUMSNE|sne|653120_MN|fer734714P_25_A1baG
1-823101PAN|pan56814P_25_A

363010KA|bg|415880KA|bg|67492000000TSUMSNE|sne|243110_MN|fer439814P_25_Ab22ceS
056740KA|bg|014340KA|bg|07748000000TSUMSNE|sne|342010_MN|fer980914P_25_A9tuF

28650100000TSUMSNE|sne|08650100000TSUMSNE|sne|61973000000TSUMSNE|sne|294580100_MN|fer941124P_25_AereR
719800KA|bg|76923000000TSUMSNE|sne|554374100_MX|fer|010620_MN|fer691124P_25_A2tpiL

02148M|bg|99611100000TSUMSNE|sne|39053000000TSUMSNE|sne|793700_MN|fer816224P_25_Ab2rvcA
14551U|bg|611300KA|bg|16562000000TSUMSNE|sne|157700_MN|fer418324P_25_Ab8xoC

1-693611PAN|pan|80H8550346|nekir|612730CB|bg|074230KA|bg602424P_25_A4mtrrL
414150KA|bg|518640CB|bg|81241000000TSUMSNE|sne|553720_MN|fer607524P_25_A861fnR

61C8040348|nekir|533810CB|bg|991150CB|bg|393810KA|bg506624P_25_A2a51clS
185610CB|bg|312300CB|bg|31409000000TSUMSNE|sne|450320_MN|fer982924P_25_A3ptU

664728BB|bg|465820KA|bg|213280CB|bg|124374100_MX|fer085234P_25_A869440001COL
4420161CT|ct|1-685530PAN|pan|737732JC|bg881334P_25_A

1-108111PAN|pan|1-896111PAN|pan|100-347790PAN|pan|100-136790PAN|pan054334P_25_A
178872QD|bg|508080CB|bg|18952000000TSUMSNE|sne|062620_MN|fer828334P_25_A3ntcT
626030KA|bg|329230CB|bg|91330000000TSUMSNE|sne|258310_MN|fer035834P_25_A3fcbA

91P040036C|nekir|51J1850346|nekir|992870KA|bg|306141KA|bg638044P_25_A3rgE
013010TC|bg|05977000000TSUMSNE|sne|030374100_MX|fer|063541_MN|fer436144P_25_A1idI

374730CB|bg|374460CB|bg|56365000000TSUMSNE|sne|029541_MN|fer479144P_25_A2cvE
972921KA|bg|336310KA|bg|40814000000TSUMSNE|sne|901180100_MN|fer474544P_25_A2ktmL

728940KA|bg|205440KA|bg|31423000000TSUMSNE|sne|052920_MN|fer110644P_25_A1kntE
162231CB|bg|93300100000TSUMSNE|sne|295861100_MN|fer|231330100_MN|fer021644P_25_A6dmmoC

940141CB|bg|41564000000TSUMSNE|sne|441809_MX|fer|537920_MN|fer831744P_25_AsrpE
987400BA|bg|39190100000TSUMSNE|sne|27099000000TSUMSNE|sne|270010_MN|fer628054P_25_A1mpD

421670KA|bg|778600KA|bg|586771KA|bg|691420_MN|fer188054P_25_A02d1cbT
958660CB|bg|58211000000TSUMSNE|sne|73680100000TSUMSNE|sne|58520100000TSUMSNE|sne518454P_25_A11fgF

748451KA|bg|125820KA|bg|43943000000TSUMSNE|sne|385771_MN|fer057654P_25_Ab1hpA
913773JF|bg|35508000000TSUMSNE|sne|967720_RN|fer|478610_MN|fer779654P_25_A1faeD
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605091KA|bg|15977000000TSUMSNE|sne|326790100_MN|fer|226271_MN|fer769754P_25_A1frerT
858011100_MN|fer|758011100_MN|fer|958011100_MN|fer|894310_MN|fer759064P_25_AmerC

683970BA|bg|069312KA|bg|34332000000TSUMSNE|sne|204620_MN|fer300464P_25_A3gtA
266340CB|bg|072020KA|bg|47972000000TSUMSNE|sne|403180100_MN|fer643464P_25_A6ftA

30656000000TSUMSNE|sne|740641100_MN|fer|640641100_MN|fer|616541_MN|fer73464P_25_A94crrL
738951KA|bg|195161KA|bg|06410000000TSUMSNE|sne|677910_MN|fer041764P_25_A1dnS
528751KA|bg|513931KA|bg|90922000000TSUMSNE|sne|606891_MN|fer205174P_25_A31facD
871810CB|bg|046500CB|bg|52886000000TSUMSNE|sne|637610_MN|fer23274P_25_A1buN

193120KA|bg|49310100000TSUMSNE|sne|35502000000TSUMSNE|sne|725620_MN|fer933874P_25_A2cahC
1-504980PAN|pan|61H7450346|nekir|792515XB|bg|952870KA|bg064874P_25_A2dhdmA

1006061CT|ct|1-217070PAN|pan|509130CB|bg998974P_25_A14mirT
648300CB|bg|16790100000TSUMSNE|sne|11930000000TSUMSNE|sne|010900_MN|fer60284P_25_Aa32daR

90J3042224|nekir|588885BC|bg|995071KA|bg|032670KA|bg360284P_25_Aa2arT
63811100000TSUMSNE|sne|752061100_MN|fer|652061100_MN|fer|705500100_MN|fer420784P_25_A7gmS

100-275221PAN|pan|22D320029C|nekir|948351KA|bg|874101100_MN|fer182784P_25_Ae452dtrE3D
215430KA|bg|99269000000TSUMSNE|sne|30363000000TSUMSNE|sne|213800_MN|fer454784P_25_Ac2rtH

28890100000TSUMSNE|sne|11044000000TSUMSNE|sne|21705000000TSUMSNE|sne|910800_MN|fer174884P_25_Aa1pbkF
170541CB|bg|579731CB|bg|56107000000TSUMSNE|sne|979220_MN|fer272094P_25_A89puN
097320CB|bg|275920KA|bg|60780100000TSUMSNE|sne|802331_MN|fer442194P_25_A782pfZ

50519000000TSUMSNE|sne|55927000000TSUMSNE|sne|442474100_MX|fer|161180100_MN|fer435394P_25_A1a171maF
LOC100045753 02O2200911|nekir|620490CB|bg|593061KA|bg|178474100_MX|fer401594P_25_A
Efnb3 716850CB|bg|503840KA|bg|63040000000TSUMSNE|sne|119700_MN|fer565594P_25_A

765640KA|bg|869843FA|bg|85443000000TSUMSNE|sne|272931_MN|fer098694P_25_A2tnlaG
913920CB|bg|03331100000TSUMSNE|sne|23472000000TSUMSNE|sne|753720_MN|fer72794P_25_A1dmsP

1-708060PAN|pan|1-600170PAN|pan|300-410000PAN|pan|1-781030PAN|pan305794P_25_A
1-891840PAN|pan517794P_25_A

1-761111PAN|pan|533911CB|bg|25747000000TSUMSNE|sne|381871_MN|fer802894P_25_Aka2h1tsiH
145780KA|bg|56017000000TSUMSNE|sne|718574100_MX|fer|373710_MN|fer720005P_25_A3lifN

400274100_MX|fer|630274100_MX|fer|155800100_MN|fer|178320_MN|fer70105P_25_AteS
1-298450PAN|pan|1-452521PAN|pan|229215YA|bg|33458000000TSUMSNE|sne741605P_25_A

71D9440182|nekir|50C8000051|nekir|113310KA|bg|771500KA|bg961705P_25_AkiR71D9440182
788084100_MX|fer|456619_MX|fer|467719_MX|fer|420541_MX|fer301805P_25_A8694mG

665030KA|bg|765580KA|bg|44332000000TSUMSNE|sne|657820_MN|fer89115P_25_A5a53clS
615800KA|bg|233451KA|bg|94576000000TSUMSNE|sne|842720_MN|fer923215P_25_A912pfZ

104461KA|bg|109930KA|bg|509280KA|bg|672330100_MN|fer11415P_25_A2llM
476086BB|bg|543741KA|bg|680940CB|bg|928900_MN|fer193415P_25_A2dncC

40H613032B|nekir|761827YB|bg|480120KA|bg|778540KA|bg633515P_25_A1a0v6ptA
41L700037D|nekir|673605BB|bg|597250KA|bg|52480100000TSUMSNE|sne048515P_25_A

93660100000TSUMSNE|sne|77956000000TSUMSNE|sne|44660100000TSUMSNE|sne|051641_MN|fer38715P_25_A1drN
203274100_MX|fer|050374100_MX|fer|643990100_MN|fer|453721100_MN|fer713915P_25_A83911mG

63090100000TSUMSNE|sne|11090100000TSUMSNE|sne|57980100000TSUMSNE|sne|32980100000TSUMSNE|sne924025P_25_A
86095000000TSUMSNE|sne|15963000000TSUMSNE|sne|37911100000TSUMSNE|sne|858810_MN|fer934025P_25_A1pbeP

423010BA|bg529725P_25_A68596000000GSUMSNE
890350CB|bg|961630KA|bg|21765000000TSUMSNE|sne|921350_MN|fer591925P_25_A4bhdcP
487450CB|bg|876140KA|bg|63871000000TSUMSNE|sne|822931_MN|fer91035P_25_A3ldbhR

073330BA|bg|98220000000TSUMSNE|sne|07466000000TSUMSNE|sne|327610_MN|fer050735P_25_A3lhcU
149331KA|bg|671710KA|bg|33313000000TSUMSNE|sne|014181_MN|fer414935P_25_A3h2ftG

31938U|bg|09517000000TSUMSNE|sne|53125000000TSUMSNE|sne|742110_MN|fer580045P_25_A6pbbR
422031CB|bg|083441KA|bg|84700100000TSUMSNE|sne|186670100_MN|fer264045P_25_AkiR51P2100181

0463061CT|ct|1-950811PAN|pan|61H150037A|nekir|550340KA|bg47245P_25_A1psaM
454640CB|bg|09973000000TSUMSNE|sne|53711100000TSUMSNE|sne|006271_MN|fer52345P_25_AkiR02H6540276
150450KA|bg|47821100000TSUMSNE|sne|05053000000TSUMSNE|sne|878010_MN|fer93445P_25_A1kcN

4724061CT|ct|137224YB|bg|766010CB|bg|928810_MN|fer014445P_25_A1m3pA
02590100000TSUMSNE|sne|02222000000TSUMSNE|sne|109574100_MX|fer|928010_MN|fer16545P_25_A3hsM
66972000000TSUMSNE|sne|30118000000TSUMSNE|sne|981770100_MN|fer|781010_MN|fer316545P_25_Ab2rgcF

867130CB|bg|448600CB|bg|57908000000TSUMSNE|sne|416771_MN|fer877945P_25_A9sO
818451KA|bg|59574000000TSUMSNE|sne|24325000000TSUMSNE|sne|186271_MN|fer306155P_25_AkiR60E510039D

1-648850PAN|pan982255P_25_A
84951000000TSUMSNE|sne|33881100000TSUMSNE|sne|97591100000TSUMSNE|sne|598520_MN|fer085255P_25_A82deM

741600KA|bg|84994000000TSUMSNE|sne|18131100000TSUMSNE|sne|016520_MN|fer262555P_25_A1lgrsA
430830CB|bg|086750CB|bg|46262000000TSUMSNE|sne|729910_MN|fer092655P_25_A1hirA

23851100000TSUMSNE|sne|33851100000TSUMSNE|sne|43851100000TSUMSNE|sne|056702_MN|fer952855P_25_AantD
315068JF|bg|415068JF|bg|647447JF|bg|714430KA|bg040265P_25_AkiR30P8810339

803910KA|bg|56111100000TSUMSNE|sne|05522000000TSUMSNE|sne|887810_MN|fer707175P_25_A3ltxE
240161YA|bg|176602KA|bg|74833000000TSUMSNE|sne|297620_MN|fer744275P_25_A5tapgA
282161KA|bg|911812KA|bg|38943000000TSUMSNE|sne|205700_MN|fer059275P_25_A3b1ptA

100-301790PAN|pan|194289_MX|fer|488300100_MX|fer866575P_25_A7839mG
741389EB|bg|555750CB|bg|87432000000TSUMSNE|sne|995071_MN|fer185875P_25_A11fsgI

486171KA|bg|92102100000TSUMSNE|sne|42276000000TSUMSNE|sne|043491_MN|fer159975P_25_AkiR70G910033C
781271KA|bg|464030CB|bg|854580KA|bg|324351_MN|fer044185P_25_A2fsaW

890741KA|bg|682880KA|bg|81820000000TSUMSNE|sne|166910_MN|fer551385P_25_A6tkY
769930CB|bg|73735000000TSUMSNE|sne|49313000000TSUMSNE|sne|672271_MN|fer827385P_25_A8srfS

231961KA|bg|647661KA|bg|68903000000TSUMSNE|sne|785310_MN|fer379385P_25_A1paprL
25460000000TSUMSNE|sne|016289_MX|fer|784709_MX|fer|676331_MN|fer945685P_25_ApegsO

98780100000TSUMSNE|sne|04800000000TSUMSNE|sne|19780100000TSUMSNE|sne|795461100_MN|fer150885P_25_Ab215fnZ
9189951CT|ct|1-549730PAN|pan|539490CB|bg|119250CB|bg719885P_25_AkiR91D5100122
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100-844690PAN|pan|681409_MX|fer|279788_MX|fer|149100100_MX|fer841985P_25_A6346mG
80473000000TSUMSNE|sne|84789000000TSUMSNE|sne|97241100000TSUMSNE|sne|143180100_MN|fer905985P_25_ArepacS

826680CB|bg|096175JA|bg|65620100000TSUMSNE|sne|060491_MN|fer865985P_25_A6oxoF
006520100_MN|fer|676702_MN|fer|077810_MN|fer|576702_MN|fer457985P_25_A1mdaC

103951KA|bg|882371KA|bg|630750CB|bg|731571_MN|fer532095P_25_A2sraV
692700KA|bg|52299000000TSUMSNE|sne|00514000000TSUMSNE|sne|886920_MN|fer002395P_25_A1nxrS

5492761CT|ct|1-690521PAN|pan|40I020035C|nekir|159280KA|bg559395P_25_A
100-422420PAN|pan701495P_25_A

4638361CT|ct|371920CB|bg735595P_25_A74lprM
489071100_MN|fer|389071100_MN|fer|189071100_MN|fer|488610_MN|fer080695P_25_AcpnrnH

280010KA|bg|33030100000TSUMSNE|sne|21939000000TSUMSNE|sne|410820_MN|fer680695P_25_AkiR01B7600132
792900KA|bg|46252000000TSUMSNE|sne|91328000000TSUMSNE|sne|668820_MN|fer21695P_25_A33rdW

1833161CT|ct|01N930033E|nekir|645450KA|bg753695P_25_A
292812KA|bg|111112KA|bg|40446000000TSUMSNE|sne|041320_MN|fer633895P_25_A3xrlG

84697000000TSUMSNE|sne|965531100_MN|fer|865531100_MN|fer|765531100_MN|fer436895P_25_AkiR70I7000911
972920KA|bg|56684000000TSUMSNE|sne|41690100000TSUMSNE|sne|422771_MN|fer179895P_25_A9dhC
938140KA|bg|18296000000TSUMSNE|sne|56332000000TSUMSNE|sne|679520_MN|fer830995P_25_ArafB

730371KA|bg|769920KA|bg|88924000000TSUMSNE|sne|995271_MN|fer550995P_25_Ae634dtrE41D
17841100000TSUMSNE|sne|27188000000TSUMSNE|sne|918510_MN|fer|202770100_MN|fer713995P_25_A2ts6sH

44819000000TSUMSNE|sne|75147000000TSUMSNE|sne|57812100000TSUMSNE|sne|006102_MN|fer006006P_25_Ab5oyM
1-145650PAN|pan057006P_25_A

966600CB|bg|447710KA|bg|332231KA|bg|651330100_MN|fer047306P_25_A33oxbF
295630KA|bg|673240KA|bg|72403000000TSUMSNE|sne|637310_MN|fer976606P_25_A3becT

229840CB|bg|432740KA|bg|27107000000TSUMSNE|sne|065420100_MN|fer231806P_25_A23xnS
177761KA|bg|859641KA|bg|33742000000TSUMSNE|sne|806891_MN|fer594806P_25_A2sraA

249831CB|bg|93685000000TSUMSNE|sne|230084100_MX|fer|632330100_MN|fer557806P_25_A17mG
601051KA|bg|053071KA|bg|15871000000TSUMSNE|sne|230210_MN|fer002906P_25_A3cnireS

7163061CT|ct|100-238110PAN|pan|61K100031C|nekir|892180KA|bg319906P_25_A
16760000000TSUMSNE|sne|620111100_MN|fer|720111100_MN|fer|228900_MN|fer731216P_25_A1t1xnuR

138951KA|bg|620741KA|bg|67502000000TSUMSNE|sne|138900_MN|fer308216P_25_A1gncC
389430KA|bg|76412000000TSUMSNE|sne|866974100_MX|fer|820220_MN|fer888416P_25_A1vaS

367920KA|bg|018780KA|bg|22064000000TSUMSNE|sne|733120_MN|fer069416P_25_Al2vikS
446341KA|bg|736110KA|bg|09071000000TSUMSNE|sne|800720_MN|fer85716P_25_A5dtcK

3997851CT|ct|100-628420PAN|pan|21M3400113|nekir|471410KA|bg30916P_25_AakhC
1699161CT|ct|794221KA|bg262916P_25_A3laciM

426370BB|bg|741400KA|bg|66107000000TSUMSNE|sne|042620_MN|fer837916P_25_A3dmarG
40B090035A|nekir|41K1050375|nekir|991140KA|bg|869910KA|bg234026P_25_Ab28maF

932221KA|bg|34866000000TSUMSNE|sne|638310_MN|fer|041411100_MN|fer765126P_25_A02fcT
622041CB|bg|785840YA|bg|45724000000TSUMSNE|sne|652350_MN|fer240226P_25_A2htP

1-018850PAN|pan|1-774920PAN|pan791226P_25_A
703380KA|bg|186820KA|bg|83472000000TSUMSNE|sne|088010_MN|fer733326P_25_AlcN

6620361CT|ct|1-389530PAN|pan908326P_25_A
09289000000TSUMSNE|sne|47666000000TSUMSNE|sne|230374100_MX|fer|295700_MN|fer811526P_25_A8raC

402210KA|bg|69260100000TSUMSNE|sne|28329000000TSUMSNE|sne|825330100_MN|fer529726P_25_A63psU
856741KA|bg|375741KA|bg|12568000000TSUMSNE|sne|921771_MN|fer207826P_25_A2ntnC

1-034501PAN|pan|91M3000003|nekir|668310KA|bg|937320_MN|fer191236P_25_A1xfN
1-823060PAN|pan|640250CB|bg|50908000000TSUMSNE|sne|771381_MN|fer106236P_25_A118pfZ

7948361CT|ct|1-594930PAN|pan225436P_25_A
589491KA|bg|65086000000TSUMSNE|sne|54639000000TSUMSNE|sne|396910_MN|fer677536P_25_Aa1taB

1-439950PAN|pan|1-416030PAN|pan121836P_25_A
83741100000TSUMSNE|sne|06920100000TSUMSNE|sne|05082000000TSUMSNE|sne|484110_MN|fer402046P_25_AmatS

294361KA|bg|622221KA|bg|38260100000TSUMSNE|sne|43050100000TSUMSNE|sne496046P_25_A
314230KA|bg|359720_RN|fer|945510_RN|fer|259720_RN|fer930246P_25_Ab16tmrT

70I5300181|nekir|964620CB|bg|701930KA|bg|620910KA|bg012446P_25_A9luC
596400KA|bg|030090KA|bg|44643000000TSUMSNE|sne|988720_MN|fer653946P_25_A11spV

581871_MN|fer|481871_MN|fer|956571_MN|fer|281871_MN|fer532156P_25_Aia2h1tsiH
1-773160PAN|pan|1-044920PAN|pan|84510100000TSUMSNE|sne481356P_25_A

100-336390PAN|pan|30E0440348|nekir|084810KA|bg|746910_MN|fer739356P_25_A12lpR
470641KA|bg|34687D|bg|09464000000TSUMSNE|sne|259010_MN|fer031456P_25_A2zaO

70051100000TSUMSNE|sne|60051100000TSUMSNE|sne|116531100_MN|fer|541991_MN|fer565456P_25_AkiR40M2600113
286830CB|bg|756631KA|bg|591300KA|bg|86699000000TSUMSNE|sne406456P_25_A

3735851CT|ct|780840CB|bg|52882000000TSUMSNE|sne|026620_MN|fer768656P_25_Ab89maF
645451KA|bg|22681100000TSUMSNE|sne|73265000000TSUMSNE|sne|042180100_MN|fer638066P_25_A01tmrP

474710KA|bg|49691100000TSUMSNE|sne|08951100000TSUMSNE|sne|168910_MN|fer549066P_25_AfstC
315001CB|bg|881670KA|bg|738600JA|bg|072300_RN|fer170166P_25_A3ghnS

90C030036F|nekir|478080KA|bg|376810KA|bg|802071KA|bg305166P_25_A6cdpeD
1-300411PAN|pan|1-731111PAN|pan791566P_25_A

71058000000TSUMSNE|sne|24823000000TSUMSNE|sne|819261100_MN|fer|515520_MN|fer242566P_25_Ab09cdcC
4365161CT|ct|100-117020PAN|pan|61H5540276|nekir|408230KA|bg327566P_25_Ae975dtrE5D
120440KA|bg|875874100_MX|fer|665874100_MX|fer|925271_MN|fer829566P_25_AgtpnG

05808000000TSUMSNE|sne|856084100_MX|fer|389974100_MX|fer|924900_MN|fer890766P_25_A1tpT
261310KA|bg|181061KA|bg|983900KA|bg|899520_MN|fer879076P_25_A1niakN

34189000000TSUMSNE|sne|41619000000TSUMSNE|sne|33103000000TSUMSNE|sne|937320_MN|fer902476P_25_A1xfN
18640000000TSUMSNE|sne|07011100000TSUMSNE|sne|818221100_MN|fer|108510_MN|fer308476P_25_A6alpnP

01I6300369|nekir|70L7040335|nekir|604030KA|bg|801630KA|bg07576P_25_A4ssaL
1-233950PAN|pan|1-449750PAN|pan|1-387170PAN|pan788576P_25_A
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693720CB|bg|721500KA|bg|63032000000TSUMSNE|sne|217910_MN|fer670676P_25_A1xbR
66751100000TSUMSNE|sne|62679000000TSUMSNE|sne|67830000000TSUMSNE|sne|741030_MN|fer294676P_25_A8drB

25181100000TSUMSNE|sne|987670100_MN|fer|612011100_MN|fer|626700_MN|fer375676P_25_A5xbC
347130KA|bg|366580KA|bg|40943000000TSUMSNE|sne|552431_MN|fer449676P_25_A5lvolE
561561KA|bg|375761FA|bg|37832000000TSUMSNE|sne|867310_MN|fer741776P_25_A5tmrP

37879000000TSUMSNE|sne|15060100000TSUMSNE|sne|20625000000TSUMSNE|sne|981330100_MN|fer57186P_25_A08077C
879851KA|bg|43791000000TSUMSNE|sne|22960100000TSUMSNE|sne|508700_MN|fer787186P_25_A165byC

97203000000TSUMSNE|sne|458174100_MX|fer|769541100_MN|fer|920571_MN|fer827386P_25_Ac4gtA
090261KA|bg|028361KA|bg|52447000000TSUMSNE|sne|896271_MN|fer839586P_25_AkiR70C8142374

71602M|bg|865271KA|bg|718631KA|bg|947486UE|bg1407P_25_A1cdO
423741KA|bg|723820CB|bg|88490100000TSUMSNE|sne|296571_MN|fer88807P_25_A11ghnS

22I6900359|nekir|727530KA|bg759417P_25_A
5557061CT|ct|1-378180PAN|pan|51B470036A|nekir|832240KA|bg10237P_25_A

967431KA|bg|26259000000TSUMSNE|sne|757874100_MX|fer|241111100_MN|fer247437P_25_A88mG
22N3600359|nekir|234608GB|bg|042731KA|bg|204910_MN|fer503347P_25_A1npbaP

1-136421PAN|pan|30E880031A|nekir|722830KA|bg|79807000000TSUMSNE|sne42547P_25_A
70A6343384|nekir|036231KA|bg|104030CB|bg|749200100_MX|fer73647P_25_A2929mG

500-410000PAN|pan|85417000000TSUMSNE|sne|805329_MX|fer|103209_MX|fer69167P_25_A8795mG
1320761CT|ct|1-672350PAN|pan|01D2440217|nekir|647841KA|bg92667P_25_A

76310100000TSUMSNE|sne|70661100000TSUMSNE|sne|39713000000TSUMSNE|sne|400620_MN|fer73877P_25_A3c5tN
85680100000TSUMSNE|sne|75680100000TSUMSNE|sne|332721100_MN|fer|046110_MN|fer893187P_25_A35prT

717412KA|bg|76984000000TSUMSNE|sne|639200100_MX|fer|494310_MN|fer71487P_25_AepC
502010TC|bg|67524000000TSUMSNE|sne|86424000000TSUMSNE|sne|384320_MN|fer03787P_25_AkiR30A2300111

7564261CT|ct062887P_25_A
7681861CT|ct960697P_25_A

729700KA|bg|136210KA|bg|409674100_MX|fer|943474100_MX|fer03618P_25_AkiR02G1000182
1-529470PAN|pan|91G9640385|nekir|540810KA|bg246818P_25_AkiR91G9640385

02E700037A|nekir|91O920036A|nekir|511361KA|bg|486140KA|bg653918P_25_A
1-708421PAN|pan|32C760039B|nekir|572085FC|bg|164740KA|bg113728P_25_AkiR51A2040251

220560PN|ct|1-420211PAN|pan|16856000000TSUMSNE|sne56728P_25_A
1-859370PAN|pan|91K0040394|nekir|520510KA|bg36338P_25_A1apaglaR

0795951CT|ct|1-397911PAN|pan|40F6000142|nekir|701910KA|bg1638P_25_AkiR40F6000142
222400KA|bg|506110KA|bg|62091000000TSUMSNE|sne|729520_MN|fer38958P_25_A54lprM

100-994020PAN|pan|02O310031C|nekir|793180KA|bg05768P_25_AkiR71H802032B
56116000000TSUMSNE|sne|92692000000TSUMSNE|sne|691320_MN|fer|324381_MN|fer46978P_25_Aa21g2alP

8466161CT|ct|1-155280PAN|pan|80D790037A|nekir|854340KA|bg029388P_25_A
101850CB|bg|050310KA|bg|81750100000TSUMSNE|sne|916891_MN|fer39788P_25_AkiR01P8040182
132341KA|bg|444061KA|bg|09464000000TSUMSNE|sne|259010_MN|fer98209P_25_A2zaO

1-177860PAN|pan45019P_25_A
100-954490PAN|pan|20J6040395|nekir|911130KA|bg|69573000000TSUMSNE|sne75719P_25_A

59811100000TSUMSNE|sne|36284000000TSUMSNE|sne|72009000000TSUMSNE|sne|634400100_MN|fer45179P_25_AlapaW
2326661CT|ct|3719561CT|ct074379P_25_A

80E510030D|nekir|71C910034E|nekir|812461KA|bg|905880KA|bg852979P_25_A
1-598980PAN|pan|21F930033C|nekir|938280KA|bg316699P_25_A
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253901CB|bg|934400KA|bg|65147000000TSUMSNE|sne|478330100_MN|fer600101P_15_AkiR71A2000911

522761KA|bg|60500100000TSUMSNE|sne|71232000000TSUMSNE|sne|184310_MN|fer076401P_15_A1poB
211641KA|bg|086441KA|bg|56510000000TSUMSNE|sne|463010_MN|fer747401P_15_A4h2ftG
982281BA|bg|194820KA|bg|80394000000TSUMSNE|sne|355080_MN|fer798401P_15_A3rptI

42M0100132|nekir|282900KA|bg|30182000000TSUMSNE|sne|099720_MN|fer860501P_15_Ab6dpyL
631780KA|bg|326171KA|bg|35458000000TSUMSNE|sne|851330100_MN|fer729501P_15_A21lsaR

840198_MX|fer|938774100_MX|fer|229574100_MX|fer|393571_MN|fer930701P_15_AkiR10G5550394
750351KA|bg|945541KA|bg|75734000000TSUMSNE|sne|458310_MN|fer432701P_15_A1fcbA

94148000000TSUMSNE|sne|225580100_MN|fer|819380100_MN|fer|582720_MN|fer694901P_15_AkiR10I9200071
577071KA|bg|86602000000TSUMSNE|sne|92290100000TSUMSNE|sne|052431_MN|fer805901P_15_A2rcvaH

81N1240182|nekir|389481KA|bg|821310KA|bg|704520_MN|fer828901P_15_A1crcqU
833340CB|bg|28720K|bg|88942000000TSUMSNE|sne|877900_MN|fer103011P_15_A3C

41430K|bg|79040X|bg|26904000000TSUMSNE|sne|080330_MN|fer259111P_15_A91tduN
12J820035I|nekir|322500KA|bg|855540KA|bg|096761KA|bg441311P_15_A2s1pA

82137000000TSUMSNE|sne|67361100000TSUMSNE|sne|833161100_MN|fer|084420_MN|fer889511P_15_Al5pb3hS
538670KA|bg|179050CB|bg|609260CB|bg|744271_MN|fer106611P_15_AkiR22E120033A

51486000000TSUMSNE|sne|92282000000TSUMSNE|sne|63867000000TSUMSNE|sne|357510_MN|fer602121P_15_A2beZ
185200KA|bg|75549000000TSUMSNE|sne|33470000000TSUMSNE|sne|086620_MN|fer725121P_15_Aa1tloG

488780KA|bg|273631KA|bg|39554000000TSUMSNE|sne|519441_MN|fer285221P_15_AblgaD
68043000000TSUMSNE|sne|970909_MX|fer|066361100_MN|fer|082720_MN|fer582421P_15_A1dkN

954051KA|bg|809300KA|bg|58523000000TSUMSNE|sne|093520_MN|fer711521P_15_A4poP
428880KA|bg|37493U|bg|61410000000TSUMSNE|sne|412800_MN|fer863521P_15_AsraH

016874100_MX|fer|250320_MN|fer|533110_MN|fer|421110_MN|fer084921P_15_Aa12lcC
484151KA|bg|528051KA|bg|44332000000TSUMSNE|sne|657820_MN|fer755921P_15_A5a53clS
395461KA|bg|884541KA|bg|56371000000TSUMSNE|sne|934900_MN|fer724031P_15_A3dmsP

298331KA|bg|88224000000TSUMSNE|sne|382871_MN|fer|758080_MN|fer726431P_15_A31bsA
12721L|bg816531P_15_A1klD

546332FA|bg|773120CB|bg|10880000000TSUMSNE|sne|721431_MN|fer303631P_15_A51f4pyC
106770KA|bg|332390BA|bg|62385000000TSUMSNE|sne|277510_MN|fer490731P_15_A2llaS
453420CB|bg|104700KA|bg|89202000000TSUMSNE|sne|372520_MN|fer023931P_15_A1dbcP
774451KA|bg|191451KA|bg|88264000000TSUMSNE|sne|780030_MN|fer112041P_15_A3vfudN

420741KA|bg|04077U|bg|08280000000TSUMSNE|sne|212010_MN|fer732041P_15_A2lhF
1-880290PAN|pan|1-869820PAN|pan|51O9200061|nekir|465500KA|bg602241P_15_AkiR51O9200061

867610BA|bg|772231KA|bg|78603000000TSUMSNE|sne|386831_MN|fer124241P_15_A1opsR
263322JA|bg|30820100000TSUMSNE|sne|398679_MX|fer|827080_MN|fer261341P_15_A7hyM

668820KA|bg|44560100000TSUMSNE|sne|09455000000TSUMSNE|sne|108271_MN|fer222441P_15_A2potO
33857000000TSUMSNE|sne|73331100000TSUMSNE|sne|53331100000TSUMSNE|sne|870641_MN|fer575441P_15_A2rbU

54478000000TSUMSNE|sne|64288000000TSUMSNE|sne|944900_MN|fer|644900_MN|fer404541P_15_Aa3abuT
672451KA|bg|685961KA|bg|51130000000TSUMSNE|sne|578900_MN|fer621641P_15_Ab1nkdC
981574100_MX|fer|032574100_MX|fer|702574100_MX|fer|249541_MN|fer149641P_15_A1scgmH

33790100000TSUMSNE|sne|43790100000TSUMSNE|sne|29250000000TSUMSNE|sne|365110_MN|fer702741P_15_A2xdrP
392240KA|bg|85439000000TSUMSNE|sne|092861100_MN|fer|557271_MN|fer127741P_15_A41srfS

080440KA|bg|827511CB|bg|30214000000TSUMSNE|sne|376071_MN|fer667741P_15_A9enpC
59323U|bg|17191100000TSUMSNE|sne|10724000000TSUMSNE|sne|357010_MN|fer568841P_15_A4dxM

529141KA|bg|932390BA|bg|58266000000TSUMSNE|sne|991571_MN|fer755351P_15_Aa21apsH
35480100000TSUMSNE|sne|64361100000TSUMSNE|sne|11411000000TSUMSNE|sne|904220_MN|fer789451P_15_A692pfZ

462870KA|bg|45098000000TSUMSNE|sne|89466000000TSUMSNE|sne|039271_MN|fer318551P_15_Aa07maF
4266851CT|ct|1-370570PAN|pan|31O9150346|nekir|223230KA|bg625651P_15_A3b2ptA

77101100000TSUMSNE|sne|02412000000TSUMSNE|sne|67101100000TSUMSNE|sne|414220_MN|fer437851P_15_AbgN
53054000000TSUMSNE|sne|15480100000TSUMSNE|sne|900011100_MN|fer|964700_MN|fer405461P_15_A1copA

124200KA|bg|156940BA|bg|42013000000TSUMSNE|sne|697520_MN|fer033561P_15_A33lprM
16371100000TSUMSNE|sne|31381100000TSUMSNE|sne|47712100000TSUMSNE|sne|34091100000TSUMSNE|sne442661P_15_A

15460000000TSUMSNE|sne|194289_MX|fer|488300100_MX|fer|949080100_MN|fer523661P_15_A5ctT
100-788600PAN|pan|01E3043394|nekir|136610KA|bg372761P_15_A41ppR

98680100000TSUMSNE|sne|10370000000TSUMSNE|sne|641809_MX|fer|536990100_MN|fer866761P_15_A3hyM
816930KA|bg|698561KA|bg|67744000000TSUMSNE|sne|462330100_MN|fer780961P_15_A2slG

552961KA|bg|052012KA|bg|67811100000TSUMSNE|sne|140820_MN|fer916071P_15_A45xdD
100-355121PAN|pan|168120BA|bg708071P_15_A6k3paM

737410CB|bg|638310KA|bg|81760000000TSUMSNE|sne|815900_MN|fer616171P_15_Aa01tnW
18140J|bg|116831CB|bg|416831CB|bg|393700_MN|fer067371P_15_AbtcA

904540KA|bg|468423FA|bg|01723000000TSUMSNE|sne|358080_MN|fer699471P_15_A6a71clS
400271KA|bg|087560CB|bg|759320BA|bg|704751KA|bg810571P_15_A1ddcpA

58808000000TSUMSNE|sne|14770100000TSUMSNE|sne|04770100000TSUMSNE|sne|479610_MN|fer294081P_15_ApbD
364640KA|bg|979340KA|bg|73035000000TSUMSNE|sne|231350_MN|fer322481P_15_A7bhdcP

67490100000TSUMSNE|sne|68192000000TSUMSNE|sne|87490100000TSUMSNE|sne|247541_MN|fer365581P_15_A53xhD
1-661911PAN|pan|70M9340394|nekir|467670KA|bg|582574100_MX|fer897681P_15_A1882mG

01285000000TSUMSNE|sne|14800100000TSUMSNE|sne|87811100000TSUMSNE|sne|549700_MN|fer411881P_15_A8spE
82638U|bg|644200KA|bg|18722000000TSUMSNE|sne|853311100_MN|fer509981P_15_A1daD

712771_MN|fer|383800_MN|fer|000031100_MN|fer|999921100_MN|fer780191P_15_A052peC
706161KA|bg|73681000000TSUMSNE|sne|43757000000TSUMSNE|sne|976030_MN|fer240291P_15_A1hyM

34521100000TSUMSNE|sne|28363000000TSUMSNE|sne|685930100_MN|fer|648471_MN|fer400491P_15_AktcylG
282261FA|bg|234571FA|bg|20240000000TSUMSNE|sne|660010_MN|fer375591P_15_A1tmnD

CTX 15m
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847730KA|bg|435050KA|bg|74143000000TSUMSNE|sne|006541_MN|fer526591P_15_A033pfZ
07441100000TSUMSNE|sne|86441100000TSUMSNE|sne|546361100_MN|fer|188720_MN|fer448691P_15_A3lpbsO

282181_MN|fer|145441_MN|fer|082181_MN|fer|972181_MN|fer563791P_15_AerB
674010CB|bg|438910CB|bg|583580100_MN|fer|661820_MN|fer255991P_15_AkiR01C4100061

744020CB|bg|951260CB|bg|87725000000TSUMSNE|sne|688891_MN|fer016002P_15_A21btbZ
336180KA|bg|32366X|bg|97372000000TSUMSNE|sne|335900_MN|fer166102P_15_A5ccrX

341651KA|bg|84834000000TSUMSNE|sne|19221100000TSUMSNE|sne|171641_MN|fer470202P_15_A2dpacN
29290100000TSUMSNE|sne|52707000000TSUMSNE|sne|53707000000TSUMSNE|sne|370800_MN|fer480202P_15_A2grbaG

594612FA|bg|892390BA|bg|45313000000TSUMSNE|sne|578910_MN|fer108202P_15_A9bcbA
165511CB|bg|065511CB|bg|678010KA|bg|969080100_MN|fer646402P_15_Al1ghT

9851221PN|ct|78181M|bg|824000FA|bg|724000FA|bg000502P_15_A1tsL
744620CB|bg|184080KA|bg|094040BA|bg|337331_MN|fer441602P_15_AkiR11E5240309

762400100_MX|fer|326084100_MX|fer|382400100_MX|fer|321330100_MN|fer948602P_15_A88241mG
871700KA|bg|61308000000TSUMSNE|sne|02241000000TSUMSNE|sne|923520_MN|fer433902P_15_A2d1xetcT

415451FE|bg|143621QD|bg|83400X|bg|19230100000TSUMSNE|sne013012P_15_A
710880KA|bg|71211100000TSUMSNE|sne|21682000000TSUMSNE|sne|947371_MN|fer295212P_15_A1rmaP

212181KA|bg|755312KA|bg|691200CB|bg|691420_MN|fer701412P_15_A02d1cbT
425451KA|bg|198382FA|bg|85583000000TSUMSNE|sne|774870_MN|fer790512P_15_A61flK

68225000000TSUMSNE|sne|675274100_MX|fer|493274100_MX|fer|922702_MN|fer726512P_15_A9calP
81806000000TSUMSNE|sne|55341100000TSUMSNE|sne|15341100000TSUMSNE|sne|438671_MN|fer321712P_15_A802fnR

882451KA|bg|845561KA|bg|83934000000TSUMSNE|sne|088310_MN|fer444912P_15_A2lclP
80O3000111|nekir|883300KA|bg235912P_15_AkiR80O3000111

886831CB|bg|088989YA|bg|60847000000TSUMSNE|sne|293010_MN|fer987912P_15_A2Q-2H
087051KA|bg|711820KA|bg|73481000000TSUMSNE|sne|270110_MN|fer399022P_15_A1nfP

396210BA|bg|69441100000TSUMSNE|sne|83848000000TSUMSNE|sne|185010_MN|fer410122P_15_A74dC
015274100_MX|fer|756274100_MX|fer|294274100_MX|fer|113520_MN|fer354222P_15_Ae944dtrE41D

139451KA|bg|740140KA|bg|14946000000TSUMSNE|sne|434541_MN|fer677322P_15_A1d1rN
60928M|bg|50928M|bg|13395000000TSUMSNE|sne|975541_MN|fer564622P_15_ApopyM

015451KA|bg|19270100000TSUMSNE|sne|79334000000TSUMSNE|sne|030641_MN|fer297822P_15_A3hhkelP
349400KA|bg|96291100000TSUMSNE|sne|07442000000TSUMSNE|sne|176520_MN|fer479822P_15_A2dofgO

862330KA|bg|205440KA|bg|31423000000TSUMSNE|sne|052920_MN|fer995922P_15_A1kntE
521251KA|bg|918820CB|bg|939273QD|bg|434720_MN|fer336922P_15_Ab1drpR

866220CB|bg|613400YA|bg|07373000000TSUMSNE|sne|988030_MN|fer782032P_15_A2scroS
856030KA|bg|556280KA|bg|00195000000TSUMSNE|sne|656180100_MN|fer868232P_15_A550042GE

46982000000TSUMSNE|sne|74890100000TSUMSNE|sne|129380100_MN|fer|507910_MN|fer875332P_15_A1kcbR
750431KA|bg|687500CB|bg|63772000000TSUMSNE|sne|035441_MN|fer711532P_15_Aa11h3cZ
569110KA|bg|054151KA|bg|24742000000TSUMSNE|sne|096800_MN|fer321532P_15_AeibkfN
966870KA|bg|194900KA|bg|27289000000TSUMSNE|sne|202820_MN|fer931532P_15_A5dbtbK

100-740510PAN|pan538532P_15_A
032953BA|bg|015280FA|bg|87620100000TSUMSNE|sne|893010_MN|fer457732P_15_A32T-2H

368700KA|bg|47530000000TSUMSNE|sne|352274100_MX|fer|444420_MN|fer490832P_15_A81f4pyC
818780KA|bg|971770KA|bg|55549000000TSUMSNE|sne|344571_MN|fer381832P_15_A2kntE
365291KA|bg|754930KA|bg|04214000000TSUMSNE|sne|952571_MN|fer325832P_15_A4asihS

459543FA|bg|359543FA|bg|259543FA|bg|159543FA|bg436242P_15_A61psuD
498210KA|bg|903371KA|bg|41846000000TSUMSNE|sne|623820_MN|fer685442P_15_A816pfZ

00611100000TSUMSNE|sne|30611100000TSUMSNE|sne|515861100_MN|fer|978320_MN|fer379442P_15_A1pirgpR
79110100000TSUMSNE|sne|42017000000TSUMSNE|sne|674571_MN|fer|727730100_MN|fer926842P_15_A52paghrA

910570BA|bg|05016000000TSUMSNE|sne|89499000000TSUMSNE|sne|934620_MN|fer687842P_15_A08cdcC
719351KA|bg|01498U|bg|10624000000TSUMSNE|sne|083871_MN|fer155052P_15_A83xhD

7969161CT|ct|1-396850PAN|pan|426610CB|bg451152P_15_AbtcA
131280KA|bg|680712KA|bg|010050CB|bg|570641_MN|fer805152P_15_A2dmeL

564700100_MN|fer|075461100_MN|fer|965461100_MN|fer|790620_MN|fer725352P_15_AlffR
984851KA|bg|65127000000TSUMSNE|sne|899221100_MN|fer|878110_MN|fer660652P_15_A2maiT

069831KA|bg|288640KA|bg|12484000000TSUMSNE|sne|161351_MN|fer564852P_15_A430730CB
239130KA|bg|793022KA|bg|66622000000TSUMSNE|sne|501350_MN|fer811952P_15_A1lhlK
828121CB|bg|150350KA|bg|26603000000TSUMSNE|sne|678271_MN|fer555952P_15_A3hctapG

33208000000TSUMSNE|sne|92902100000TSUMSNE|sne|156110_MN|fer|195770100_MN|fer136952P_15_AsksT
29981U|bg890062P_15_AhdcG

455021CB|bg|03375X|bg|15917000000TSUMSNE|sne|493010_MN|fer970262P_15_A7Q-2H
791084100_MX|fer|014661100_MN|fer|114661100_MN|fer|904661100_MN|fer043262P_15_A3mbR

088540KA|bg|211171KA|bg|04247000000TSUMSNE|sne|338910_MN|fer725462P_15_Ab96maF
0055361CT|ct|100-524520PAN|pan|70N890032A|nekir|421930KA|bg586462P_15_AnrhW

08280100000TSUMSNE|sne|89993000000TSUMSNE|sne|207361100_MN|fer|832702_MN|fer371562P_15_A72oxbF
605720CB|bg|512800KA|bg|21947000000TSUMSNE|sne|365520_MN|fer805762P_15_AkiR50O2100102

651812KA|bg|09820100000TSUMSNE|sne|20754000000TSUMSNE|sne|956271_MN|fer138862P_15_A6a2clS
100-774420PAN|pan|91O690039B|nekir|771180KA|bg303962P_15_A2tdiS

485231KA|bg|556410KA|bg|56350100000TSUMSNE|sne|507700_MN|fer601272P_15_ApbriC
625330KA|bg|446200KA|bg|34474000000TSUMSNE|sne|543620_MN|fer421472P_15_A1csnaM

484640KA|bg|602831KA|bg|359261KA|bg|560900_MN|fer572772P_15_A2tiR
044300CB|bg|686050KA|bg|00092000000TSUMSNE|sne|991420_MN|fer767772P_15_A1ftsC

176661100_MN|fer|076661100_MN|fer|966661100_MN|fer|855271_MN|fer481872P_15_A5nimeG
709951KA|bg|14143M|bg|96026000000TSUMSNE|sne|969800_MN|fer001972P_15_A1sgtP

793151KA|bg|223141FA|bg|85000000000TSUMSNE|sne|009610_MN|fer255972P_15_A2vaC
848320CB|bg|548331KA|bg|72378000000TSUMSNE|sne|329541_MN|fer217972P_15_A1lleR

113641KA|bg|41584L|bg|29775000000TSUMSNE|sne|803381_MN|fer829082P_15_A2noP
09687000000TSUMSNE|sne|48801100000TSUMSNE|sne|61785000000TSUMSNE|sne|154420_MN|fer334182P_15_Aa48cnU
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660274100_MX|fer|413274100_MX|fer|223209_MX|fer|608311100_MN|fer292382P_15_A01441mG
506300KA|bg|01153000000TSUMSNE|sne|769720_RN|fer|590920_MN|fer770582P_15_AltahH

615780KA|bg|381980KA|bg|47125000000TSUMSNE|sne|228271_MN|fer966582P_15_AzgiP
736500CB|bg|784010KA|bg|64070000000TSUMSNE|sne|630820_MN|fer863292P_15_A6ocmT

253380KA|bg|376700KA|bg|242010KA|bg|474520_MN|fer216392P_15_A41sprM
14241100000TSUMSNE|sne|836574100_MX|fer|832010_MN|fer|783520100_MN|fer256592P_15_A2drB

683312FA|bg|32133000000TSUMSNE|sne|42133000000TSUMSNE|sne|015110_MN|fer599692P_15_A8ccbA
087051CB|bg|926441FA|bg|73896000000TSUMSNE|sne|214110_MN|fer908103P_15_A3tilS
102701CB|bg|002701CB|bg|81273000000TSUMSNE|sne|612541_MN|fer249203P_15_Aa01lsaR

693631KA|bg|52551100000TSUMSNE|sne|30834000000TSUMSNE|sne|830450_MN|fer790303P_15_A2a3bgcS
375791KA|bg|46080100000TSUMSNE|sne|86057000000TSUMSNE|sne|028800_MN|fer793303P_15_AdpeP
722530KA|bg|27402100000TSUMSNE|sne|43753000000TSUMSNE|sne|829871_MN|fer937303P_15_A1l1pafA

91971100000TSUMSNE|sne|412461100_MN|fer|212461100_MN|fer|889181_MN|fer805503P_15_AgreR
96331100000TSUMSNE|sne|02952000000TSUMSNE|sne|64666000000TSUMSNE|sne|840450_MN|fer986603P_15_A2rocR

313781KA|bg|456400KA|bg|08504000000TSUMSNE|sne|578720_MN|fer613703P_15_A1edyS
648161KA|bg|67043000000TSUMSNE|sne|472674100_MX|fer|626910_MN|fer127703P_15_A1nlbC

100-038000PAN|pan|298571FA|bg063213P_15_A1tymkP
5365161CT|ct|10B1710339|nekir|172430KA|bg659213P_15_A

50791100000TSUMSNE|sne|20902100000TSUMSNE|sne|765071100_MN|fer|624520100_MN|fer530313P_15_A5cdpeD
34093000000TSUMSNE|sne|29208000000TSUMSNE|sne|258900_MN|fer|108730100_MN|fer023313P_15_A6dC
77302100000TSUMSNE|sne|25263000000TSUMSNE|sne|201111100_MN|fer|093910_MN|fer165313P_15_AanmL
77302100000TSUMSNE|sne|25263000000TSUMSNE|sne|201111100_MN|fer|093910_MN|fer665313P_15_AanmL

685010CB|bg|066222JA|bg|74192000000TSUMSNE|sne|119010_MN|fer646513P_15_A1sfN
916080KA|bg|546091FA|bg|17292000000TSUMSNE|sne|015910_MN|fer596713P_15_A3cprT

35381100000TSUMSNE|sne|03375000000TSUMSNE|sne|85980100000TSUMSNE|sne|344800_MN|fer155913P_15_Aa3fiK
054441KA|bg|66481000000TSUMSNE|sne|48390100000TSUMSNE|sne|699520_MN|fer678023P_15_A43mmoT

532610CB|bg|089541KA|bg|77202000000TSUMSNE|sne|914541_MN|fer279223P_15_A1cdkH
17598D|bg|508541KA|bg|487941KA|bg|125110_MN|fer842323P_15_A4cdS

074001CB|bg|922600KA|bg|72970100000TSUMSNE|sne|961820_MN|fer135323P_15_A1e17maF
783450CB|bg|694910CB|bg|778820CB|bg|824700_MN|fer217323P_15_AtgA

762400100_MX|fer|382400100_MX|fer|326084100_MX|fer|321330100_MN|fer867423P_15_A88241mG
76006000000TSUMSNE|sne|45851100000TSUMSNE|sne|211531100_MN|fer|646320_MN|fer245623P_15_A3ajanD

067171KA|bg|395171KA|bg|24036000000TSUMSNE|sne|257900_MN|fer465723P_15_A1blG
942840CB|bg|27994000000TSUMSNE|sne|01849000000TSUMSNE|sne|921900_MN|fer079723P_15_A2gcS

66401100000TSUMSNE|sne|36401100000TSUMSNE|sne|26401100000TSUMSNE|sne|939900_MN|fer004823P_15_A2spoC
058633FA|bg|224810KA|bg|39655000000TSUMSNE|sne|979820_MN|fer440033P_15_A9j2pyC

692700KA|bg|52299000000TSUMSNE|sne|00514000000TSUMSNE|sne|886920_MN|fer521033P_15_A1nxrS
92935X|bg|804561KA|bg|78250100000TSUMSNE|sne|338700_MN|fer401433P_15_AncD

414441KA|bg|52958000000TSUMSNE|sne|21160000000TSUMSNE|sne|341010_MN|fer991433P_15_A3bhpE
23188000000TSUMSNE|sne|22436000000TSUMSNE|sne|33436000000TSUMSNE|sne|561010_MN|fer902433P_15_A2ayE

7656951CT|ct|1-215750PAN|pan|21022M|bg555533P_15_A52panS
829741KA|bg|661171KA|bg|12143000000TSUMSNE|sne|467010_MN|fer161633P_15_A1b2naM

28712100000TSUMSNE|sne|98004000000TSUMSNE|sne|00829000000TSUMSNE|sne|844271_MN|fer101733P_15_A34fnR
337872JA|bg|263141CB|bg|23681000000TSUMSNE|sne|558010_MN|fer270833P_15_A4hyM
167231KA|bg|914431KA|bg|06320000000TSUMSNE|sne|185020_MN|fer344833P_15_A4ltpgnA
460500KA|bg|913761KA|bg|03085000000TSUMSNE|sne|334420_MN|fer943143P_15_ApatM

13931000000TSUMSNE|sne|82041100000TSUMSNE|sne|151741_MN|fer|038541_MN|fer610343P_15_A2tmhE
459780CB|bg|402710KA|bg|70712000000TSUMSNE|sne|306330_MN|fer053343P_15_AnmA
804900KA|bg|554820KA|bg|42225000000TSUMSNE|sne|942571_MN|fer370543P_15_A1lpasP
657191KA|bg|560212KA|bg|76050000000TSUMSNE|sne|994420_MN|fer401643P_15_AatgS

122960CB|bg|006830CB|bg|090840CB|bg|110700KA|bg376743P_15_A9jncK
7790161CT|ct|100-461210PAN|pan|01A180031C|nekir|838180KA|bg229943P_15_AkiR01A180031C

298330KA|bg|31284000000TSUMSNE|sne|65646000000TSUMSNE|sne|976871_MN|fer612253P_15_A563pfZ
250180KA|bg|66588U|bg|25933000000TSUMSNE|sne|438310_MN|fer692253P_15_A1prfS

75787000000TSUMSNE|sne|18990100000TSUMSNE|sne|40036000000TSUMSNE|sne|229610_MN|fer453453P_15_A1ts3laG
100-793700PAN|pan|10N1042364|nekir|974910KA|bg|489420CB|bg567553P_15_A

934351KA|bg|29660000000TSUMSNE|sne|453820_RN|fer|656831_MN|fer349553P_15_AdvM
956220CB|bg|853221KA|bg|75365000000TSUMSNE|sne|072361100_MN|fer540653P_15_A3paiaB

262061CB|bg|001302KA|bg|02259000000TSUMSNE|sne|197620_MN|fer165753P_15_A9wxbF
36452000000TSUMSNE|sne|804240100_MN|fer|806830100_MN|fer|406871_MN|fer638063P_15_Aa4lnxT

01M210032C|nekir|607630KA|bg|731280KA|bg|297620_MN|fer682163P_15_A5tapgA
657041KA|bg|707431KA|bg|68862000000TSUMSNE|sne|174271_MN|fer052463P_15_A5hitI
921210FA|bg|298780CB|bg|55082000000TSUMSNE|sne|760010_MN|fer259563P_15_A1tmdrT

39307X|bg|14121100000TSUMSNE|sne|79660000000TSUMSNE|sne|704800_MN|fer001763P_15_A3hitI
78602000000TSUMSNE|sne|83612100000TSUMSNE|sne|450131100_MN|fer|719310_MN|fer091173P_15_A1gttP

70791100000TSUMSNE|sne|31914000000TSUMSNE|sne|87271100000TSUMSNE|sne|599410100_MN|fer225273P_15_Ab981maF
48101100000TSUMSNE|sne|60882000000TSUMSNE|sne|68101100000TSUMSNE|sne|335541_MN|fer628273P_15_AxomS

218460CB|bg|242700KA|bg|004429_MX|fer|004489_MX|fer598273P_15_A334pfZ
094780KA|bg|82100000000TSUMSNE|sne|38780100000TSUMSNE|sne|892931_MN|fer354573P_15_Aa9tnW

405831CB|bg|755122BA|bg|24030100000TSUMSNE|sne|623900_MN|fer766573P_15_A2aecT
481930KA|bg|535022KA|bg|64959000000TSUMSNE|sne|369720_RN|fer219673P_15_A387pfZ

038350KA|bg|35463000000TSUMSNE|sne|14380100000TSUMSNE|sne|292180100_MN|fer766773P_15_A01k3paM
351700CB|bg|69276000000TSUMSNE|sne|60294000000TSUMSNE|sne|178720_MN|fer733083P_15_A3feghrA
890410KA|bg|62234000000TSUMSNE|sne|03879000000TSUMSNE|sne|354820_MN|fer793183P_15_A3dutO

254231CB|bg|865479YA|bg|71702000000TSUMSNE|sne|084700_MN|fer108183P_15_A5frA
73762000000TSUMSNE|sne|95021100000TSUMSNE|sne|183620_MN|fer|858520_MN|fer283683P_15_A5asihS
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476051CB|bg|397140KA|bg|14612000000TSUMSNE|sne|892271_MN|fer973783P_15_A3zhsT
67249000000TSUMSNE|sne|52277000000TSUMSNE|sne|033210100_MN|fer|519310_MN|fer240883P_15_A832pfZ

687552YA|bg|65086000000TSUMSNE|sne|54639000000TSUMSNE|sne|396910_MN|fer990883P_15_Aa1taB
254740KA|bg|273710KA|bg|70483000000TSUMSNE|sne|532620_MN|fer582093P_15_A6praL

086340CB|bg|17227000000TSUMSNE|sne|785361100_MN|fer|709720_MN|fer616193P_15_A1l2txgA
587761KA|bg|60591000000TSUMSNE|sne|574174100_MX|fer|175700100_MN|fer866193P_15_Ae837dtrE8D

50A1550336|nekir|820230KA|bg|11744000000TSUMSNE|sne|216520100_MN|fer585493P_15_A22xnS
15201100000TSUMSNE|sne|233011100_MN|fer|133011100_MN|fer|868110_MN|fer566493P_15_AiceP

22C0141384|nekir|181920KA|bg|768690FA|bg|186310_MN|fer523693P_15_A2nyS
308450CB|bg|136310KA|bg|75022000000TSUMSNE|sne|938281_MN|fer062893P_15_ApppT

138531KA|bg|599570KA|bg|36678D|bg|635900_MN|fer632004P_15_AeahwY
38323000000TSUMSNE|sne|20711100000TSUMSNE|sne|10711100000TSUMSNE|sne|656010_MN|fer956104P_15_AnpsS

095541CB|bg|76217000000TSUMSNE|sne|98326000000TSUMSNE|sne|805920_MN|fer989704P_15_A5fgcP
90110000000TSUMSNE|sne|13341100000TSUMSNE|sne|92341100000TSUMSNE|sne|066620_MN|fer220014P_15_A01dsfM

690670KA|bg|96292000000TSUMSNE|sne|110389_MX|fer|393910_MN|fer342614P_15_A9csoxE
63880100000TSUMSNE|sne|40785000000TSUMSNE|sne|96149000000TSUMSNE|sne|044910_MN|fer592614P_15_A2mgrI

968702KA|bg|41436000000TSUMSNE|sne|58390100000TSUMSNE|sne|674541_MN|fer793614P_15_Aa22d1cbT
88929M|bg|791061KA|bg|21930000000TSUMSNE|sne|195700_MN|fer914614P_15_ArlaC

23131100000TSUMSNE|sne|83604000000TSUMSNE|sne|992874100_MX|fer|867610_MN|fer479614P_15_A3xbP
76568M|bg|27500000000TSUMSNE|sne|355874100_MX|fer|660800_MN|fer705714P_15_A2arbaG

910841KA|bg|202921KA|bg|78417000000TSUMSNE|sne|154820_MN|fer809814P_15_A1praL
722820KA|bg|327900KA|bg|413300KA|bg|853381_MN|fer680914P_15_A1pig54ddaG

53409U|bg|529761YA|bg|96510000000TSUMSNE|sne|720800_MN|fer190324P_15_A1tolF
447541CB|bg|916231CB|bg|51903000000TSUMSNE|sne|001180100_MN|fer528324P_15_A1nroM

886831CB|bg|088989YA|bg|60847000000TSUMSNE|sne|293010_MN|fer840524P_15_A2Q-2H
900530KA|bg|725221KA|bg|90594000000TSUMSNE|sne|610371_MN|fer761524P_15_Al1taV
838951KA|bg|143051KA|bg|72083000000TSUMSNE|sne|551800_MN|fer688624P_15_A1ipG

860379_MX|fer|789279_MX|fer|314110_MN|fer|087900_MN|fer807824P_15_Ab4C
056174100_MX|fer|993010_MN|fer|593010_MN|fer|793010_MN|fer835234P_15_A22T-2H

946174100_MX|fer|056174100_MX|fer|993010_MN|fer|793010_MN|fer445234P_15_A22T-2H
199310KA|bg|19599000000TSUMSNE|sne|63304000000TSUMSNE|sne|761330100_MN|fer738334P_15_A32a22clS

84821100000TSUMSNE|sne|17806000000TSUMSNE|sne|765180100_MN|fer|851900_MN|fer989334P_15_A01kpaM
199430BA|bg|886180KA|bg|02243000000TSUMSNE|sne|133220_MN|fer101434P_15_A1dupreH
741310KA|bg|874410KA|bg|50525000000TSUMSNE|sne|807520_MN|fer720534P_15_A681memT
176340CB|bg|140920KA|bg|10575000000TSUMSNE|sne|854271_MN|fer744634P_15_A178pfZ
373810CB|bg|321720CB|bg|39970000000TSUMSNE|sne|529331_MN|fer687734P_15_A82mbR
373810CB|bg|321720CB|bg|39970000000TSUMSNE|sne|529331_MN|fer787734P_15_A82mbR

846957YB|bg|052830CB|bg|107331KA|bg|718810_MN|fer392834P_15_A1lacramS
53070100000TSUMSNE|sne|48214000000TSUMSNE|sne|407700_MN|fer|696271_MN|fer509834P_15_AldanI

202461KA|bg|01022100000TSUMSNE|sne|22413000000TSUMSNE|sne|508910_MN|fer184244P_15_A7cpanA
76977U|bg|038851KA|bg|35020000000TSUMSNE|sne|817800_MN|fer399244P_15_A1sapN

475299_MX|fer|079579_MX|fer|622374100_MX|fer|644400_RN|fer565444P_15_A5307mG
393830KA|bg|13600100000TSUMSNE|sne|56722000000TSUMSNE|sne|106271_MN|fer231644P_15_Ab2baR

121251KA|bg|859612KA|bg|62432000000TSUMSNE|sne|628171_MN|fer774644P_15_A1dndlC
522150CB|bg|930330KA|bg|557310100_MN|fer|059541100_MN|fer688644P_15_AkiR40E9040375

974780KA|bg|42113000000TSUMSNE|sne|741420100_MN|fer|304371_MN|fer974844P_15_A4a01clS
719541KA|bg|41561100000TSUMSNE|sne|04323000000TSUMSNE|sne|417120_MN|fer789844P_15_A11pbW

50F8042384|nekir|172920KA|bg|20470100000TSUMSNE|sne|98466000000TSUMSNE|sne259054P_15_AkiR30O6300111
658130CB|bg|20470100000TSUMSNE|sne|98466000000TSUMSNE|sne|038671_MN|fer559054P_15_AkiR30O6300111

516641KA|bg|409741KA|bg|08000000000TSUMSNE|sne|308110_MN|fer643154P_15_A6flK
515784FA|bg|11691000000TSUMSNE|sne|314661100_MN|fer|720820_MN|fer615154P_15_Ae016dtrE01D

043661KA|bg|755603FA|bg|41892000000TSUMSNE|sne|882720_MN|fer301454P_15_AabnaM
905551KA|bg|18821Y|bg|38152000000TSUMSNE|sne|660900_MN|fer662554P_15_A1gniR

524201100_MN|fer|424201100_MN|fer|324201100_MN|fer|576271_MN|fer236554P_15_A61xtS
044441KA|bg|93645U|bg|30574000000TSUMSNE|sne|950900_MN|fer098064P_15_A2lgR

69773000000TSUMSNE|sne|08561100000TSUMSNE|sne|48531100000TSUMSNE|sne|807331_MN|fer645264P_15_AappmG
7150951CT|ct|100-783910PAN|pan|294650FA|bg|134800_MN|fer856264P_15_A4kncK

852861100_MN|fer|752861100_MN|fer|652861100_MN|fer|508441_MN|fer060364P_15_A04memT
912110CB|bg|250500KA|bg|19963000000TSUMSNE|sne|407030_MN|fer783464P_15_A8bpsH

45892M|bg|573951KA|bg|40033000000TSUMSNE|sne|007800100_MN|fer874464P_15_Aar4lI
871820KA|bg|724940KA|bg|92181100000TSUMSNE|sne|27963000000TSUMSNE|sne741564P_15_AkiR60O1542363

187570KA|bg|36942000000TSUMSNE|sne|808671_MN|fer|592931_MN|fer232564P_15_A2dfcM
542310KA|bg|194300CB|bg|02873000000TSUMSNE|sne|752420_MN|fer285564P_15_A3dhdH

52769U|bg|079210CB|bg|956561KA|bg|058800_MN|fer173664P_15_AanptiP
763801CB|bg|63823L|bg|403510CB|bg|203451KA|bg335374P_15_AychA

03375000000TSUMSNE|sne|85980100000TSUMSNE|sne|31602100000TSUMSNE|sne|344800_MN|fer709374P_15_Aa3fiK
17898D|bg|336231KA|bg|30692000000TSUMSNE|sne|939800_MN|fer286774P_15_A21ssrP

179831KA|bg|95451M|bg|16670U|bg|99230100000TSUMSNE|sne271874P_15_A
03870100000TSUMSNE|sne|31530000000TSUMSNE|sne|486361100_MN|fer|335520_MN|fer771974P_15_ApisoN

756680KA|bg|04286000000TSUMSNE|sne|95286000000TSUMSNE|sne|247920_MN|fer825974P_15_A01cdhlK
222602KA|bg|304720CB|bg|79112000000TSUMSNE|sne|546871_MN|fer409084P_15_AhmlB
630921KA|bg|291010KA|bg|37974000000TSUMSNE|sne|272350_MN|fer117284P_15_A42rchD
881241KA|bg|224022KA|bg|95979000000TSUMSNE|sne|945541_MN|fer572584P_15_A7bacfE

438250FA|bg|666880KA|bg|52430100000TSUMSNE|sne|62430100000TSUMSNE|sne124584P_15_A
1-428711PAN|pan|42D710035A|nekir|507040KA|bg|77010100000TSUMSNE|sne794684P_15_A

644741KA|bg|45250100000TSUMSNE|sne|95293000000TSUMSNE|sne|362330100_MN|fer121884P_15_A2pagA
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65461100000TSUMSNE|sne|54181000000TSUMSNE|sne|845361100_MN|fer|281110_MN|fer829884P_15_A3htyC
562309_MX|fer|487011100_MN|fer|346180100_MN|fer|727110_MN|fer070094P_15_Ac3rlX

74650100000TSUMSNE|sne|39318000000TSUMSNE|sne|76565000000TSUMSNE|sne|424351_MN|fer841094P_15_A4phpN
670071KA|bg|791540KA|bg|20852000000TSUMSNE|sne|925520_MN|fer883094P_15_A8tduN

737640KA|bg|862020KA|bg|623420_RN|fer|523420_RN|fer392494P_15_AkiR11F4200319
758161KA|bg|811810KA|bg|32182000000TSUMSNE|sne|870800_MN|fer264594P_15_A2daG

826441FA|bg|77076D|bg|76933000000TSUMSNE|sne|408871_MN|fer965694P_15_A2tilS
846702_MN|fer|093010_MN|fer|083010_MN|fer|193010_MN|fer799694P_15_A01Q-2H

19875M|bg|218641KA|bg|03252000000TSUMSNE|sne|484310_MN|fer589794P_15_A2C
947280KA|bg|446163FA|bg|44895000000TSUMSNE|sne|560820_MN|fer304894P_15_A3ypnC
872171KA|bg|165610KA|bg|54813000000TSUMSNE|sne|967810_MN|fer136894P_15_A5anfD

516961KA|bg|55726000000TSUMSNE|sne|974071100_MN|fer|173620_MN|fer749894P_15_A1rc21hoL
580902KA|bg|283312FA|bg|59703000000TSUMSNE|sne|358310_MN|fer313005P_15_A2fcbA

12J0142384|nekir|572920KA|bg|68387000000TSUMSNE|sne|994571_MN|fer228305P_15_A6krtilS
78780100000TSUMSNE|sne|47361100000TSUMSNE|sne|48780100000TSUMSNE|sne|530620_MN|fer052605P_15_A55lprM

400400KA|bg|53000100000TSUMSNE|sne|30815000000TSUMSNE|sne|613620_MN|fer653605P_15_A1b3hdlA
010731KA|bg|257540KA|bg|965250KA|bg|003820_RN|fer432705P_15_AkiR61P6240335

18989000000TSUMSNE|sne|29092000000TSUMSNE|sne|95880100000TSUMSNE|sne|067541_MN|fer322905P_15_A1pagfrA
055770KA|bg|030031CB|bg|661791KA|bg|392330100_MN|fer966905P_15_A1l1paU

563120CB|bg|185300KA|bg|99513000000TSUMSNE|sne|690920_MN|fer227015P_15_AkiR30J8000111
39326U|bg|129310KA|bg|11090100000TSUMSNE|sne|55090100000TSUMSNE|sne419015P_15_A

95902100000TSUMSNE|sne|94191100000TSUMSNE|sne|08980100000TSUMSNE|sne|11090100000TSUMSNE|sne619015P_15_A
231861KA|bg|09003000000TSUMSNE|sne|44470100000TSUMSNE|sne|525800_MN|fer270215P_15_AdalA

651200CB|bg|518461KA|bg|05933000000TSUMSNE|sne|042420_MN|fer580315P_15_A4sniG
9946951CT|ct|1-518801PAN|pan|69591U|bg027315P_15_Ac2nkdC

73650100000TSUMSNE|sne|20903000000TSUMSNE|sne|83650100000TSUMSNE|sne|405720_MN|fer931415P_15_A61mdrP
31I0400051|nekir|987810KA|bg600615P_15_A2krtN

410250CB|bg|606900KA|bg|987810KA|bg|547800_MN|fer210615P_15_A2krtN
596400KA|bg|030090KA|bg|44643000000TSUMSNE|sne|988720_MN|fer263615P_15_A11spV

91351100000TSUMSNE|sne|71351100000TSUMSNE|sne|31351100000TSUMSNE|sne|761620_MN|fer403125P_15_A31lhlK
059780KA|bg|263380KA|bg|06670U|bg|16670U|bg648201P_25_A

603241KA|bg|25290100000TSUMSNE|sne|59088000000TSUMSNE|sne|976800_MN|fer660301P_25_A3aocN
42D4040346|nekir|951230KA|bg2665301P_25_A

894210KA|bg|27090100000TSUMSNE|sne|42373000000TSUMSNE|sne|345110_MN|fer85401P_25_Aa1pkS
05880100000TSUMSNE|sne|766861100_MN|fer|866861100_MN|fer|243620_MN|fer007401P_25_A2a411maF

476230KA|bg|011871KA|bg|92704000000TSUMSNE|sne|039110_MN|fer510501P_25_A7nclC
186341KA|bg|41701100000TSUMSNE|sne|51595000000TSUMSNE|sne|211800_MN|fer3701P_25_A2idG

81L7150346|nekir|303230KA|bg|85051100000TSUMSNE|sne|95051100000TSUMSNE|sne8434801P_25_A
02C1450375|nekir|739331KA|bg|73377000000TSUMSNE|sne|375010_MN|fer3282901P_25_A1xrI

3199771CT|ct|654941FB|bg1843311P_25_A
48186Z|bg|720061KA|bg|19043000000TSUMSNE|sne|052110_MN|fer523711P_25_A2lbR

298498YA|bg|082450KA|bg|75967000000TSUMSNE|sne|151271_MN|fer371421P_25_A8chhdZ
629171KA|bg|781412KA|bg|29775000000TSUMSNE|sne|803381_MN|fer550621P_25_A2noP

619400KA|bg|96291100000TSUMSNE|sne|07442000000TSUMSNE|sne|176520_MN|fer159821P_25_A2dofgO
1-955780PAN|pan|51J400030E|nekir|948680KA|bg|081220CB|bg279031P_25_A1tnlag4B

405319_MX|fer273131P_25_A809336COL
83558000000TSUMSNE|sne|63558000000TSUMSNE|sne|44804000000TSUMSNE|sne|336541_MN|fer3331P_25_A72drknA

380580CB|bg|203970KA|bg|67122000000TSUMSNE|sne|552800_MN|fer173731P_25_ArcgmH
792020KA|bg|030440KA|bg|34203000000TSUMSNE|sne|341871_MN|fer873731P_25_A2aakrP

149630KA|bg|982740KA|bg|792080CB|bg|771774100_MX|fer244731P_25_A
152619_MX|fer|852026_MX|fer|391774100_MX|fer|569300_RN|fer630831P_25_A35601mG

450400KA|bg|88160100000TSUMSNE|sne|92162000000TSUMSNE|sne|922420_MN|fer451241P_25_A2tycP
969431KA|bg|350090KA|bg|475561KA|bg|311130KA|bg732541P_25_Aya1fiE

100-784110PAN|pan|80A0410339|nekir|700430KA|bg|436330100_MN|fer62541P_25_Ab11gyZ
90315000000TSUMSNE|sne|25718000000TSUMSNE|sne|854351_MN|fer|751351_MN|fer059051P_25_A3mflO

50A7140182|nekir|790310KA|bg|607174100_MX|fer|421320_MN|fer331251P_25_A8Q-2H
29350100000TSUMSNE|sne|65524000000TSUMSNE|sne|464909_MX|fer|645920_MN|fer674251P_25_A2pwP

43977000000TSUMSNE|sne|55363000000TSUMSNE|sne|33367000000TSUMSNE|sne|214351_MN|fer007351P_25_A2bdlhP
1-904321PAN|pan|40J701036F|nekir|745071KA|bg017451P_25_A2nseS

01460100000TSUMSNE|sne|21979000000TSUMSNE|sne|477161100_MN|fer|671900_MN|fer296551P_25_A3lag3tS
674610KA|bg|81201100000TSUMSNE|sne|10882000000TSUMSNE|sne|146720_MN|fer567651P_25_A1fepS

630351KA|bg|106700KA|bg|659551KA|bg|373110_MN|fer282851P_25_A4canlag6tS
882020CB|bg|38541100000TSUMSNE|sne|44959000000TSUMSNE|sne|283180100_MN|fer159951P_25_A777pfZ

648441KA|bg|091161KA|bg|32888000000TSUMSNE|sne|161110_MN|fer944861P_25_A11kpaM
621434NF|bg|097850CB|bg|07321100000TSUMSNE|sne|015271_MN|fer425861P_25_A4dsfM

1-696601PAN|pan|338253DC|bg|606475AC|bg|82721100000TSUMSNE|sne354371P_25_A
651710CB|bg|04943000000TSUMSNE|sne|31689000000TSUMSNE|sne|739441_MN|fer584371P_25_A3psU

94302100000TSUMSNE|sne|62402100000TSUMSNE|sne|90690100000TSUMSNE|sne|142010_MN|fer313471P_25_ApitkA
180171FA|bg|559600CB|bg|88754000000TSUMSNE|sne|087674100_MX|fer832971P_25_Ayfa2H

8687061CT|ct|1-765380PAN|pan|31E030039B|nekir|361740KA|bg953081P_25_AkiR22O3540308
013623FA|bg|552770KA|bg|65835000000TSUMSNE|sne|241350_MN|fer147081P_25_A71bhdcP

100-999390PAN|pan833981P_25_A
9193061CT|ct|1-171570PAN|pan|32I3440356|nekir|096230KA|bg708091P_25_Aa29maF

80M803034K|nekir|087851KA|bg|26977000000TSUMSNE|sne|994041_MX|fer580291P_25_A2gncK
1-580301PAN|pan|1-206411PAN|pan|164980CB|bg|363300_RN|fer601291P_25_A8456mG

42E530039A|nekir|117440KA|bg|383431100_MN|fer|483431100_MN|fer982491P_25_A1cesqI
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840198_MX|fer|938774100_MX|fer|229574100_MX|fer|393571_MN|fer532591P_25_AkiR10G5550394
058474100_MX|fer|582274100_MX|fer|805329_MX|fer|103209_MX|fer279691P_25_A8795mG

60302100000TSUMSNE|sne|67081100000TSUMSNE|sne|326871_MN|fer|166770100_MN|fer992991P_25_ApcgrU
781120KA|bg|95578000000TSUMSNE|sne|97320000000TSUMSNE|sne|124910_MN|fer447402P_25_A023dC

954051KA|bg|809300KA|bg|58523000000TSUMSNE|sne|093520_MN|fer294602P_25_A4poP
04575000000TSUMSNE|sne|08821100000TSUMSNE|sne|94797000000TSUMSNE|sne|750620_MN|fer267602P_25_A224pfZ
26271100000TSUMSNE|sne|32013000000TSUMSNE|sne|33541100000TSUMSNE|sne|602900_MN|fer445802P_25_Apa1a4clS

042110KA|bg|987010KA|bg|04105000000TSUMSNE|sne|519520_MN|fer484902P_25_A88memT
781530KA|bg|58469000000TSUMSNE|sne|807030_RN|fer|824820_RN|fer633212P_25_AkiR02F1340286

7156951CT|ct|100-116910PAN|pan|476140CB|bg630312P_25_A9luC
22E5241305|nekir|341710KA|bg294712P_25_AkiR22E5241305

004774100_MX|fer|748574100_MX|fer|006574100_MX|fer|531771_MN|fer039812P_25_AkiR02K030038D
565021CB|bg|775521CB|bg|77603000000TSUMSNE|sne|396610_MN|fer577222P_25_A6k3paM
1-290101PAN|pan|1-256201PAN|pan|162653_MX|fer|138774100_MX|fer358322P_25_A5615mG

0148761CT|ct|100-065710PAN|pan|31A1020162|nekir|558110KA|bg073522P_25_AkiR31A1020162
660276YA|bg|397300KA|bg|735400KA|bg|751440KA|bg888522P_25_AkiR02N8100111

01E0940375|nekir|51N901032A|nekir|617710KA|bg|222930KA|bg983822P_25_Aa02gmH
650630KA|bg|46646000000TSUMSNE|sne|97646000000TSUMSNE|sne|905541_MN|fer286442P_25_AkiR22G5340345

98680100000TSUMSNE|sne|10370000000TSUMSNE|sne|641809_MX|fer|536990100_MN|fer359742P_25_A3hyM
1-631311PAN|pan|1-593201PAN|pan|770460CB|bg|349189_MX|fer382942P_25_A9497mG

458322JA|bg|761010KA|bg|12080000000TSUMSNE|sne|045110_MN|fer337942P_25_ApacT
722741KA|bg|394130KA|bg|89096000000TSUMSNE|sne|366461100_MN|fer919752P_25_AkiR60H1000389

121060CB|bg|10473000000TSUMSNE|sne|00688000000TSUMSNE|sne|476271_MN|fer852952P_25_A02fhP
522390BA|bg|926150KA|bg|77058000000TSUMSNE|sne|884700_MN|fer696062P_25_A2tnrA
990781FA|bg|035700KA|bg|47023000000TSUMSNE|sne|394320_MN|fer0172P_25_A5lmC

1661361CT|ct|1-829301PAN|pan|61J020028C|nekir|865050KA|bg423572P_25_A93mbR
768010KA|bg|761271KA|bg|95434000000TSUMSNE|sne|702571_MN|fer525672P_25_A9drknA
761271KA|bg|768010KA|bg|95434000000TSUMSNE|sne|702571_MN|fer925672P_25_A9drknA

17190100000TSUMSNE|sne|06092000000TSUMSNE|sne|07190100000TSUMSNE|sne|137510_MN|fer048672P_25_Aa9ptA
70141100000TSUMSNE|sne|47378000000TSUMSNE|sne|71779000000TSUMSNE|sne|087110_MN|fer502772P_25_A32madA

2953261CT|ct|100-836121PAN|pan|02A520031C|nekir|905180KA|bg493772P_25_AblgaD
582974100_MX|fer|852026_MX|fer|849719_MX|fer|305800_MN|fer295772P_25_A2spR

59641100000TSUMSNE|sne|14497000000TSUMSNE|sne|850181_MN|fer|877910_MN|fer156972P_25_A02btbZ
10I810030D|nekir|277050KA|bg957972P_25_A1glG

1-102321PAN|pan128082P_25_A
159300CB|bg|386110KA|bg|77372000000TSUMSNE|sne|815010_MN|fer207182P_25_A5pbfgI

100-095500PAN|pan|51N040036A|nekir|038140KA|bg421582P_25_A1ficP
31C703031E|nekir|193094WA|bg|557350KA|bg|886771_MN|fer884682P_25_Ajfa2H

1-687421PAN|pan|30M623032B|nekir|259540KA|bg|520950CB|bg473092P_25_AkiR91L1100182
660161KA|bg|52299000000TSUMSNE|sne|00514000000TSUMSNE|sne|886920_MN|fer230792P_25_A1nxrS

02121100000TSUMSNE|sne|02826000000TSUMSNE|sne|879180100_MN|fer|666900_MN|fer152792P_25_AxlemA
842400KA|bg|11994000000TSUMSNE|sne|459026_MX|fer|566110_MN|fer137792P_25_Ai2ebU

1-795150PAN|pan|61M2046253|nekir|813746IA|bg|313820KA|bg132992P_25_A3a52clS
855330KA|bg|01666000000TSUMSNE|sne|653361100_MN|fer|893571_MN|fer35992P_25_AkiR12L8140356

934900KA|bg|156900KA|bg|329542JA|bg|973710_MN|fer161303P_25_A8abuT
100-382490PAN|pan|32H990034A|nekir|264040KA|bg056303P_25_A1rpceT

37178000000TSUMSNE|sne|66987000000TSUMSNE|sne|293010_MN|fer|083010_MN|fer972313P_25_A1D-2H
1-419860PAN|pan|1-379070PAN|pan075313P_25_A

1-783030PAN|pan030513P_25_A
051400KA|bg|273200KA|bg|635510_RN|fer|349720_RN|fer41813P_25_AkiR21B8300111

654931KA|bg|156361KA|bg|66077000000TSUMSNE|sne|588100100_MN|fer513323P_25_Aa151memT
0797951CT|ct|100-533200PAN|pan|32M601034A|nekir|565040KA|bg38623P_25_A2cfcH

890371KA|bg|71110100000TSUMSNE|sne|49957000000TSUMSNE|sne|488810_MN|fer671723P_25_A3nrzdP
97599000000TSUMSNE|sne|37608000000TSUMSNE|sne|81819000000TSUMSNE|sne|256771_MN|fer053823P_25_A3ryR

31531100000TSUMSNE|sne|21531100000TSUMSNE|sne|58679000000TSUMSNE|sne|972111100_MN|fer528823P_25_A1yfdW
058474100_MX|fer|582274100_MX|fer|853499_MX|fer|182589_MX|fer799033P_25_A5228mG

618710KA|bg|281900KA|bg|807030_RN|fer|824820_RN|fer980533P_25_AkiR02F1340286
22O240033A|nekir|633933BB|bg|940630KA|bg|395970KA|bg171633P_25_A2arbaG

1-958920PAN|pan|1-085860PAN|pan315633P_25_A
87417X|bg631043P_25_A01a4pyC

050637IB|bg|165707YB|bg|705700KA|bg|978180KA|bg807143P_25_A
616570CB|bg|860430CB|bg|55365000000TSUMSNE|sne|589100100_MN|fer671743P_25_Al8taN

1300861CT|ct|6117761CT|ct|1-713730PAN|pan084553P_25_A
614720CB|bg|478550CB|bg|727461100_MN|fer|217420100_MN|fer157553P_25_A

289171CB|bg|779171CB|bg|95721000000TSUMSNE|sne|909261100_MN|fer269753P_25_A58000anrcN
80M550035A|nekir|489040KA|bg|188720_MN|fer|546361100_MN|fer803063P_25_A3lpbsO

896602KA|bg|89481100000TSUMSNE|sne|36402000000TSUMSNE|sne|900431_MN|fer674263P_25_AnlcN
11M4060346|nekir|105930KA|bg|647361KA|bg|585230KA|bg505563P_25_AkiR11M4060346

93497000000TSUMSNE|sne|50480100000TSUMSNE|sne|40480100000TSUMSNE|sne|201771_MN|fer336563P_25_A19memT
498461KA|bg|907700KA|bg|22150000000TSUMSNE|sne|324620_MN|fer197763P_25_A1irM

022060CB|bg|732950CB|bg|556340CB|bg|355910_MN|fer230273P_25_A12xdD
0062851CT|ct|307173EB|bg|111450CB|bg|92276000000TSUMSNE|sne675773P_25_A3s1pA

1-508030PAN|pan|1-908030PAN|pan505973P_25_A
218441KA|bg|291280KA|bg|02277000000TSUMSNE|sne|741541_MN|fer052083P_25_A6pbptG

32334000000TSUMSNE|sne|018084100_MX|fer|286974100_MX|fer|331030_MN|fer064083P_25_A1dbrS
30N0500132|nekir|50D6200132|nekir|419900KA|bg|205900KA|bg900183P_25_A1aiT



I. Arisi et al. / Data Mining of mRNA Biomarkers for AD Model 67

Supplementary Table 2
(Continued)

7079261CT|ct|9477671CT|ct|71H543032B|nekir|351640KA|bg71383P_25_A5taN
387080KA|bg|170480KA|bg|74609000000TSUMSNE|sne|95169000000TSUMSNE|sne570683P_25_A4792mG

116750CB|bg|628130KA|bg|416540KA|bg|085510_RN|fer423983P_25_Ato2xoS
68885000000TSUMSNE|sne|922474100_MX|fer|695474100_MX|fer|611920_MN|fer844493P_25_A11dbtbK

1-528270PAN|pan|42L330038F|nekir|380460CB|bg|658980KA|bg810893P_25_A7agloG
533541CB|bg|66203000000TSUMSNE|sne|12460100000TSUMSNE|sne|773710_MN|fer099993P_25_A2tlag4B

781331KA|bg|562040KA|bg|896570CB|bg|42028000000TSUMSNE|sne188204P_25_A5ppM
51M790032C|nekir|780940KA|bg|925830KA|bg|768900_MN|fer798204P_25_A4hdC

794661KA|bg|782841KA|bg|930400KA|bg|992520_MN|fer541704P_25_Aa4lnxT
918820KA|bg|348430CB|bg|64459000000TSUMSNE|sne|845311100_MN|fer082704P_25_A5lstmadA

10741100000TSUMSNE|sne|89641100000TSUMSNE|sne|80842000000TSUMSNE|sne|437320_MN|fer657314P_25_A61iP
1-823101PAN|pan56814P_25_A

09620100000TSUMSNE|sne|41979000000TSUMSNE|sne|89261100000TSUMSNE|sne|937520_MN|fer437814P_25_A022fnR
12F310038F|nekir|51E8040182|nekir|540310KA|bg|142651KA|bg714124P_25_A63spV
20B212034B|nekir|42I4440385|nekir|826640KA|bg|221431KA|bg749124P_25_A1sstM
1-693611PAN|pan|80H8550346|nekir|612730CB|bg|074230KA|bg602424P_25_A4mtrrL

636431KA|bg|223180KA|bg|067680CB|bg|807030_RN|fer436524P_25_A051745COL
567241KA|bg|443750CB|bg|57746000000TSUMSNE|sne|526900_MN|fer766524P_25_A1paycdA

61C8040348|nekir|533810CB|bg|991150CB|bg|393810KA|bg506624P_25_A2a51clS
19286000000TSUMSNE|sne|47765000000TSUMSNE|sne|97204000000TSUMSNE|sne|193010_MN|fer453824P_25_A01Q-2H

82599000000TSUMSNE|sne|23612100000TSUMSNE|sne|978674100_MX|fer|326330_MN|fer439034P_25_A1d1nucD
1-108111PAN|pan|1-896111PAN|pan|100-347790PAN|pan|100-136790PAN|pan054334P_25_A

39722000000TSUMSNE|sne|48411100000TSUMSNE|sne|374580100_MN|fer|091320_MN|fer945434P_25_A1nicA
22903000000TSUMSNE|sne|87130100000TSUMSNE|sne|970930100_MN|fer|068800_MN|fer480834P_25_AzckrP

8428461CT|ct|1-359501PAN|pan100934P_25_A
100-127001PAN|pan|10D8243394|nekir|369610KA|bg|61322000000TSUMSNE|sne430044P_25_A2cdyD

169050KA|bg|588110KA|bg|542530KA|bg|98666000000TSUMSNE|sne927044P_25_A
32470100000TSUMSNE|sne|12470100000TSUMSNE|sne|939261100_MN|fer|135620_MN|fer507344P_25_AneA

1-755211PAN|pan|1-284030PAN|pan409344P_25_A
972921KA|bg|336310KA|bg|40814000000TSUMSNE|sne|901180100_MN|fer474544P_25_A2ktmL

332731KA|bg|545151KA|bg|59703000000TSUMSNE|sne|358310_MN|fer828544P_25_A2fcbA
61P6240335|nekir|22B130038I|nekir|805151KA|bg|219910KA|bg014654P_25_AkiR61P6240335

748451KA|bg|125820KA|bg|43943000000TSUMSNE|sne|385771_MN|fer057654P_25_Ab1hpA
931742FA|bg|01201000000TSUMSNE|sne|29058000000TSUMSNE|sne|362020_MN|fer888754P_25_A2d2ancaC

605091KA|bg|15977000000TSUMSNE|sne|326790100_MN|fer|226271_MN|fer769754P_25_A1frerT
33857000000TSUMSNE|sne|73331100000TSUMSNE|sne|53331100000TSUMSNE|sne|870641_MN|fer057954P_25_A2rbU

932390BA|bg|263030CB|bg|58266000000TSUMSNE|sne|991571_MN|fer224064P_25_Aa21apsH
115110CB|bg|594551KA|bg|20962000000TSUMSNE|sne|659831_MN|fer307064P_25_A3fssaR

80E3041223|nekir|741231KA|bg|75246000000TSUMSNE|sne|890361100_MN|fer860864P_25_AhhcT
905820CB|bg|071010KA|bg|76390100000TSUMSNE|sne|414110_MN|fer423274P_25_AiplS
142331YA|bg|441661KA|bg|52550100000TSUMSNE|sne|302620_MN|fer206674P_25_A1ihA

1-504980PAN|pan|61H7450346|nekir|792515XB|bg|952870KA|bg064874P_25_A2dhdmA
0065851CT|ct|1-028421PAN|pan|50H020031C|nekir|498740KA|bg935974P_25_AtiC

90J3042224|nekir|588885BC|bg|995071KA|bg|032670KA|bg360284P_25_Aa2arT
37052000000TSUMSNE|sne|98008000000TSUMSNE|sne|27851100000TSUMSNE|sne|204920_MN|fer445384P_25_A2luC

047700KA|bg|143900KA|bg|10760000000TSUMSNE|sne|938820_MN|fer163884P_25_A011memT
712371KA|bg|829160CB|bg|95219000000TSUMSNE|sne|168271_MN|fer030394P_25_A41a7clS

92261100000TSUMSNE|sne|03261100000TSUMSNE|sne|71283000000TSUMSNE|sne|417030_MN|fer354594P_25_A3xtD
30005000000TSUMSNE|sne|684820_RN|fer|784820_RN|fer|000891_MN|fer304694P_25_AkiR22O1000071

1-708060PAN|pan|1-600170PAN|pan|300-410000PAN|pan|1-781030PAN|pan305794P_25_A
1-761111PAN|pan|533911CB|bg|25747000000TSUMSNE|sne|381871_MN|fer802894P_25_Aka2h1tsiH

00611100000TSUMSNE|sne|30611100000TSUMSNE|sne|515861100_MN|fer|978320_MN|fer884705P_25_A1pirgpR
788084100_MX|fer|456619_MX|fer|467719_MX|fer|420541_MX|fer301805P_25_A8694mG

11J880031A|nekir|31D640034A|nekir|720040KA|bg|032830KA|bg260015P_25_AkiR31D640034A
049941KA|bg|822361KA|bg|43564000000TSUMSNE|sne|693541_MN|fer177015P_25_A3lbT
665030KA|bg|765580KA|bg|44332000000TSUMSNE|sne|657820_MN|fer89115P_25_A5a53clS

476086BB|bg|543741KA|bg|680940CB|bg|928900_MN|fer193415P_25_A2dncC
325800_MN|fer|149602_MN|fer|249602_MN|fer|543302_MN|fer387915P_25_AktL

63090100000TSUMSNE|sne|11090100000TSUMSNE|sne|57980100000TSUMSNE|sne|32980100000TSUMSNE|sne924025P_25_A
7654771CT|ct|558950CB|bg|222371KA|bg|976461100_MN|fer139725P_25_A8onA

890350CB|bg|961630KA|bg|21765000000TSUMSNE|sne|921350_MN|fer591925P_25_A4bhdcP
073330BA|bg|98220000000TSUMSNE|sne|07466000000TSUMSNE|sne|327610_MN|fer050735P_25_A3lhcU

361580CB|bg|880660CB|bg|25355000000TSUMSNE|sne|302420_MN|fer258735P_25_Ab021maF
8015261CT|ct|1-566770PAN|pan|21I100034E|nekir|859780KA|bg454935P_25_A

764540KA|bg|83911100000TSUMSNE|sne|30364000000TSUMSNE|sne|786771_MN|fer072145P_25_A2lberC
100-258810PAN|pan|1-611170PAN|pan079245P_25_A

454640CB|bg|09973000000TSUMSNE|sne|53711100000TSUMSNE|sne|006271_MN|fer52345P_25_AkiR02H6540276
100-145590PAN|pan034345P_25_A

1-919860PAN|pan|1-658101PAN|pan|554687AC|bg174345P_25_A03lpR
957030KA|bg|116630KA|bg|13392000000TSUMSNE|sne|277800_MN|fer266745P_25_A1yr2P
334800KA|bg|082880KA|bg|29250000000TSUMSNE|sne|365110_MN|fer430055P_25_A2xdrP

125200JA|bg|04681000000TSUMSNE|sne|14681000000TSUMSNE|sne|545930100_MN|fer630255P_25_A2hyM
1-563430PAN|pan|51D8140307|nekir|485531KA|bg|087610_MN|fer098355P_25_A3bgtI

863640KA|bg|430951KA|bg|591230KA|bg|378310_MN|fer676265P_25_A1a4tluS
783041KA|bg|507410CB|bg|30357000000TSUMSNE|sne|518441_MN|fer972565P_25_A5rceC

1-708060PAN|pan|1-600170PAN|pan025865P_25_A
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09630X|bg|32800V|bg|737492JA|bg|62430100000TSUMSNE|sne914175P_25_A
58937X|bg|171230KA|bg|45730000000TSUMSNE|sne|685700_MN|fer087175P_25_A2blaC

240161YA|bg|176602KA|bg|74833000000TSUMSNE|sne|297620_MN|fer744275P_25_A5tapgA
100-301790PAN|pan|194289_MX|fer|488300100_MX|fer866575P_25_A7839mG

1-307201PAN|pan|556680CB|bg|23157000000TSUMSNE|sne|024800100_MN|fer917575P_25_A21hdC
1-429720PAN|pan|722953BA|bg28575P_25_A743745GE

594874100_MX|fer|058574100_MX|fer|665274100_MX|fer|966071_MN|fer910775P_25_Aa51spR
900530KA|bg|725221KA|bg|90594000000TSUMSNE|sne|610371_MN|fer335775P_25_Al1taV

30781100000TSUMSNE|sne|31771100000TSUMSNE|sne|37140000000TSUMSNE|sne|076520_MN|fer125875P_25_AkiR01B3040375
969051CB|bg|169051CB|bg|50799000000TSUMSNE|sne|494431100_MN|fer114975P_25_Ac55maF

086541KA|bg|666400CB|bg|35270000000TSUMSNE|sne|398010_MN|fer42585P_25_A1ueN
49800000000TSUMSNE|sne|40790100000TSUMSNE|sne|54130100000TSUMSNE|sne|198700_MN|fer116785P_25_A1f2E

9189951CT|ct|1-549730PAN|pan|539490CB|bg|119250CB|bg719885P_25_AkiR91D5100122
100-844690PAN|pan|681409_MX|fer|279788_MX|fer|149100100_MX|fer841985P_25_A6346mG

867550CB|bg|00005D|bg|01146000000TSUMSNE|sne|960010_MN|fer193985P_25_Aa2coD
103951KA|bg|882371KA|bg|630750CB|bg|731571_MN|fer532095P_25_A2sraV

692700KA|bg|52299000000TSUMSNE|sne|00514000000TSUMSNE|sne|886920_MN|fer002395P_25_A1nxrS
4638361CT|ct|371920CB|bg735595P_25_A74lprM

1833161CT|ct|01N930033E|nekir|645450KA|bg753695P_25_A
84697000000TSUMSNE|sne|965531100_MN|fer|865531100_MN|fer|765531100_MN|fer436895P_25_AkiR70I7000911

730371KA|bg|769920KA|bg|88924000000TSUMSNE|sne|995271_MN|fer550995P_25_Ae634dtrE41D
281110CB|bg|531141KA|bg|30720100000TSUMSNE|sne|857110_MN|fer535006P_25_A93pfZ

1-145650PAN|pan057006P_25_A
727461100_MN|fer|039920100_MN|fer|393571_MN|fer|217420100_MN|fer045306P_25_A

229840CB|bg|432740KA|bg|27107000000TSUMSNE|sne|065420100_MN|fer231806P_25_A23xnS
67942000000TSUMSNE|sne|157361100_MN|fer|057361100_MN|fer|141720_MN|fer814316P_25_A3bspS

446341KA|bg|736110KA|bg|09071000000TSUMSNE|sne|800720_MN|fer85716P_25_A5dtcK
1-018850PAN|pan|1-774920PAN|pan791226P_25_A

4906171CT|ct|1-743411PAN|pan700526P_25_A
571131KA|bg|150230KA|bg|13192000000TSUMSNE|sne|687441_MN|fer085826P_25_A7tgG

1-823060PAN|pan|640250CB|bg|50908000000TSUMSNE|sne|771381_MN|fer106236P_25_A118pfZ
100461KA|bg|480651KA|bg|81463000000TSUMSNE|sne|203330100_MN|fer34336P_25_A921mG

589491KA|bg|65086000000TSUMSNE|sne|54639000000TSUMSNE|sne|396910_MN|fer677536P_25_Aa1taB
353820KA|bg|04834000000TSUMSNE|sne|72209000000TSUMSNE|sne|606271_MN|fer493636P_25_A6hcraM

91L7900349|nekir|983461KA|bg|781530KA|bg|371219_MX|fer251046P_25_A786636COL
83741100000TSUMSNE|sne|06920100000TSUMSNE|sne|05082000000TSUMSNE|sne|484110_MN|fer402046P_25_AmatS

70I5300181|nekir|964620CB|bg|701930KA|bg|620910KA|bg012446P_25_A9luC
851451KA|bg|971741KA|bg|01946000000TSUMSNE|sne|994110_MN|fer973056P_25_ApartS

581871_MN|fer|481871_MN|fer|956571_MN|fer|281871_MN|fer532156P_25_Aia2h1tsiH
100-336390PAN|pan|30E0440348|nekir|084810KA|bg|746910_MN|fer739356P_25_A12lpR

642060CB|bg|953231KA|bg|53323000000TSUMSNE|sne|624910_MN|fer669356P_25_Api7ftA
315001CB|bg|881670KA|bg|738600JA|bg|072300_RN|fer170166P_25_A3ghnS

578591YA|bg|833010BA|bg|23193000000TSUMSNE|sne|360351_MN|fer916466P_25_A274pfZ
089512KA|bg|38843000000TSUMSNE|sne|641820_RN|fer|249620_MN|fer193376P_25_A1lmotS

1-233950PAN|pan|1-449750PAN|pan|1-387170PAN|pan788576P_25_A
63790100000TSUMSNE|sne|83790100000TSUMSNE|sne|438709_MX|fer|781720_MN|fer801676P_25_Aa2hesanR

32K370038A|nekir|30E840037C|nekir|934050KA|bg|376080KA|bg73676P_25_Ad5cS
953150KA|bg|707951KA|bg|804940KA|bg|576571_MN|fer502976P_25_AkiR32M1740394

37879000000TSUMSNE|sne|15060100000TSUMSNE|sne|20625000000TSUMSNE|sne|981330100_MN|fer57186P_25_A08077C
09157000000TSUMSNE|sne|807030_RN|fer|824820_RN|fer|668900_MN|fer641386P_25_A11hdC

97203000000TSUMSNE|sne|458174100_MX|fer|769541100_MN|fer|920571_MN|fer827386P_25_Ac4gtA
5151161CT|ct|81C200030C|nekir|616740KA|bg178096P_25_A

0884561CT|ct|1-113090PAN|pan|30L6100051|nekir|277810KA|bg517896P_25_AkiR30L6100051
967431KA|bg|26259000000TSUMSNE|sne|757874100_MX|fer|241111100_MN|fer247437P_25_A88mG

626770KA|bg|415970KA|bg|60465000000TSUMSNE|sne|115571_MN|fer57437P_25_Aa87maF
22N3600359|nekir|234608GB|bg|042731KA|bg|204910_MN|fer503347P_25_A1npbaP

1-136421PAN|pan|30E880031A|nekir|722830KA|bg|79807000000TSUMSNE|sne42547P_25_A
1-600380PAN|pan|31G910031B|nekir|510540KA|bg|66701100000TSUMSNE|sne474557P_25_A
500-410000PAN|pan|85417000000TSUMSNE|sne|805329_MX|fer|103209_MX|fer69167P_25_A8795mG

651631KA|bg|90970100000TSUMSNE|sne|49729000000TSUMSNE|sne|340450_MN|fer128087P_25_A2isM
001770KA|bg|020750CB|bg|35924000000TSUMSNE|sne|607720_MN|fer76508P_25_AsabN

1-091870PAN|pan|41A1310339|nekir|179330KA|bg188018P_25_A
02E700037A|nekir|91O920036A|nekir|511361KA|bg|486140KA|bg653918P_25_A

21G220030E|nekir|321235BB|bg|140780KA|bg|049791_MN|fer179158P_25_A2fpiW
4140951CT|ct|1-996380PAN|pan|90J950039B|nekir|914740KA|bg895578P_25_A

263322JA|bg|30820100000TSUMSNE|sne|398679_MX|fer|827080_MN|fer33088P_25_A7hyM
8466161CT|ct|1-155280PAN|pan|80D790037A|nekir|854340KA|bg029388P_25_A

42L860030D|nekir|090150KA|bg|88235000000TSUMSNE|sne|929080100_MN|fer577198P_25_Al2rdC
668141VA|bg563719P_25_A

71B900039B|nekir|189640KA|bg024329P_25_A
1225861CT|ct|1-926730PAN|pan|982381_MN|fer49259P_25_Al1grecT

9841061CT|ct|21L0440345|nekir|714710KA|bg404269P_25_AkiR21L0440345
1-051560PAN|pan28099P_25_A

0944799P_25_A



I. Arisi et al. / Data Mining of mRNA Biomarkers for AD Model 69

Supplementary Table 2
(Continued)

snoisseccA eborp tneligAlobmyS
543080KA|bg|355041KA|bg|88313000000TSUMSNE|sne|929920_MN|fer705201P_15_Aa33spV
982281BA|bg|194820KA|bg|80394000000TSUMSNE|sne|355080_MN|fer798401P_15_A3rptI

42M0100132|nekir|282900KA|bg|30182000000TSUMSNE|sne|099720_MN|fer860501P_15_Ab6dpyL
554770KA|bg|973500KA|bg|20404000000TSUMSNE|sne|236920_MN|fer023501P_15_A11r1ppP

840198_MX|fer|938774100_MX|fer|229574100_MX|fer|393571_MN|fer930701P_15_AkiR10G5550394
833340CB|bg|28720K|bg|88942000000TSUMSNE|sne|877900_MN|fer103011P_15_A3C

41430K|bg|79040X|bg|26904000000TSUMSNE|sne|080330_MN|fer259111P_15_A91tduN
508710KA|bg|532440KA|bg|26373000000TSUMSNE|sne|034180100_MN|fer130911P_15_A03aaN

428880KA|bg|37493U|bg|61410000000TSUMSNE|sne|412800_MN|fer863521P_15_AsraH
33857000000TSUMSNE|sne|73331100000TSUMSNE|sne|53331100000TSUMSNE|sne|870641_MN|fer575441P_15_A2rbU

672451KA|bg|685961KA|bg|51130000000TSUMSNE|sne|578900_MN|fer621641P_15_Ab1nkdC
15460000000TSUMSNE|sne|194289_MX|fer|488300100_MX|fer|949080100_MN|fer523661P_15_A5ctT

100-788600PAN|pan|01E3043394|nekir|136610KA|bg372761P_15_A41ppR
34037000000TSUMSNE|sne|17821100000TSUMSNE|sne|556310_MN|fer|774210100_MN|fer205271P_15_A21lcxC

003390BA|bg|151341KA|bg|73322000000TSUMSNE|sne|878031_MN|fer411371P_15_A12hdcP
18140J|bg|116831CB|bg|416831CB|bg|393700_MN|fer067371P_15_AbtcA

712771_MN|fer|383800_MN|fer|000031100_MN|fer|999921100_MN|fer780191P_15_A052peC
847730KA|bg|435050KA|bg|74143000000TSUMSNE|sne|006541_MN|fer526591P_15_A033pfZ
744020CB|bg|951260CB|bg|87725000000TSUMSNE|sne|688891_MN|fer016002P_15_A21btbZ

17629000000TSUMSNE|sne|684110_MN|fer|066312_MN|fer|956312_MN|fer084102P_15_A3tatS
762400100_MX|fer|326084100_MX|fer|382400100_MX|fer|321330100_MN|fer948602P_15_A88241mG

015274100_MX|fer|756274100_MX|fer|294274100_MX|fer|113520_MN|fer354222P_15_Ae944dtrE41D
521251KA|bg|918820CB|bg|939273QD|bg|434720_MN|fer336922P_15_Ab1drpR

459543FA|bg|359543FA|bg|259543FA|bg|159543FA|bg436242P_15_A61psuD
910570BA|bg|05016000000TSUMSNE|sne|89499000000TSUMSNE|sne|934620_MN|fer687842P_15_A08cdcC

307641KA|bg|348920FA|bg|86702000000TSUMSNE|sne|078810_MN|fer594462P_15_A2magP
605720CB|bg|512800KA|bg|21947000000TSUMSNE|sne|365520_MN|fer805762P_15_AkiR50O2100102
660274100_MX|fer|413274100_MX|fer|223209_MX|fer|608311100_MN|fer292382P_15_A01441mG

5664851CT|ct|1697261CT|ct|980900CB|bg617892P_15_A61lrA
087051CB|bg|926441FA|bg|73896000000TSUMSNE|sne|214110_MN|fer908103P_15_A3tilS

17598D|bg|508541KA|bg|487941KA|bg|125110_MN|fer842323P_15_A4cdS
074001CB|bg|922600KA|bg|72970100000TSUMSNE|sne|961820_MN|fer135323P_15_A1e17maF

762400100_MX|fer|382400100_MX|fer|326084100_MX|fer|321330100_MN|fer867423P_15_A88241mG
71O920036C|nekir|80P503034B|nekir|120120KA|bg|561461KA|bg156523P_15_A74dC

692700KA|bg|52299000000TSUMSNE|sne|00514000000TSUMSNE|sne|886920_MN|fer521033P_15_A1nxrS
13931000000TSUMSNE|sne|82041100000TSUMSNE|sne|151741_MN|fer|038541_MN|fer610343P_15_A2tmhE

0893061CT|ct|100-108410PAN|pan|91M3200359|nekir|953530KA|bg130343P_15_A
01M210032C|nekir|607630KA|bg|731280KA|bg|297620_MN|fer682163P_15_A5tapgA

657041KA|bg|707431KA|bg|68862000000TSUMSNE|sne|174271_MN|fer052463P_15_A5hitI
39307X|bg|14121100000TSUMSNE|sne|79660000000TSUMSNE|sne|704800_MN|fer001763P_15_A3hitI

78602000000TSUMSNE|sne|83612100000TSUMSNE|sne|450131100_MN|fer|719310_MN|fer091173P_15_A1gttP
218460CB|bg|242700KA|bg|004429_MX|fer|004489_MX|fer598273P_15_A334pfZ

38323000000TSUMSNE|sne|20711100000TSUMSNE|sne|10711100000TSUMSNE|sne|656010_MN|fer956104P_15_AnpsS
722820KA|bg|327900KA|bg|413300KA|bg|853381_MN|fer680914P_15_A1pig54ddaG

634450CB|bg|90543000000TSUMSNE|sne|04841100000TSUMSNE|sne|283900_MN|fer137024P_15_A1yhT
53921100000TSUMSNE|sne|13053000000TSUMSNE|sne|73921100000TSUMSNE|sne|335441_MN|fer937424P_15_A3tanmN

860379_MX|fer|789279_MX|fer|314110_MN|fer|087900_MN|fer807824P_15_Ab4C
056174100_MX|fer|993010_MN|fer|593010_MN|fer|793010_MN|fer835234P_15_A22T-2H

176340CB|bg|140920KA|bg|10575000000TSUMSNE|sne|854271_MN|fer744634P_15_A178pfZ
719541KA|bg|41561100000TSUMSNE|sne|04323000000TSUMSNE|sne|417120_MN|fer789844P_15_A11pbW

50F8042384|nekir|172920KA|bg|20470100000TSUMSNE|sne|98466000000TSUMSNE|sne259054P_15_AkiR30O6300111
610490CB|bg|700500KA|bg|47145000000TSUMSNE|sne|434220_MN|fer867254P_15_A41f4pyC

905551KA|bg|18821Y|bg|38152000000TSUMSNE|sne|660900_MN|fer662554P_15_A1gniR
912110CB|bg|250500KA|bg|19963000000TSUMSNE|sne|407030_MN|fer783464P_15_A8bpsH
542310KA|bg|194300CB|bg|02873000000TSUMSNE|sne|752420_MN|fer285564P_15_A3dhdH

03870100000TSUMSNE|sne|31530000000TSUMSNE|sne|486361100_MN|fer|335520_MN|fer771974P_15_ApisoN
670071KA|bg|791540KA|bg|20852000000TSUMSNE|sne|925520_MN|fer883094P_15_A8tduN

19875M|bg|218641KA|bg|03252000000TSUMSNE|sne|484310_MN|fer589794P_15_A2C
39326U|bg|129310KA|bg|11090100000TSUMSNE|sne|55090100000TSUMSNE|sne419015P_15_A

95902100000TSUMSNE|sne|94191100000TSUMSNE|sne|08980100000TSUMSNE|sne|11090100000TSUMSNE|sne619015P_15_A
231861KA|bg|09003000000TSUMSNE|sne|44470100000TSUMSNE|sne|525800_MN|fer270215P_15_AdalA

316180KA|bg|320670KA|bg|811391KA|bg|700900_MN|fer452315P_15_A1caR
42D4040346|nekir|951230KA|bg2665301P_25_A

894210KA|bg|27090100000TSUMSNE|sne|42373000000TSUMSNE|sne|345110_MN|fer85401P_25_Aa1pkS
6938261CT|ct|1-107480PAN|pan|40A340032C|nekir|573280KA|bg0334211P_25_A

3199771CT|ct|654941FB|bg1843311P_25_A
01I620031C|nekir|289740KA|bg9440811P_25_A4ntR

152619_MX|fer|852026_MX|fer|391774100_MX|fer|569300_RN|fer630831P_25_A35601mG
100-784110PAN|pan|80A0410339|nekir|700430KA|bg|436330100_MN|fer62541P_25_Ab11gyZ

83712100000TSUMSNE|sne|74480100000TSUMSNE|sne|113361100_MN|fer|167310_MN|fer17561P_25_ArrS
94302100000TSUMSNE|sne|62402100000TSUMSNE|sne|90690100000TSUMSNE|sne|142010_MN|fer313471P_25_ApitkA

9193061CT|ct|1-171570PAN|pan|32I3440356|nekir|096230KA|bg708091P_25_Aa29maF

HP 15m
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840198_MX|fer|938774100_MX|fer|229574100_MX|fer|393571_MN|fer532591P_25_AkiR10G5550394
954051KA|bg|809300KA|bg|58523000000TSUMSNE|sne|093520_MN|fer294602P_25_A4poP
042110KA|bg|987010KA|bg|04105000000TSUMSNE|sne|519520_MN|fer484902P_25_A88memT
004774100_MX|fer|748574100_MX|fer|006574100_MX|fer|531771_MN|fer039812P_25_AkiR02K030038D

565021CB|bg|775521CB|bg|77603000000TSUMSNE|sne|396610_MN|fer577222P_25_A6k3paM
10671100000TSUMSNE|sne|24281100000TSUMSNE|sne|45891100000TSUMSNE|sne|089100100_MN|fer872922P_25_A1hcmiL

6998071CT|ct|1-909301PAN|pan643232P_25_A
568861KA|bg|937641KA|bg|77477000000TSUMSNE|sne|244910_MN|fer706452P_25_A91ktS

722741KA|bg|394130KA|bg|89096000000TSUMSNE|sne|366461100_MN|fer919752P_25_AkiR60H1000389
990781FA|bg|035700KA|bg|47023000000TSUMSNE|sne|394320_MN|fer0172P_25_A5lmC

1661361CT|ct|1-829301PAN|pan|61J020028C|nekir|865050KA|bg423572P_25_A93mbR
2953261CT|ct|100-836121PAN|pan|02A520031C|nekir|905180KA|bg493772P_25_AblgaD

582974100_MX|fer|852026_MX|fer|849719_MX|fer|305800_MN|fer295772P_25_A2spR
31C703031E|nekir|193094WA|bg|557350KA|bg|886771_MN|fer884682P_25_Ajfa2H

842400KA|bg|11994000000TSUMSNE|sne|459026_MX|fer|566110_MN|fer137792P_25_Ai2ebU
0797951CT|ct|100-533200PAN|pan|32M601034A|nekir|565040KA|bg38623P_25_A2cfcH

31531100000TSUMSNE|sne|21531100000TSUMSNE|sne|58679000000TSUMSNE|sne|972111100_MN|fer528823P_25_A1yfdW
050637IB|bg|165707YB|bg|705700KA|bg|978180KA|bg807143P_25_A

105160CB|bg|677130CB|bg|62895000000TSUMSNE|sne|024800_MN|fer455053P_25_A1bncK
1-716540PAN|pan|699824IA|bg|969119_MX|fer|569520_MN|fer44363P_25_A1rsS

38264000000TSUMSNE|sne|44241100000TSUMSNE|sne|294720_RN|fer|102030_MN|fer408673P_25_A31apsH
0062851CT|ct|307173EB|bg|111450CB|bg|92276000000TSUMSNE|sne675773P_25_A3s1pA

30N0500132|nekir|50D6200132|nekir|419900KA|bg|205900KA|bg900183P_25_A1aiT
7079261CT|ct|9477671CT|ct|71H543032B|nekir|351640KA|bg71383P_25_A5taN

387080KA|bg|170480KA|bg|74609000000TSUMSNE|sne|95169000000TSUMSNE|sne570683P_25_A4792mG
1-562711PAN|pan|12L7410339|nekir|939770BB|bg|070970KA|bg981783P_25_A7mryL

116750CB|bg|628130KA|bg|416540KA|bg|085510_RN|fer423983P_25_Ato2xoS
68885000000TSUMSNE|sne|922474100_MX|fer|695474100_MX|fer|611920_MN|fer844493P_25_A11dbtbK

1-528270PAN|pan|42L330038F|nekir|380460CB|bg|658980KA|bg810893P_25_A7agloG
794661KA|bg|782841KA|bg|930400KA|bg|992520_MN|fer541704P_25_Aa4lnxT

1-693611PAN|pan|80H8550346|nekir|612730CB|bg|074230KA|bg602424P_25_A4mtrrL
636431KA|bg|223180KA|bg|067680CB|bg|807030_RN|fer436524P_25_A051745COL

61C8040348|nekir|533810CB|bg|991150CB|bg|393810KA|bg506624P_25_A2a51clS
82599000000TSUMSNE|sne|23612100000TSUMSNE|sne|978674100_MX|fer|326330_MN|fer439034P_25_A1d1nucD

1-108111PAN|pan|1-896111PAN|pan|100-347790PAN|pan|100-136790PAN|pan054334P_25_A
728940KA|bg|205440KA|bg|31423000000TSUMSNE|sne|052920_MN|fer110644P_25_A1kntE
748451KA|bg|125820KA|bg|43943000000TSUMSNE|sne|385771_MN|fer057654P_25_Ab1hpA
932390BA|bg|263030CB|bg|58266000000TSUMSNE|sne|991571_MN|fer224064P_25_Aa21apsH

80E3041223|nekir|741231KA|bg|75246000000TSUMSNE|sne|890361100_MN|fer860864P_25_AhhcT
90J3042224|nekir|588885BC|bg|995071KA|bg|032670KA|bg360284P_25_Aa2arT

1-761111PAN|pan|533911CB|bg|25747000000TSUMSNE|sne|381871_MN|fer802894P_25_Aka2h1tsiH
788084100_MX|fer|456619_MX|fer|467719_MX|fer|420541_MX|fer301805P_25_A8694mG

665030KA|bg|765580KA|bg|44332000000TSUMSNE|sne|657820_MN|fer89115P_25_A5a53clS
63090100000TSUMSNE|sne|11090100000TSUMSNE|sne|57980100000TSUMSNE|sne|32980100000TSUMSNE|sne924025P_25_A

454640CB|bg|09973000000TSUMSNE|sne|53711100000TSUMSNE|sne|006271_MN|fer52345P_25_AkiR02H6540276
086541KA|bg|666400CB|bg|35270000000TSUMSNE|sne|398010_MN|fer42585P_25_A1ueN

9189951CT|ct|1-549730PAN|pan|539490CB|bg|119250CB|bg719885P_25_AkiR91D5100122
100-844690PAN|pan|681409_MX|fer|279788_MX|fer|149100100_MX|fer841985P_25_A6346mG

692700KA|bg|52299000000TSUMSNE|sne|00514000000TSUMSNE|sne|886920_MN|fer002395P_25_A1nxrS
4638361CT|ct|371920CB|bg735595P_25_A74lprM

1833161CT|ct|01N930033E|nekir|645450KA|bg753695P_25_A
84697000000TSUMSNE|sne|965531100_MN|fer|865531100_MN|fer|765531100_MN|fer436895P_25_AkiR70I7000911

281110CB|bg|531141KA|bg|30720100000TSUMSNE|sne|857110_MN|fer535006P_25_A93pfZ
446341KA|bg|736110KA|bg|09071000000TSUMSNE|sne|800720_MN|fer85716P_25_A5dtcK

1-018850PAN|pan|1-774920PAN|pan791226P_25_A
1-823060PAN|pan|640250CB|bg|50908000000TSUMSNE|sne|771381_MN|fer106236P_25_A118pfZ

83741100000TSUMSNE|sne|06920100000TSUMSNE|sne|05082000000TSUMSNE|sne|484110_MN|fer402046P_25_AmatS
143090KA|bg|79090100000TSUMSNE|sne|49090100000TSUMSNE|sne|552571_MN|fer1546P_25_Aa42ceS

581871_MN|fer|481871_MN|fer|956571_MN|fer|281871_MN|fer532156P_25_Aia2h1tsiH
100-336390PAN|pan|30E0440348|nekir|084810KA|bg|746910_MN|fer739356P_25_A12lpR
650674100_MX|fer|721474100_MX|fer|715300_RN|fer|815300_RN|fer426456P_25_A3sp-dsiP

315001CB|bg|881670KA|bg|738600JA|bg|072300_RN|fer170166P_25_A3ghnS
1-233950PAN|pan|1-449750PAN|pan|1-387170PAN|pan788576P_25_A

97203000000TSUMSNE|sne|458174100_MX|fer|769541100_MN|fer|920571_MN|fer827386P_25_Ac4gtA
41K810037C|nekir|624250KA|bg|421050KA|bg|803350KA|bg029486P_25_AkiR50J9350394

967431KA|bg|26259000000TSUMSNE|sne|757874100_MX|fer|241111100_MN|fer247437P_25_A88mG
1-600380PAN|pan|31G910031B|nekir|510540KA|bg|66701100000TSUMSNE|sne474557P_25_A

8466161CT|ct|1-155280PAN|pan|80D790037A|nekir|854340KA|bg029388P_25_A
0944799P_25_A
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Supplementary Table 3
Table from [1]. Differentially modulated pathways were selected from the Panther Pathway database (http://www.pantherdb.org/
tools/genexAnalysis.jsp) using the Wilcoxon Rank-Sum Test (p-value <0.05) on two-columns tables including a list of differentially expressed
genes and the related fold change values. The analyzed gene lists were obtained by applying the one-way ANOVA (p-value < 0.05) on microarray

expression data in hippocampus, basal forebrain and cortex at P30 and P90 (1 and 3 months of age)

Pathway number overUnder pvalue Pathway number overUnder pvalue

Insulin/IGF pathway-mitogen activated protein 
kinase kinase/MAP kinase cascade 10 - 1.39E-03 Integrin signalling pathway 16 - 2.41E-02
Histamine H1 receptor mediated signaling 
pathway 4 + 5.38E-03 Cadherin signaling pathway 9 - 3.30E-02
Muscarinic acetylcholine receptor 1 and 3 
signaling pathway 10 + 6.72E-03 Heme biosynthesis 2 - 3.63E-02
Ras Pathway 16 - 1.63E-02
Heterotrimeric G-protein signaling pathway-Gi 
alpha and Gs alpha mediated pathway 20 + 2.09E-02
D1/D5 dopamine receptor mediated sigaling 
pathway 6 + 2.36E-02
5HT2 type receptor mediated signaling 
pathway 6 + 2.42E-02
Angiogenesis 27 - 3.03E-02
PI3 kinase pathway 19 - 3.15E-02
Heterotrimeric G-protein signaling pathway-
Gq alpha and Go alpha mediated pathway 21 + 3.30E-02

Alpha adrenergic receptor signaling pathway 5 + 4.42E-02
EGF receptor signaling pathway 21 - 4.92E-02
Heterotrimeric G-protein signaling pathway-
rod outer segment phototransduction 3 + 4.97E-02

eulavprednUrevorebmunyawhtaPeulavprednUrevorebmunyawhtaP

Metabotropic glutamate receptor group I 
pathway 3 - 1.26E-02 Alpha adrenergic receptor signaling pathway 9 - 9.96E-04
Cytoskeletal regulation by Rho GTPase 8 + 2.84E-02 T cell activation 21 - 1.41E-03
Heterotrimeric G-protein signaling pathway-
rod outer segment phototransduction 6 + 4.99E-02

Heterotrimeric G-protein signaling pathway-
Gq alpha and Go alpha mediated pathway 34 - 1.46E-03
Wnt signaling pathway 62 - 1.58E-03

B cell activation 15 - 1.58E-03
Alzheimer disease-amyloid secretase 
pathway 22 - 3.23E-03
Metabotropic glutamate receptor group I 
pathway 9 - 5.42E-03
VEGF signaling pathway 16 - 5.98E-03
PI3 kinase pathway 16 - 6.34E-03
PDGF signaling pathway 45 - 6.74E-03
Histamine H2 receptor mediated signaling 
pathway 6 + 7.21E-03
FGF signaling pathway 26 - 8.88E-03
p38 MAPK pathway 9 - 1.75E-02
Angiogenesis 52 - 1.75E-02
GABA-B_receptor_II_signaling 12 - 1.89E-02
Cadherin signaling pathway 22 - 2.03E-02
Circadian clock system 8 - 2.06E-02
Cell cycle 4 - 2.39E-02
Enkephalin release 9 + 3.80E-02
5-Hydroxytryptamine degredation 6 + 3.86E-02
Muscarinic acetylcholine receptor 1 and 3 
signaling pathway 16 - 3.90E-02
Endogenous_cannabinoid_signaling 7 - 4.08E-02
5HT4 type receptor mediated signaling 
pathway 8 + 4.73E-02

Beta3 adrenergic receptor signaling pathway 6 + 4.73E-02

HIPPOCAMPUS

BASAL FOREBRAIN

P30 P90

P30 P90

http://www.pantherdb.org/tools/genexAnalysis.jsp
http://www.pantherdb.org/tools/genexAnalysis.jsp
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eulavprednUrevorebmunyawhtaPeulavprednUrevorebmunyawhtaP

Cadherin signaling pathway 15 - 1.18E-03 Wnt signaling pathway 97 - 2.72E-03
Integrin signalling pathway 25 - 1.15E-02 Cadherin signaling pathway 42 - 2.92E-03
Circadian clock system 4 - 1.23E-02 p38 MAPK pathway 16 - 5.47E-03

5-arachidonylglycerol_biosynthesis 2 + 2.42E-02
Insulin/IGF pathway-protein kinase B signaling 
cascade 25 + 7.88E-03

Interleukin signaling pathway 15 - 3.48E-02 Blood coagulation 11 + 2.62E-02
Blood coagulation 3 - 4.73E-02 Heme biosynthesis 4 - 3.71E-02
Toll receptor signaling pathway 8 - 4.86E-02 Parkinson disease 32 - 4.67E-02

CORTEX
P30 P90

REFERENCE

[1] D’Onofrio M, Arisi I, Brandi R, Di Mambro A, Felsani A,
Capsoni S, Cattaneo A (2009) Early inflammation and immune
response mRNAs in the brain of AD11 anti-NGF mice. Neu-
robiol Aging. DOI:10.1016/j.neurobiolaging.2009.05.023


